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Figure S4. Interlaboratory variations of qRT-PCR
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(A) A regression line (black line) shows the correlation between dengue RNA from clinical

samples measured by qRT-PCR by two laboratories with different protocols: SI and AFRIMS

(AF). A diagonal line (blue) represents a hypothetical trend where results by the two methods are

identical. (B) A Bland-Altman plot of qRT-PCR results between AF and SI laboratories. A

horizontal blue line shows mean difference between two methods (bias). Horizontal red lines

show a range of agreement limits



