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Supplementary Figure S1. Representative spectra from M. porci sp. nov. KD337-16" type strain.




= S: Function unknown
m L: Replication, recombination and repair
= E: Amino acid transport and metabolism
= K: Transcription
= J: Translation, ribosomal structure and biogenesis
= P: Inorganic ion transport and metabolism
m C: Energy production and conversion
m |: Lipid transport and metabolism
= G: Carbohydrate transport and metabolism
= H: Coenzyme transport and metabolism
= M: Cell wall/membrane/envelope biogenesis
= O: Post-translational modification, protein tumover, and chaperones
= F: Nucleotide transport and metabolism
= T: Signal transduction mechanisms
Q: Secondary metabolites biosynthesis, transport, and catabolism
= V: Defense mechanisms

= U: Intracellular structures, secretion, and vesicular transport

D: Cell cycle control, cell division, chromosome partitioning
= N: Cell motility
= B: Chromatin structure and dynamics

m Z: Cytoskeleton

Supplementary Figure S2. Results of an eggNOG functional category analysis of 2,313 genes. The major three parts
are COG category L (Replication, recombination and repair) and E (Amino acid transport and metabolism),
respectively.
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BCRC 800697 NCTC 26657

Micrococcus endophyticus
BCRC 16908"

Micrococcus porci sp. nov.
KD337-16"7
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Supplementary Figure S3. Venn diagram showing the number of core, shared and unique genes (orthologous clusters) for each genome.



Supplementary Figure S4. Electron microscopic photograph of strain KD337-16" after aerobic cultivation
on TSA plate at 37 °C for 1 day.
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Supplementary Figure S5. Dendrogram showing the clustering of the Micrococcus strains based on
MALDI-TOF MS analysis.



Supplementary Figure S6. Two-dimensional thin-layer chromatograms of polar lipids from strain
KD337-16". The spray reagents; 10% molybdophosphoric acid (A), Dittmer-Lester reagent (B), periodic

acid-Schiff’s reagent (C) and anisaldehyde (D). Chloroform-methanol-water (65:25:4) by volume was used
in the first direction and chloroform-acetic acid-methanol-water (80:18:12:5) by volume in the second
direction. DPG, diphosphatidylglycerol; PG, phosphatidylglycerol; PI, phosphatidylinositol; GL, unidentified
glycolipid.



