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Supplementary figure 3. Factor B (FB) peptide levels show significant differences between genotype groups of
AMD-associated variants at the C2/CFB/SKIV2L locus. Red indicates homozygous AMD-risk increasing genotype and
yellow indicates the heterozygous genotype. Medians of two genotype groups were compared with the Mann 
Whitney-U test.  A) FB peptide #36 (STGSWSTLK), stratified by rs4151667 genotype at the C2/CFB/SKIV2L locus; 
B) FB peptide #37 (YGLVTYATYPK), stratified by rs4151667 genotype at the C2/CFB/SKIV2L locus; 
C) FB peptide #38 (DAQYAPGYDK), stratified by rs4151667 genotype at the C2/CFB/SKIV2L locus


