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Figure S3. Bland-Altman plots for quantification agreement between qRT-PCR and RT-
ddPCR

Horizontal blue lines show mean differences between the two methods (bias). Horizontal red lines
show agreement limits. Linear regression lines and confidence areas show associations between
measured counts and bias. Plots are separated by serotypes: DENV1 (A), DENV2 (B), DENV3
(C) and DENV4 (D).



