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Table S1. Analysis of physicochemical properties of SIMRLK family

proteins.

Name MV Ip Charge I Al GRAVY Amino Acid Comosition %
SiMRLK1 113016.22  8.08 135 39.71 88.88 -0.196 Leu (11.6), Ser (9.9), Gly (7.9), Asn (6.7)
SiMRLK?2 102653.69  7.98 12.5 40.28 94.43 -0.185 Leu (12.1), Ser (9.2), Gly (7.3), lle (7.3)
SiMRLK3 96664.58 6.25 2 38.91 87.35 -0.192 Ser (9.9), Leu (9.4), Gly (7.0), Ala (6.8)
SiMRLKA4 92489.18 6.8 6.5 34.61 85.83 -0.205 Leu (9.8), Ser (8.4), Gly (8.2), Ala (7.3)
SiIMRLKS5 118,423.60 8.12 12 39.51 92.2 -0.115 Leu (12.3), Ser (10.0), Gly (8.5), Ala (6.7)
SiIMRLK®6 113016.08  6.89 55 38.14 87.82 -0.132 Leu (12.0), Ser (10.4), Gly (8.4), Thr (6.9)
SiIMRLK?7 108841.77  8.48 175 35.64 92.83 -0.053 Leu (12.5), Ser (10.5), Gly (7.6), Ala (6.7)
SiMRLKS 113024.98  8.48 175 39.07 93.12 -0.064 Leu (12.8), Ser (9.0), Ala (7.8), Gly (7.1)
SiIMRLK9 97,435.12 555 -9 37.81 82.37 -0.162 Leu (9.6), Ala (8.5), Ser (8.5), Gly (7.7)
SiIMRLK10 92175.01 6.87 5 26.17 89.92 -0.105 Leu (10.5), Ser (9.2), Val (8.2), Gly (7.7)
SiIMRLK11 95,058.23  6.15 1 33.47 80.13 -0.21 Ser (9.6), Leu (9.2), Thr (8.1), Gly (8.0)
SIMRLK12 94,978.74 553 -10 36.59 81.16 -0.174 Ala (9.6), Leu (8.2), Ser (7.9), Val (7.8)
SIMRLK13  93,155.95  6.27 1 41.87  88.48 -0.129 Leu (11.1), Ala (9.4), Ser (9.3), Val (7.0)
SiMRLK14 92,969.69  5.86 -35 36.82 88.49 -0.011 Ala (10.8), Leu (9.9), Ser (9.9), val (9.2)
SiIMRLK15  112,625.60 6.47 35 35.74 88.88 -0.16 Leu (11.0), Ser (9.7), Gly (8.2), Asn (7.0)
SiMRLK16 97902.22 6.12 -0.5 33.00 91.12 -0.097 Leu (12.6), Ser (11.4), Gly (8.0), Val (6.7)
SiIMRLK17 96936.85 5.93 -2 32.83 93.51 -0.105 Leu (12.6), Ser (11.6), Gly (8.2), Asn (6.9)
SiIMRLK18 11173565 7.11 55 30.73 90.42 -0.12 Leu (12.6), Ser (10.7), Gly (8.0), Asn (7.4)
SiIMRLK19 92167.94 6.34 25 37.69 90.13 -0.137 Leu (10.4), Ser (10.0), Val (7.2), Thr (6.8)
SiIMRLK20 92,724.08  7.92 8 35.65 90.14 -0.07 Leu (10.2), Ser (10.1), Ala (8.2), lle (6.5)
SiIMRLK21 95,724.24 577 -5 32.07 79.88 -0.173 Ser (9.3), Leu (8.9), Gly (8.9), Ala (8.1)
SIMRLK22 92484.17 9.06 18.00 43.18 84.38 -0.098 Ala (11.6), Leu (9.5), Ser (9.3), Gly (8.7)
SIMRLK23 93597.62 5.95 -2 44.3 82.83 -0.115 Ala (10.1), Ser (9.4), Leu (9.2), Val (7.9)

List of abbreviation: MV: molecular weight; pl: isoelectric point; II,
Instability index; AI, Aliphatic index; GRAVY: Grand average of

hydropathicity, GRAVY.



Table S2. The conserved motif analysis of the SIMRLK family proteins in foxtail millet.

Motifs No. sequences E-value Sites Width Logo
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Table S3. Primer sequences for qRT-PCR used in the study.

Gene Name Gene_Symbol Primer Sequences
SETIT_016102mg SIVRLKLR TTCAACTGATGTTCTGABCGA
SEIIT_016287mg SVRLKER CATTGCTOAGAGATACAGET
oL rosSeoseAToOANCTIAG
SETIT_021180mg SIMRLKLLR ACTCCAGGTOACACAGEAAG
s ASCCTICoSTITTCCSTes
s faTTeccovTorCTorTecs
SETIT_026509mg aSiAcins BOOCACCTAATCTCTESE



http://plants.ensembl.org/Setaria_italica/Gene/Summary?db=core;g=SETIT_016287mg;tl=XfjTCzTI6Zp8FN7f-131736-19825523

