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Figure S4. Association between in–frame deletions (A) starting, (B) ending, and (C) starting and/or
ending at each exon and consequent phenotypes in the eDystrophin database. Phenotypic ratios
associated with in–frame deletions starting and/or ending at a given exon and all other exons were
compared using a two–tailed Fisher's exact test. n indicates the number of individuals with DMD
(red) and milder (blue; BMD and asymptomatic) phenotypes. Green and red asterisks indicate a
significantly lower and higher incidence of DMD phenotype, respectively. p = p-value, as calculated by
Fisher’s exact test; p* = Benjamini–Hochberg adjusted p-value.
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95% CI p p*

1 1
3.45–6.71 3.717 × 10-12 1.00 × 10-10

0.06–2.91 0.723 0.81385
2.75–7.75 6.562 × 10-5 0.000506
0.47–14.18 0.3363 0.465645
0.29–10.34 0.45952 0.590814
5.29–13.39 0.0004 0.002398

0.6142 0.721008
2.47–7.18 0.0002 0.001037
0.35–11.98 0.40105 0.541418
4.36–11.54 5.069 × 10-5 0.000456
0.44–3.76 0.50235 0.63086
1.28–20.83 0.18521 0.333376
3.07–15.65 0.02643 0.075115
0.18–7.30 0.60303 0.74008
0.29–10.34 0.45952 0.605224
3.07–15.65 0.02643 0.079288
8.98–12.19 0.00091 0.004073
5.29–13.39 0.0004 0.001962
8.93–12.11 0.00941 0.031769
1.4–12.28 0.0773 0.173912
1.2–8.15 0.06504 0.152692

0.16–6.64 1 1
0.47–14.18 0.3363 0.477899
0.91–9.65 0.14274 0.275281
0.53–6.65 0.29115 0.436722
1.29–6.94 0.03974 0.102177

1 1
8.88–12.03 0.09731 0.210192

0.18–7.3 0.60302 0.723634
1.28–20.83 0.18521 0.322622
1.28–20.83 0.18521 0.31254

1 1
8.88–12.03 0.09731 0.202108
0.48–6.16 0.32871 0.479737
2.58–10.68 0.00442 0.01705
1.28–20.83 0.18521 0.303069
3.21–8.31 7.867 × 10-6 8.50 × 10-5

0.08–0.28 1.265 × 10-15 6.83 × 10-14

5.29–13.39 0.0004 0.002158
0.04–0.37 1.384 × 10-7 2.49 × 10-6

0.1–0.51 4.886 × 10-6 6.60 × 10-5

0.02–0.79 0.00229 0.0095
0.91–9.65 0.14274 0.2658

0.10889 0.217772
0.18833 0.299114

0.21–1.96 0.61736 0.70931
0.04358 0.106981
0.18833 0.290568

1 1
1 1

3.07–15.65 0.02643 0.07136
8.93–12.11 0.00941 0.03389
8.93–12.11 0.00941 0.0299


