
Supp. Figure 1. SNV COMUTATION CALL EXAMPLE (Pt.1)

Mutation undetected: log2(fc)< 1 or raw count< 100 and 0.01< p value
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Mutation detected and clinically significant: 2< log2(fc) and 200< raw count and p value <0.01

Gene Variants

EGFR E746_T751>VA
Log2FC 7.5

PIK3CA E542K
Log2FC 6.4

NFE2L2 E79Q
Log2FC 6.5



Mutation undetected: log2(fc)< 1 or raw count< 100 and 0.01< p value
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Mutation detected and clinically significant: 2< log2(fc) and 200< raw count and p value <0.01

Gene Variants

KRAS G12D
Log2FC 6.9

PIK3CA E545K
Log2FC 4.3

Supp. Figure 1. SNV COMUTATION CALL EXAMPLE (Pt.38)



Supp. Figure 2. nCounter Vantage 3D Solid Tumor Assay panel and Oncomine Solid Tumor Panel DNA Kit content
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