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Figure S1. Interactions of the dominant AU-protocode (red dots) and the recessive AU-protocode (black dots) with 12-
mer uracil RNA. (a) Fluorescence intensity versus the sum charge; (b) Fluorescence intensity versus the sum molecular 
weight; (c) Fluorescence intensity versus the sum hydrophobicity; (d) Fluorescence intensity versus the sum helix pro-
pensity. 
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Figure S2. Interactions of the dominant GC-protocode (red dots) and the recessive GC-protocode (black dots) with 12-
mer guanine RNA. (a) Fluorescence intensity versus the sum charge; (b) Fluorescence intensity versus the sum molec-
ular weight; (c) Fluorescence intensity versus the sum hydrophobicity; (d) Fluorescence intensity versus the sum helix 
propensity. 
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Figure S3. The combinatorial fusion cascade leading to the codon assignments in the SGC. The blue letters indicate the 
fusion rules for the dominant and recessive AAA/UUU- and GGG/CCC-pairs to the protocodes. The red letters indicate 
the fusion rules for dominant and recessive AU- and GC-protocodes to the SGC (see section 2.1) [55]. 
 


