Table S6. Organization of the mitogenome of G. genistae.

Location Codon
Name Size(bp) Intergenic nucleotides Strand
From To Start Stop
trnl 1 64 64 +
trnQ 62 129 68 -3 -
trnM 129 195 67 -1 +
nad?2 196 1,158 963 ATT TAG +
trnW 1,157 1,218 62 -2 +
trnC 1,219 1,278 60 -
trnY 1,279 1,341 63 -
coxl 1,340 2,873 1,534 -2 ATG T +
trnl2 2,874 2,939 66 +
cox2 2,940 3,621 682 ATA T +
trnK 3,619 3,689 71 -3 +
trnD 3,690 3,751 62 +
atp8 3,752 3,904 153 ATA TAA +
atp6 3,898 4,548 651 -7 ATG TAA +
cox3 4,549 5,328 780 ATG TAA +
trnG 5,327 5,386 60 -2 +
nad3 5,391 5,741 351 4 ATA TAA +
trn4 5,739 5,798 60 -3 +
trnR 5,800 5,862 63 1 +
trnN 5,861 5,927 67 -2 +
trnS1 5,927 5,992 66 -1 +
trnE 5,992 6,053 62 -1 +
trnF 6,053 6,115 63 -1 -




Table S6. Cont.
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