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Figure S1. Competition for HRP binding by BLI. Biotin-HRP was loaded onto streptavidin
biosensors. Sensors were then dipped into a solution containing the clone D3 and
subsequently transfer to wells containing the indicated scFv or recombinant streptavidin as
a positive control. None of the candidates tested was able to bind to the biosensors following
the incubation with D3, demonstrating that all candidates have overlapping epitopes. An
example of data obtained with anti-HRP candidates is shown above.
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Figure S2. Competition for hFc binding by BLI. A lambda hIgG1 was loaded onto anti-human
biosensors. Sensors were then dipped into a solution containing the clone A5 and subsequently
transfer to wells containing the indicated scFv or a anti-lambda constant domain as a positive
control. None of the candidates tested was able to bind to the biosensors following the
incubation with A5, demonstrating that all candidates have overlapping epitopes.
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Figure S3. Specificity of hits obtained from selections against the hFc domain. The
cross-reactivity of individual clones (scFv format) was assessed by pH-dependent ELISA

using human and murine IgG subclasses.
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