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Figure S$1: Pertuzumab isotype/subtype biophysical analysis. Gel Filtration profiles of the
Pertuzumab variants following affinity purification using Superdex size exclusion column on AKTA
Pure. X-Axis: 40-100 minute time scale. Y-axis: mAU as determined by UV detection. Red arrows
depict the selected peak fractions of the antibodies used for subsequent analyses. SDS-PAGE
analyses of concentrated antibodies (reduced) are shown in the smaller inserts with
corresponding band sizes for the light and heavy chain. Gel band sizes were determined using
GelApp [1].



Number of contacts within 0.6 nm of Her2 interacting residues
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Figure S2: Number of contacts within 6A (0.6 nm) of the Her2-interacting residues of the two
variants IgA1 and IgA2. The contacts were estimated using the last 600ns trajectories of the
coarse grain simulation.
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