SUPPLEMENTARY FIGURE LEGENDS
Supplementary Figure 1. Workflow diagram followed for the analyses of the proteomic data. Left panels show the deregulated proteins in each group when compared to HC/nc (top left panel); HC/c (central left panel) and SCZ/nc vs SCZ/c (bottom left panel). The exclusively deregulated proteins obtained in each analysis for SCZ/nc and SCZ/c were overlapped in order to obtain protein biomarkers of SCZ/nc and SCZ/c (central panel). Finally, the targeted proteins revealed in the analysis are represented in the right panels. 
Supplementary Figure 2. Graphical representation of the spearman correlation analyses involving (a) CDK5RAP3 and GAF, (b) CDK5RAP3 and NSS, (c) MYO1B and GAF, (d) MYO1B and NSS, (e) RPS20 and GAF and (f) SEH1L and GAF. 
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