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5'adapter 5'-GTTCAGAGTTCTACAGTCCGAC-3' .
TR4471 5’ GTTCAGAGTTCTACAGTCCGACGT CATCGTTGGCGGAAC TTTACCATGGCACAGGGAGTTATATACAARACTTTCCATGAGCAGAGAGGTGAGGGA-3" 1740 1760 1780 1800 1820 1840
oligo 3’ - GTACTCGTCTCICCACTCCCT-5

Transcript Position

Figure S4 - 5> RACE on transcript TR4471, coding for a 32kDa dirigent-like protein targeted by miR156d-3p . A) Fragment of 110 bp amplified by 5’RACE only in
+NaP treatment. (*) indicates the eluted band; B) CleaveLand plot for TR4471 in the range of 1700-1840 nt, the red dot indicates the slicing site ; C) Sequence of
TR4471 amplified by 5’RACE, with indication of 5° adapter and specific oligo alignment, the red arrow indicates the predicted cleavage site and blue arrow indicates
the expected fragment length.



