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Abstract: Highly diverse microphyto and meiobenthic communities are associated with large-sized
marine macroalgae. Both morphological traits and allelochemical responses of macroalgae affect the
composition of these communities, but the relative importance of these factors remains incompletely
understood. In this study we investigated the microphytobenthic and meiobenthic communities
associated with some native macroalgae and a non-indigenous species (Sargassum muticum) of the
north-western Adriatic Sea. These seaweeds were sampled in two coastal sites subjected to different
impacts. The possible effects of the structural complexity of the macroalgae and the potential role of
allelochemicals (specifically polyunsaturated aldehydes, PUAs) on the associated communities were
examined using univariate and multivariate analyses. The results indicate that distinct assemblages
were associated with the macroalgae collected at the two different sites. Differences in microphytoben-
thic communities could be ascribed to differences in the macroalgal morphological traits and in their
PUAs production. Conversely, variation of the meiobenthic community seemed to be related mainly
to differences in the macroalgal communities at the two sites. This apparent inconsistency between
the two analyzed communities suggests that microphytobenthos and meiofauna were differently
shaped by the environmental habitat provided by macroalgae in the two sites, that are subjected
to different environmental conditions and human activities. Overall, these results indicate that
interactions between organisms belonging to different trophic groups (e.g., microphytobenthos and
meiofauna) should be investigated in detail to better understand the global role of macroalgae as
habitat formers on coastal ecosystems, especially in the case of large-sized introduced species.

Keywords: macroalgal structural complexity; polyunsaturated aldehydes; microphytobenthos;
meiofauna; non-indigenous species; chemical ecology

1. Introduction

In the marine environment, seaweeds are key primary producers and habitat formers,
providing space, shelter, and food for a variety of associated epifaunal organisms [1]
and substrate for numerous small-sized algal epiphytes [2]. The Mediterranean Sea is a
global hotspot of marine biodiversity and its macroalgal flora consists of approximately
1200 species [3]. Due to its semi-enclosed nature, it is believed that human impacts are
proportionally stronger in the Mediterranean than in any other sea of the world [4]. Non-
indigenous macroalgae are particularly likely to become invasive because of their high
reproductive rates, production of specialized metabolites which could act as allelochemicals,
and perennial status that make them more competitive than native species [5]. Globally,
the impacts of invasive macroalgal populations are typically expressed as community
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dominance through space monopolization and changes in the competitive relationships
with native assemblages. Invasive aliens can outcompete native species for space, light, or
nutrients, creating monospecific stands and homogenized habitats [6], causing changes in
community structure, food web structure, and ecosystem processes [7].

Both invasive and native macroalgae are known to produce a variety of allelopathic
substances such as phenolic compounds, alkaloids, peptides, oxoacids, and polyketides,
including polyunsaturated fatty acids (PUFAs) [8-10] and their derivatives such as polyun-
saturated aldehydes (PUAs) [11-13]. Among these natural products there are molecules
well-known to influence the abundance and distribution of marine organisms and to play
important roles in their inter and intraspecific interactions.

The brown alga Sargassum muticum (Yendo) Fensholt is considered one of the most
invasive seaweeds in temperate ecosystems. This macroalga was introduced in Europe in
the early 1970s and nowadays it is distributed from Norway to Morocco, as well as in the
Mediterranean Sea [14]. Particularly, in Italian coastal areas, such as in the north-western
Adriatic Sea (i.e., canals in Venice and area of Ancona) and the Mar Piccolo of Taranto, some
port areas have been colonized by S. muticum, probably due to the intense and frequent
maritime traffic [15]. Specifically, in the port of Ancona, the presence of this species has
been known since 2009 [16]. Several studies have shown that, in addition to the presence of
S. muticum, changes observed in invaded locations included a significant reduction in the
abundance of previously dominant species [17,18].

Recently, chemical ecologists have also started to consider how research on natural
products might be useful in understanding the dynamics of marine biological invasions,
assessing their impact in the invaded areas, and evaluating the effects on other native
organisms [19]. Allelopathic interactions between different algal species may have different
effects on associated organisms, including loss of motility, cellular deformation [20,21], loss
of pigmentation, aggregation of the cytoplasm, formation of vesicles, and cell lysis [22].
In particular, polyunsaturated aldehydes (PUAs) can inhibit photosynthesis and growth
rates of other algal species, as well as grazing pressure, and can have a teratogenic effect
on associated benthic organisms [23]. This was shown in a recent study [24], in which
PUAs produced by two macroalgae (Cystoseira compressa and Dictyopteris polypodioides)
were characterized at different sampling times to evaluate their role on structuring the
meiobenthic and microphytobenthic communities and were found to affect some of the
grazers rather than the entire community structure. Among PUAs, long-chain compounds
(i.e., C14-C16) showed stronger effects on the abundances of some microalgal genera and
meiobenthic taxa (e.g., harpacticoid species) than short-chain ones (i.e., C6:2).

Meiofauna represents the most abundant and taxonomically diverse metazoan as-
semblage on Earth [25] and plays a key role in the exchange of organic matter [26,27]
as part of the “small food web” (size class 45-1000 um). Moreover, it supports most of
the higher trophic levels [25], being an important food resource for macrofauna, small
fish, and other epibenthic predators [28]. Conversely, microphytobenthos communities
consist of microalgae associated with benthic substrata. These assemblages often include
settled cells or colonies of phytoplanktonic species [29]. Diatoms are usually the main
component of microphytobenthos communities in temperate regions and, like macroalgae,
are known to produce different PUA compounds [12]. Thus, seaweed aggregations and
microphytobenthic biofilms can interact directly or indirectly, influencing the recruitment
of associated organisms. Relationship between macroalgae and epiphytic microalgae is
considered as food and habitat provision for other associated assemblages. In our previous
work [24], a clear separation of the meiofauna and microphytobenthos assemblages was
found for the two studied macroalgae, with different temporal trends, thus confirming a
seasonal dynamic; moreover, results indicated that macroalgal complexity was a major
determinant of the meiofaunal community structure, rather than PUAs which showed
species-specific effects.

Introduced species of marine macroalgae may be morphologically dissimilar from
native species. Indeed, structural complexity of macroalgae could influence associated
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communities driving their diversity, abundance, and community structure [30]. If the
introduced macroalga is a large-sized species, it will produce a novel habitat available for
the colonization of local native species. Changes in habitat structure can be propagated
to food webs by influencing invertebrates of lower trophic levels that will use the algal
structure as refuge, and, as a consequence, species of higher trophic levels that feed on
these invertebrates.

The main aims of this study were to analyze the following: (i) the potential production
of PUAs by four indigenous macroalgae (Cystoseira compressa (Esper) Gerloff and Nizamud-
din, Dictyopteris polypodioides A.P. De Candolle ].V. Lamouroux, Dictyota dichotoma (Hudson)
J.V.Lamouroux, Ulva cf. lacinulata (Kiitzing) Wittrock, and a non-indigenous species (Sar-
gassum muticum (Yendo) Fensholt) and their effects on the microphyto- and meiobenthic
communities; (ii) the relationship between the microphytobenthos and the meiobenthos
present on the different macroalgal species, considering the structural complexity of the
macroalgae and the potential role of aldehydes in regulating their interaction.

2. Materials and Methods
2.1. Study Area

This study was performed at two coastal sites in the north-western Adriatic Sea in the
coastal area of Ancona, a city hosting a large commercial harbor (Figure 1). The first site
was a semi-enclosed and shallow (mean depth 1.5 m) inlet called Piscinetta del Passetto
(43°37'09” N, 13°31'54" E). The site, hereafter referred to as Passetto (PAS), was previ-
ously described [31]. The seaweed vegetation was characterized by the co-existence of
many different macroalgae belonging to the class of Chlorophyta (e.g., Ulva cf. lacinulata,
Cladophora dalmatica, Cladophora laeteviren), Ochrophyta (e.g., Asperococcus fistulosus, Cys-
toseira compressa, Dictyota dichotoma, Dictyopteris polypodioides, Gongolaria barbata, Padina
pavonica, Scytosiphon lomentaria), and Rhodophyta (e.g., Alsidium corallinum, Callitham-
nion corymbosum, Ceramium spp., Chondracanthus acicularis, Corallina berteroi, Gastroclonium
clavatum, Gracilaria spp., Hypnea spp., Pterocladiella capillacea), the latter being the most
species-diverse [15]. The second study site (43°37'32"” N, 13°29'58” E) was located along
a wharf (Molo Nord) within the commercial harbor of Ancona and is hereafter referred
to as Porto (POR). It is characterized by the presence of concrete blocks laid over a sandy
bottom (Figure 1). The most common macroalgae present at this site include the following;:
Chlorophyta (e.g., Bryopsis spp., Ulva cf. lacinulata), a few native Ochrophyta (e.g., Dic-
tyota dichotoma), and Rhodophyta (e.g., Antithamnion cruciatum, Chondracanthus acicularis,
Corallina berteroi, Gelidium spp., Pyropia elongata and Schottera nicaeensis). Recent studies
have documented in the harbor the presence of some non-indigenous species (NIS) such
as Aglaothamnion feldmanniae, Grateloupia turuturu, Melanothamnus japonicus, Polysiphonia
morrowii, and Sargassum muticum [15]; the occurrence of most of these has been known
since 2009 [16].

For the study, five different macroalgal species were sampled (Figure S1): the native
Cystoseira compressa, Dictyopteris polypodioides, Dictyota dichotoma, and Ulva cf. lacinulata,
and the non-indigenous Sargassum muticum. These species were selected, in order to cover
a wide range of morphological complexity and a variable PUAs production, as shown by
previous studies [24,31], and to compare indigenous and invasive species.

2.2. Morphological Features of the Species Selected

Cystoseira compressa (Esper) Gerloff and Nizamuddin (Phaeophyceae) is a semi-perennial
leathery macrophyte (i.e., most of the thallus is lost every year and the species persists
in unfavorable seasons in the form of a small holdfast). The thallus consists of a basal
callus arising one or a few short axes, issuing numerous branches arranged in a radial
pattern, the length of which varied depending on the time of the year. At the time of full
development (late spring—early summer), the thallus has a bushy habitat and may reach up
to 1 m in height. This species has been reported to produce allelochemicals, in particular
the short-chain polyunsaturated aldehyde hexadienal (C6:2) [31].
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Passetto

Figure 1. Sampling sites (© Google Earth).

Dictyota dichotoma (Hudson) J.V. Lamouroux (Phaeophyceae) is commonly found in
the Mediterranean and Atlantic Seas and on rocks in calm places near the surface, and
often associated with species of the closely related genus Dictyopteris. It has a ribbon-
like corticated thallus, with regular dichotomous ramifications that end into bilobed and
rounded apices. The color is olive green to yellowish brown. It measures up to 25 cm in
height and tends to thrive in shallow, calm, and sheltered habitats. It has been documented
by [31] that D. dichotoma is among the species of the class Phaeophyceae that produce
long-chain PUAs, specifically eicosapentaenal (C20:5).

Ulva cf. lacinulata Wittrock (Ulvophyceae) is a leafy green seaweed with a thin thallus
formed by two cell layers. The genus Ulva is taxonomically difficult and the alga used
for this study corresponds morphologically to the species reported until recently in the
Mediterranean as Ulva rigida C. Agardh. In [32], however, the authors highlighted a
major taxonomic and nomenclatural problem concerning the identity of this species in the
Mediterranean, suggesting that Ulva lacinulata is probably the correct identification for most
Mediterranean specimens. Several studies have shown that algal specimens identified as
Ulva rigida could produce a wide range of medium and long-chain aldehydes (nonatetraenal
(C9:4 and decatetraenal C10:4) [31,33].

Dictyopteris polypodioides (De Candolle) ]J.V. Lamouroux (Phaeophyceae) is a very
common and abundant species mainly found in the Mediterranean Sea. The fronds are
corticated, ribbon-like with a central midrib, with more or less irregular and proliferating
edges; the height of thallus is 1020 cm. D. polypodioides is known to produce phenolic
compounds [4] which are probably involved in the defense against grazers (e.g., strong
deterrent to the feeding of the amphipod). D. polypodioides was the major PUA producer
among the species analyzed by Pezzolesi et al. [31], specifically for the production of
long-chain PUAs such as tetradecapentaenal (C14:5) and hexadecatetraenal (C16:4).

Sargassum muticum (Yendo) Fensholt (Sargassaceae) is a large-sized leathery brown
alga native to Japan; it is well-known as one of the most invasive seaweeds at global level.
The occurrence of S. muticum in the harbor of Ancona has been known since 2009 [16]. This
species is usually 1-3 m in length but can grow up to 16 m. The long, annual branches bear
numerous small (<0.5 cm) round airbladders, making plants stand upright in the water
or float on the surface, and small leaf-like branches. The alga has two distinct parts: the
perennial, dark brown basal axes, and the lighter-colored annual primary laterals. The
PUAs production for S. muticum is not yet known, but studies have reported the presence
of phenolic compounds, particularly phlorotannins, making it unpalatable to grazers [34].



Water 2023, 15, 1697

50f26

2.3. Sampling and Sample Processing

Sampling was carried out on 3 and 7 June 2021. Three macroalgal species were
sampled in both sites: Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), and Dictyopteris
polypodioides (DP). Two species were sampled only in one site: Cystoseira compressa (CC) at
Passetto and Sargassum muticum (SM) at Porto. The sampling time was chosen because in
the study area this period corresponds to late spring. This is the only period in the year
in which all the five species occur at the same time in their fully developed habitat, and
therefore their thallus has the full morphological complexity.

Parts of the thalli (first 5-10 cm) for the branched species, and marginal fragments
of Ulva cf. lacinulata, were sampled by snorkeling at a depth of about 0.5 m. For each
macroalgal species, four replicates were collected using 50 mL polypropylene tubes (VWR
International), avoiding the dispersion of the associated epiphytic organisms. Moreover,
the surface temperature and salinity of the water column were measured at each site by
a multiparameter water probe HQ30d (Hachl-Lange GmbH) and a refractometer Atago
5-10, respectively.

Immediately after collection, the macroalgae were carried to the laboratory and pro-
cessed to remove all associated benthic organisms, as described in Lenzo et al. [24]. Each
tube containing the algal tips and their storage water was vigorously shaken to separate the
macroalgae from the epiphytic microalgae and the meiofauna. Then, the tube was rinsed
with filtered seawater and vigorously washed several times until epiphytic organisms were
completely removed.

The total volume of washing seawater of each sample (approximately 150 mL) was
measured and then divided into two aliquots, one for the microphytobenthos and the
other for the meiofauna analyses. Aliquots for microphytobenthos analysis (about 75 mL)
were fixed with Lugol and stored in 250 mL dark glass bottles. Aliquots for meiofauna
analysis were sieved through a 1000 pm mesh and a 45 pm mesh. The meiofauna re-
tained in the latter sieve was preserved in alcohol 70% and stored in a 50 ml tube until
subsequent analyses.

2.4. Macroalgal Morphology

To determine whether the morphology of the macroalgae influenced the structure of
the associated microphytobenthic and meiobenthic assemblages, different variables were
measured for each thallus.

After removing the epiphytic organisms, the volume of each thallus was measured by
placing the alga in a graduated cylinder containing water and determining the volume of
water displaced. The thalli were then dried with absorbent paper and weighed to determine
wet weight. Then, each frond was placed on a white surface with a reference scale and
photographed using a digital camera Canon EOS 750D. Finally, the macroalgae samples
were stored at —80 °C in new tubes.

Perimeter, area, and fractal dimensions (D), used as proxy of the habitat architec-
ture [35], were measured processing the pictures using the program Image] v1.53u. The
measure of fractal dimension (D) was based on the image using a method analogous
to the grid method (boundary dimension) as previously proposed [36]. Moreover, for
each sample volume, weight, and perimeter were standardized per area, according to the
standardization made for microphytobenthos and meiofauna abundance.

2.5. Aldehydes (PUAs) Produced by Macroalgae

The extraction and quantification of PUAs produced by the macroalgae was carried
out by gas chromatography—mass spectrometry (GC-MS) as previously described [31]. A
portion of the apical part of the thallus (about 0.2-0.5 g f. wt.) was crushed with mortar
and pestle in liquid nitrogen. The powder thus obtained was transferred into 10 mL
tubes. Derivatization of the polyunsaturated aldehydes was performed with O-(2,3,4,5,6-
pentafluorobenzyl)hydroxylamine hydrochloride solution (PFBHA HCI) and quantification
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was based on the internal standard (i.e., benzaldehyde). All reagents were purchased from
Sigma-Aldrich (Milan, Italy) and used without any further purification.

2.6. Microphytobenthic Assemblages

The quali-quantitative analysis of the microphytobenthos associated with the two
macroalgae was performed using an inverted optical microscope (Zeiss Axiovert 100) at
320x and 200x magnification. Subsamples (5-10 mL) of epiphytic communities fixed
with Lugol were settled in counting chambers after homogenization, according to the
Utermohl’s sedimentation method [37,38]. Counting was performed in different ways.
The microphytobenthos community was examined at 320 x magnification on 30 random
fields or 4-5 transects; then a counting at 200 of the organisms present on the whole
sedimentation chamber was performed to obtain a correct evaluation of uncommon taxa.
Orders and genera were identified based on various manuals and identification keys [39,40]
or using data from the literature [41,42].

The identification of individuals was based exclusively on observable morphological
characters (such as shape, size, number of chloroplasts); taxonomy and nomenclature for
the microalgae recorded is based on AlgaeBase [43]. Abundance was expressed as number
of cells per macroalgal area (cells/cm?).

2.7. Meiobenthic Assemblages

Meiobenthic organisms of each sample were counted and identified to major taxa
under a stereomicroscope (Nikon SMZ 1500). Since harpacticoid copepods were recognized
as the most sensitive group to aldehydes [24], dead copepod harpacticoids and dead nauplii,
recognizable by the empty exuviae, were counted separately. Furthermore, since PUAs may
also impact harpacticoids reproduction causing a decreased egg viability, expelled egg sacs
were also counted [24]. Abundance of meiobenthic organisms was expressed as Ind/ cm?.

2.8. Data Analysis

Due to the different macroalgal species sampled at the two sites, data were ana-
lyzed considering the site—-macroalgae combinations as a single fixed factor with 8 levels.
PERMANOVA tests [44,45] were performed to test for differences in variables related to
macroalgae complexity, PUAs concentrations, number of taxa (S) and abundance (N) for
microphytobenthos and meiobenthos, and in microphytobenthic and meiobenthic assem-
blages by a one-way design. PERMANOVA tests of univariate analyses were based on
Euclidean distances of untransformed data, while tests for differences in microphytobenthic
and meiobenthic community structures was based on Bray—Curtis similarity. Pairwise com-
parisons were performed when the main effect resulted as significant. When the number of
unique permutations available was less than 100, asymptotic Monte Carlo p-values (P(MC))
were considered instead of permutational ones (P(perm)). All PERMANOVA analyses were
performed using unrestricted permutation of the raw data and 9999 permutations.

Principal component analysis (PCA) ordination, performed on normalized data, was
used to display the relationship between morphological measures taken for each macroalgal
sample, and to identify the most important variables that differentiate the habitats that they
provide to microphyto and meiobenthic assemblages. Before performing the PCA analysis,
the distribution and the possible correlation among variables were evaluated by draftsman
plot (by applying a Ir| < 0.95 cut-off).

Community data of microphytobenthos and meiobenthos were transformed consider-
ing the results obtained by shade plots. These routines provide a simple visual representa-
tion of abundance matrices from multivariate species assemblage, which guide the choice of
the best transformation of quantitative data [46]. Microphytobenthic abundance data were
fourth root transformed, while meiofauna abundance data were transformed by square root.
The community structure of each assemblage (microphytobenthos and meiofauna) was
analyzed by non-metric multidimensional scaling (nMDS) based on Bray—Curtis similarity.
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Taxa that mostly contributed to the dissimilarity /similarity among/within macroalgal
species were identified using the SIMPER analysis (60% cut-off for microphytobenthos and
70% cut-off for meiobenthos) [47].

Multivariate multiple regression, using a distance-based linear model (DistLM) pro-
cedure (in PERMANOVA+; [48]) was used to test for relationships between the set of
macroalgal morphological traits and PUAs and microphytobenthic assemblages. To an-
alyze the relationships between macroalgal complexity, PUAs, and microphytobenthic
abundance with meiofauna communities, DistLM was performed on two different meio-
fauna matrices: all taxa and all taxa with the addition of harpacticoid and nauplii dead. The
“BEST” procedure and Akaike Information Criterion (AICc, was used as selection criterion.
Distance-based Redundancy Analysis (lbRDA) plot was used to visualize DistLM results.

Finally, to compare the response of microphytobenthic and meiobenthic assemblages
to site-macroalgae, a RELATE analysis was performed.

The significance level was set at 0.05 (5%) for all tests. All analyses were conducted
with PRIMER v7 [49] with the PERMANOVA + add on [48].

3. Results

Seawater temperature and salinity measured in the seawater during the samplings
were 21.7 °C and 37 %o in Passetto and 20.1 °C and 38 %o in Porto, respectively.

3.1. Macroalgal Morphology

Overall, five measures were taken to evaluate the morphology of the macroalgae and
three ratios were calculated to estimate the complexity of the apical parts of each species
(Table 1).

Table 1. Mean value (£SE; n = 4) of the variables measured in Passetto (PAS) and Porto (POR) on each
macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), and Dictyopteris
polypodioides (DP) and Sargassum muticum (SM).

Site-

Volume

Macroalgae Weight (g) (mL) Area (cm?)  Perimeter (cm) D Weight/Area  Perimeter/Area  Volume/Area
PAS-CC1 0.80 £0.07 1.054+0.06 974+077 18510+ 14.39 1.74+0.01  0.08 £ 0.002 19.03 £+ 0.57 0.11 £ 0.00
PAS-DD1 0.13 £0.01 0.28 £ 0.09 5.16 = 0.39 68.09 +9.30 1.76 £ 0.01 0.03 £+ 0.002 13.06 £ 0.86 0.05 £0.01
PAS-UL1 0.45 4+ 0.03 123+0.09 2568 +2.23 49.70 + 4.70 1.944+0.00 0.02 + 0.000 1.99 + 0.26 0.05 £ 0.00
PAS-DP1 0.34 +0.02 0.93 £ 0.05 1571 £1.26 56.98 + 2.76 1.84 £ 0.01 0.02 £ 0.001 3.69 £0.32 0.06 = 0.01
POR-SM1 0.66 £+ 0.08 1.18 £0.12 1112 £1.28  257.45+£29.51 1.70£0.02  0.06 £ 0.003 2322 £ 1.06 0.11 £0.01
POR-DD1 0.32 £ 0.01 0.50 £ 0.00 19.59 £ 0.52 150.48 £+ 7.08 1.78 £0.01 0.02 £ 0.001 7.68 £ 0.30 0.03 = 0.00
POR-UL1 0.28 £+ 0.06 1.38+024 3584=+7.70 66.42 + 13.77 1.92+£0.00 0.01 £ 0.000 1.88 = 0.16 0.04 £0.01
POR-DP1 036+006 093+022 1875+298 6840+1178 1.88+0.01  0.02 £ 0.000 3.63 £ 0.06 0.05 + 0.01

The complexity of macroalgae varied among the different analyzed species. Ulva
cf. lacinulata had the highest fractal dimension (D) in both sites, followed by Dictyopteris
polypodioides, while the lowest values were measured in Sargassum muticum and Cystoseira
compressa. An almost opposite trend was observed for the perimeter and the other measures
standardized per area. The PCA analysis has been performed on D and ratios between
weight, volume, and perimeter to area, in order to be consistent with the standardization
carried out for microphytobenthos and meiofauna abundance.

The first two components accounted for 95.2% of the total variance (Figure 2). Variabil-
ity along the PC1 axis was mainly explained, from left to right, by a decrease of weight/area
and perimeter/area ratios while variability along the PC2 axis was mainly explained, from
top to bottom, by an increase of fractal (D) (Tables 1 and S1). Accordingly, the samples
were disposed more or less regularly along these gradients, with samples of C. compressa in
Passetto and S. muticum in Porto grouped together in the left side of the PC1, and, in the
right side, all the other macroalgae collected in both sites. The second axis detected mor-
phological variation among macroalgae, that formed clusters depending on the macroalgal
species (Figure 2). This pattern was confirmed by PERMANOVA results that showed signif-
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icant differences among the site—-macroalgae factor (PseudoF = 50.86, p = 0.0001; Table S2).
Post hoc comparisons among macroalgal species within each site and between sites for
each species present either in Passetto or Porto confirmed the morphological differences
among macroalgae in each site, except for POR-UL vs POR-DP. Instead, morphology of
Ulva cf. lacinulata and Dictyopteris polypodioides in the two sites did not differ, suggesting
morphological coherence despite the different sites.

Site-Macroalgae
PAS-CC
A PAS-DD
PAS-UL
A PAS-DP
A % A POR-SM
A A A POR-DD
Perimeter/Area POR-UL
A POR-DP
A
A
Weight/Area
Volume/Area D
[ I I I 1
-4 -2 0 2 4
PC1 (83.3)

Figure 2. Principal component analysis (PCA) ordination carried out on untransformed macroalgal
morphological data. PCA was performed on the normalized measures and measure ratios taken in
Passetto (PAS) and Porto (POR) on each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD),
Ulva cf. lacinulata (UL), and Dictyopteris polypodioides (DP) and Sargassum muticum (SM).

3.2. Unsaturated Aldehydes (PUAs) Produced by Macroalgae

Quantitative and qualitative concentrations of the main aldehydes produced by the
macroalgae sampled in Passetto and Porto obtained through GC-MS analysis highlighted
significant differences among macroalgae and sites. The total average concentrations of
PUAs detected in the macroalgae sampled in the two sites were shown in Figure 3a.

In the Passetto site, the highest aldehyde production was detected in PAS-DP, with a
concentration of 1032.8 nmol/g. In PAS-DD, the total amount resulted as 69.7 nmol/g, while
in PAS-UL and PAS-CC, PUAs concentrations were very low (<12 nmol/g). In the Porto site,
POR-UL was the major PUAs producer (865.2 nmol/g), while PUAs concentrations in POR-
SM, POR-DD, and POR-DP were low and very similar, ranging between 43 and 47 nmol/g.
This pattern was supported by the statistical analysis (PERMANOVA, PseudoF = 14.39;
p = 0.0003; Table S3). In Passetto, a significantly higher concentration was measured in
PAS-DP compared to the concentrations measured in the other algae; to a lesser extent
a relatively higher concentration occurred in PAS-DD than in PAS-UL and PAS-CC. In
Porto, post hoc results highlighted the significantly higher concentration in POR-UL than
in all other macroalgae that did not show significant differences. Pairwise comparisons
made between sites for each corresponding macroalga evidenced a significantly higher
concentration in POR-UL than in PAS-UL and a higher concentration in PAS-DP than in
POR-DP (Table S3).
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Figure 3. Mean (+SE; n = 4) of (a) total concentration (nmol/g) and (b) relative abundance (%) of
polyunsaturated aldehydes in the different macroalgae collected in Passetto (PAS) and Porto (POR):
Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides
(DP) and Sargassum muticum (SM).

From a qualitative point of view, PUAs relative abundance measured in each macroalga
in the two sites showed high variability (Figure 3b). The small-chained compound hexadi-
enal (C6:2) was the most abundant aldehyde in several macroalgal species (i.e., POR-SM
and POR-DD), and reported relative abundances up to 100% in PAS-CC, PAS-DD, and
PAS-UL. Conversely, PASS-DP highlighted the production of long-chained aldehydes, such
as tetradecapentaenal (14:5) and hexadecatetraenal (16:4) which were the most abundant
(about 82 and 11%, respectively). In Porto, decatetraenal (C10:4) was among the main
aldehydes in several species, with relative abundances up to 29% and 39% in POR-DD and
POR-SM, respectively. As for POR-DP, the PUAs profile was similar to the one detected
for PAS-DP, although C14:5 was less abundant (50%), while relative abundances of C16
aldehydes were higher and resulted in 10% and 24% for hexadecatrienal (C16:3) and C16:4,
respectively. POR-UL showed a PUAs profile completely different from the one reported
for PAS-UL, characterized by a variety of small- (i.e., C6:2, octadienal C8:2), medium- (i.e.,
nonadienal C9:2, C10:4), and long-chained (i.e., C16:3) compounds, all present at relatively
low abundances (about 10-15%).
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3.3. Microphytobenthic Assemblages

Species belonging to at least 27 microalgal genera were identified, and some di-
atom species remained unknown (namely undetermined pennate or centric diatoms)
(Table S4). Generally, the number of taxa (S) varied significantly (PERMANOVA results:
PseudoF =10.50; p < 0.0001; Table S5) among site—-macroalgae and a higher number of
taxa was observed on the macroalgae collected in Passetto (ranging between 14.25 and
17.75) compared to Porto (ranging between 8.5 and 12.25). Post hoc results showed a
significantly higher number of taxa on PAS-UL and PAS-DD in comparisons to POR-UL
and POR-DD, respectively, while in Porto, a significantly lower number of taxa resulted
on POR-DP with respect to POR-SM and POR-DD (Figure 4a; Table S5). Results of PER-
MANOVA on the total microphytobenthos abundance showed a significant effect of site—
macroalgae (PseudoF = 4.613; p = 0.0026; Table S5). Post hoc comparisons indicated that
the highest abundances for each site, observed on PAS-DD (46,412 cell/ cmz) and POR-SM
(45,080 cell/cm?), were significantly higher only compared to PAS-UL and POR-UL, re-
spectively (ST-3.4). Conversely, in PAS-UL and POR-UL, microphytobenthos abundance
was lower compared to other samples (i.e., PAS-CC; and POR-DD and POR-DP), reporting
values of 11,606 and 2480 cell/cm?, respectively. Microphytobenthos abundances on POR-
DD and POR-DP were 32,814 and 14,488 cell/cm? and resulted as significantly different
(Figure 4b; Table S5).

@),
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o N B O
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Passetto Porto

Figure 4. Mean (£SE; n = 4) of (a) number of taxa and (b) total abundance of the microphytobenthic
community measured in Passetto (PAS) and Porto (POR) on each macroalga: Cystoseira compressa
(CQ), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides (DP), and Sargassum
muticum (SM).
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Globally, the taxonomic composition of the microphytobenthos communities asso-
ciated to the different macroalgae in both sites was dominated by diatoms (Figure 5),
although representatives of several algal classes were reported (Bacillariophyceae, Medio-
phyceae, Xantophyceae, Dinophyceae). Specifically, in PASS-CC, the relative abundance of
Mediophyceae resulted higher than in all other samples due to the abundance of Leptocylin-
drus spp. (46%), while Bacillariophyceae were generally more abundant (about 80-95%)
and Dinophyceae below 5% except for POR-UL (21%) in all other samples. Cocconeis
spp. resulted more abundant in macroalgae collected in Passetto (up to 24% in PAS-DP),
while Navicula spp. were present on each macroalgal species in the two sites, with the
lowest relative abundance in POR-SM (14%) and the highest in PASS-DP (48%). Nitzschia
spp. and Pseudo-nitzschia spp. mainly characterized the microphytobenthic community
in POR-SM with relative abundances of 40% and 4%, respectively. Some dinoflagellate
species belonging to the genera Prorocentrum and Amphidinium, but also to some known
to have a planktonic behavior (i.e., Alexandrium spp.), were reported, although at low
abundances. Macroalgae collected in Porto, and in particular POR-DD, were characterized
by a high abundance of pennate diatoms whose identification remained undetermined
(namely undetermined pennate diatoms). POR-UL microphytobenthic assemblage resulted
less characterized by diatoms as, together with dinoflagellates, also small cells (<20 pum)
were abundant (49%). These cells were characterized by observable morphological char-
acters ascribable to species belonging to the Cryptophyceae, although further in-depth
investigation would be needed to better clarify their taxonomic identity.

100% -
80% - -

60% -

40%

20% - I !
» B E =

PAS-CC PAS-DD PAS-UL PAS-DP POR-SM POR-DD POR-UL POR-DP

Relative abundance

Passetto Porto

B Amphora spp. B Ardissonea spp. H Chaetoceros spp.

B Cocconeis spp. B Cylindrotheca spp. B Entomoneis spp.

M Fragilariopsis spp. B Grammatophora spp. H Leptocylindrus spp.

M Licmophora spp. W Meringosphaera spp. B Meuniera membranacea
Navicula spp. Nitzschia spp. Pleurosigma spp.
Pseudo-nitzschia spp. M Striatella unipunctata B Thalassionema spp.

B Toxarium spp. undetermined centric diatoms undetermined pennate diatoms

B Alexandrium spp. B Amphidinium sp. B cf. Gyrodinium
cf. Heterocapsa Dinoflagellata sp.1 Dinoflagellata sp.2

W Prorocentrum lima Prorocentrum micans microalgal cells < 20um

Figure 5. Taxonomic composition of the microphytobenthos community in Passetto (PAS) and Porto
(POR) on each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL),
Dictyopteris polypodioides (DP) and Sargassum muticum (SM).

The nMDS analysis of the microphytobenthos communities showed two distinct
groups, identified by samples collected at the two different sites, with POR-UL samples
slightly separated and showing high dispersion (Figure 6). PERMANOVA carried out on
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taxonomic structure showed significant differences among site-macroalgae (PseudoF = 8.59,
p = 0.0001; Table S6). According to the results of the pairwise comparisons, the community
structure was significantly different on the same macroalgal species collected in the two
sites. Within each site, the differences among macroalgae species were all significant, except
for PAS-DP which was not significantly different from any of the other species sampled
at Passetto.

Microphytobenthic assemblages

Transform: Fourth root
Resemblance: S17 Bray-Curtis similarity
2D stress: 0.14 || Site-Macroalgae
PAS-CC
A PAS-DD
A PAS-UL
A PAS-DP
A POR-SM
A A
A POR-DD
A A
POR-UL
A POR-DP
A
AAA A
A 2 AAA A
A

Figure 6. nMDS ordination of a sample of microphytobenthic assemblages based on fourth-root
transformed abundance (cell/cm?) and Bray-Curtis similarity in Passetto (PAS) and Porto (POR)
associated with each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata
(UL), Dictyopteris polypodioides (DP), and Sargassum muticum (SM).

SIMPER analysis revealed that average dissimilarities between macroalgae sampled
in Passetto ranged from 30.19% between PAS-C and PAS-DD to 40.37% between PAS-UL
and PAS-DP. In general, dissimilarities were largely due to the variations in abundance
of some diatoms (e.g., species belonging to the genera Leptocylindrus and Cocconeis, or
undetermined pennate diatoms), without a clear pattern. On the other hand, in Porto,
average dissimilarities between macroalgae were higher than in Passetto, ranging between
31.50% (POR-DD and POR-DP) and 69.46% (POR-DD and POR-UL), and mainly due to
abundance variation of Navicula spp., Pseudo-nitzschia spp., Nitzschia spp., or undetermined
pennate diatoms which resulted generally abundant in POR-DD and POR-SM (Table S7).

The comparison among microphytobenthos communities found on the same macroalga
in the two sites showed the highest dissimilarity between PAS-UL and POR-UL (58.36%)
and was mainly due to the higher abundance of undetermined pennate diatoms, and
species belonging to the genera Navicula, Amphidinium, and Cocconeis in PAS-UL (Table S7).

3.4. Meiobenthic Assemblages

In total 13 major meiobenthic taxa were identified across samples (Figure 7; Table S8).
Copepod nauplii have been considered a taxon, separate from later copepod stages [24].
Globally, nauplii and harpacticoids dominated in both sites on all macroalgal species. In
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Passetto on PAS-DP, a relatively higher diversity of taxa was found where amphipods,
isopods, and gastropods represent a small percentage of the total. Moreover, in Passetto, all
the four macroalgae hosted a greater variability of taxa in comparison with those hosted on
macroalgae in Porto, where more than 70% was represented by copepod nauplii followed
by adult harpacticoids. (Figure 7).

PAS-CC PAS-DD PAS-UL PAS-DP POR-SM POR-DD POR-UL POR-DP

Passetto Porto
M Bivalvia B Gastropoda B Polychaeta
W Halacaridae B Amphipoda M Isopoda
B Chironomidae m Cirripeda B Copepod nauplii
Harpacticoida B Ostracoda B Kinorhyncha

B Nematoda

Figure 7. Relative abundance of major meiobenthic taxa in Passetto (PAS) and Porto (POR) on each
macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris
polypodioides (DP), and Sargassum muticum (SM).

The number of major meiobenthic taxa (S) varied significantly (PERMANOVA results:
Pseudo-F = 13.23; p = 0.0001; Table S9) among site—-macroalgae and the highest value
was found on PAS-DP (8.5 £ 0.96) and the lowest on POR-UL (2 £ 0.41) (Figure 8a). In
Passetto, pairwise comparisons showed a significant highest number of taxa on PAS-DP in
comparisons with all the other three macroalgae, while in Porto the number of taxa did
not show significant differences (Table S9). The number of taxa on the same macroalga in
the two sites resulted always significantly higher in Passetto. Results of PERMANOVA on
the total abundance (N) showed a significant effect of site—-macroalgae (Pseudo F = 2.15;
p = 0.049; Table S9) (Figure 8b). Post hoc comparisons indicated that the abundance on
PAS-DP resulted higher than PAS-UL, while in Porto a higher abundance occurred on
POR-SM in comparison with POR-DD and POR-UL (Table S9). Comparisons between
the same macroalga in the two sites showed significantly higher abundance in PAS-DP
than POR-DP.
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Figure 8. Mean (£+SE; n = 4) of (a) number of taxa and (b) total abundance of the meiobenthic
community in Passetto (PAS) and Porto (POR) on each macroalga: Cystoseira compressa (CC), Dictyota
dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides (DP), and Sargassum muticum (SM).

The nMDS plot showed the meiofauna assemblages present in the Passetto relatively
separated from those in Porto but changes of meiobenthic communities depended on
samples belonging to the different macroalgae (Figure 9).

PERMANOVA carried out on taxonomic structure (PseudoF = 4.58, p = 0.0001; Table S10)
showed significant differences among site—-macroalgae. In Passetto, the significantly differ-
ent assemblages resulted between PAS-CC vs PAS-DP, PAS-DD vs. PAS-UL and PAS-UL
vs. PAS-DP, while in Porto significantly different assemblages occurred between POR-SM
vs. POR-UL, POR-DD vs. POR-DP and POR-UL vs. POR-DP. Moreover, the commu-
nity structure was significantly different on corresponding macroalga in the two sites.
(Table S10).

SIMPER analysis revealed that average dissimilarities between macroalgae in Passetto
ranged from 60.80% between PAS-UL and PAS-DP to 37.61% between PAS-CC and PAS-
UL. In general, dissimilarities between macroalgae were largely due to the variations in
abundance of almost all identified taxa, without a clear pattern. On the other hand, in Porto,
average dissimilarities between macroalgae were lower, ranging from 48.98% between
POR-SM and POR-UL, to 23.59% between POR-DD and POR-UL and were mainly due to
abundance variation of Copepod nauplii and harpacticoids that, in combination contributed
to about 62-84% of total dissimilarities (Table S11).



Water 2023, 15, 1697

15 of 26
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Figure 9. nMDS ordination of sample of meiobenthic assemblages based on square-root transformed
abundance (N/cm?) and Bray—Curtis similarity in Passetto (PAS) and Porto (Por) associated with each
macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris
polypodioides (DP), and Sargassum muticum (SM).

Comparing meiobenthic communities on the same macroalga in the two sites, the
highest dissimilarity was between PAS-DP and POR-DP (60.34%) and was due to the higher
abundance of copepod nauplii on POR-DP and the absence of the other taxa present only
on PAS-DP (Table S11).

Furthermore, considering the possible effect of PUA production on copepods, the
number of dead harpacticoids (copepodites and adults), dead copepod nauplii, and expelled
egg sacs were also counted (Table 2). The highest number of dead nauplii and adults were
found on DP in Passetto. In general, dead copepod nauplii were more present on all
macroalgae sampled in Porto, especially on POR-SM, while dead adult harpacticoids
occurred on all macroalgae in both sites. A different result was obtained for expelled egg
sacs that were high on PAS-CC (8.25 egg sac/cm?) and PAS-DD (16.02 egg sacs/cm?), and
to a lesser extent on POR-SM (4.03 egg sacs/cm?).

Table 2. Mean value (+SE; n = 4) of the abundance (Ind/cm?) of dead copepod nauplii, dead
harpacticoids and expelled egg sacs in Passetto (PAS) and Porto (POR) on each macroalga: Cystoseira
compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides (DP), and
Sargassum muticum (SM).

Dead Copepod nauplii Dead Harpacticoids Expelled Egg Sacs

PAS-CC 0.06 £ 0.06 8.25 £ 0.06
PAS-DD 0.10 £ 0.06 16.02 + 0.06
PAS-UL 0.05 £0.02 1.11 £ 0.02
PAS-DP 0.31 £0.17 0.37 £0.12 2.84 £0.12
POR-SM 0.11 £ 0.11 0.05 £ 0.03 4.03 £ 0.03
POR-DD 0.03 £0.03 0.03 £0.02 0.08 £ 0.02
POR-UL 0.03 £0.02 0.01 £0.01 0.11 £0.01

POR-DP 0.08 + 0.04 0.09 £ 0.03 0.91 £ 0.03
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3.5. Relationship between the Microphytobenthos and Meiofauna Assemblages with Macroalgae
Complexity and PUAs Production

To evaluate the relationships between the community structure of both microphyto-
benthos and meiofauna with macroalgae complexity and PUAs production, D, weight/area,
perimeter/area, and volume/area and PUAs tot (nmol/g) were entered in DistLM analysis.

The results of DistLM carried out to analyze the relationship between PUAs and
macroalgal variables and the microphytobenthos were shown in Table 3a. The marginal test
showed that all the analyzed variables had a significant relationship with the assemblages
when considered alone and the fractal D explained nearly 15% of the variability in the data.
The best selection included three variables: D, perimeter/area and PUAs tot (nmol/g) that
explained 30% of variance in microphytobenthos structure.

Table 3. Results from the DistLM analysis of the influence of measure of macroalgae complexity
and PUAs concentration on (a) microphytobenthic assemblage structure; (b) meiobenthic assemblage
structure; (c) meiobenthic assemblage structure considering also total abundance of microphytobenthos
(abund-microphyto); and (d) meiobenthic assemblage structure considering also dead harpacticoids,
dead copepod nauplii end expelled egg sacs. Statistically significant p-values are in bold.

(E)] Variable Pseudo-F P Prop

Marginal test D 5.441 0.0001 0.154
Weight/Area 3.850 0.0033 0.114
Perimeter/Area 4.288 0.0011 0.125
Volume/Area 3.184 0.0072 0.096
PUAs (nmol/g) 3.745 0.0061 0.111
Model AlCc R? RSS

Best solution 222.0300 0.30 24533
D; Perimeter/Area; PUAs

(b) Variable Pseudo-F P Prop

Marginal test D 1.598 0.1684 0.051
Weight/ Area 0.640 0.6566 0.021
Perimeter/Area 0.942 0.4193 0.030
Volume/ Area 0.706 0.6045 0.023
PUAs (nmol/g) 1.438 0.2063 0.046
Model AlCc R? RSS

Best solution 227.72 0.05 34342
D

(c) Variable Pseudo-F P Prop

Marginal test D 1.598 0.165 0.051
Weight/ Area 0.640 0.648 0.021
Perimeter/Area 0.942 0.427 0.030
Volume/ Area 0.706 0.593 0.023
PUAs (nmol/g) 1.438 0.204 0.046
Abund
Microphyto 3.610 0.010 0.107
Model AlCc R? RSS

Best solution 225.60 0.18 29777
PUAs; Abund Microphyto

(d) Variable Pseudo-F P Prop
D 2.153 0.0561 0.067
Weight/ Area 1.764 0.1056 0.056
Perimeter/Area 1.542 0.1617 0.049
Volume/ Area 1.172 0.3007 0.038
PUAs (nmol/g) 2.226 0.0485 0.069
Model AlCc R? RSS

Best solution 233.70 0.16 38351
D; PUAs

The DistLM carried out to analyze the relationship between PUAs and macroalgal
variables and the meiofauna assemblages, showed that none of the variables were signif-
icant predictors and the best selection of analyzed variables included only D (Table 3b),
but explained only 5% of variance in the meiobenthic community structure. The analysis
was repeated adding the microphytobenthos abundance to the other variables considered
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in the previous analysis. Results (Table 3c) showed that the only significant predictor
resulted total abundance of microphytobenthos, which however explained only the 11%
of variance in meiobenthic assemblage structure (Table 3c). The best selection of analyzed
variables included PUAs tot and total abundance of microphytobenthos that, however,
explained only 18% of variance in meiobenthic community structure. Finally, the DistLM
was performed between PUAs and the macroalgal variables and the meiofauna, including
also the number of dead copepod nauplii, dead harpacticoids, and expelled egg sacs. In
this analysis, PUAs concentration resulted in the only significant predictor which however
explained only 7% of variance in meiobenthic assemblage structure and the best solution
explaining overall variation of assemblages included only D and PUAs that all together
explained a very low variance (16%) in meiofauna (Table 3d).

The marginal test reports Pseudo-F and p value and explained the variation for each
variable, and the best solution reports the selection of variables that generate the highest
explained variation at the lower AICc value.

The dbRDA ordination of microphytobenthic assemblages with superimposed ex-
planatory variables (Figure 10a) showed that the first axis detected a variation in community
structure among algae with different D and PUAs production, while the second axis high-
lighted the variability among samples between sites and is mainly driven by perimeter/area
ratio (Figure 10a). The dbRDA ordination of meiobenthic assemblages, with also dead
harpacticoids, dead nauplii, and expelled egg sacs with superimposed explanatory vari-
ables showed that D and PUAs were the variables that influence the communities, but in
the opposite way (Figure 10b).
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Figure 10. Distance-based redundancy analysis (dbRDA) of (a) microphytobenthos samples and (b) meiofauna
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samples including dead copepod nauplii, dead harpacticoids, and expelled egg sacs in Passetto (PAS)
and Porto (POR) on each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf.
lacinulata (UL), Dictyopteris polypodioides (DP), and Sargassum muticum (SM). Normalized predictor
variables (based on distLM analysis in Table 3) are overlaid.

The different response of microphytobenthic and meiobenthic assemblages to macroal-
gae and PUA production in the two sites was confirmed by the RELATE result that showed
a not significant correlation between the two multivariate matrices (Rho = 0.13; p = 0.08).

4. Discussion

Differences in the morphological complexity of five macroalgal species, including the
introduced species Sargassum muticum, were explored in this study. Different variables
estimating the structural complexity of macrophytes have been considered in different
studies [50]. Most studies have used variables related to the amount of habitat provided
(i.e., biomass, surface area, or volume), rather than true complexity measures. On the other
hand, variables such as perimeter and fractal dimensions (D) are more suitable to provide
a proxy of the habitat architecture [35]. In this study we decided to use volume/area
ratio (for which high values indicate a more three-dimensional morphology), weight/area
ratio (which provides a measure of available habitat standardized per surficial area), and
perimeter /area ratio (to compare thalli that do not present a regular geometrical shape).

Multivariate PCA results allowed to discern the main variables that described the
complexity of the macroalgae in the two sites and did not seem to be redundant. Moreover,
all the measures collected for the same macroalga were consistently comparable in the two
sites, suggesting that at the time of sampling each species exhibits consistent morphological
characteristics. The macroalgae were sampled within one week at the same time of the year,
in order to guarantee that comparisons between sites and species would not be affected by
seasonal variation, which strongly influences the morphological structure of the species
considered [51,52].

High values of all ratios (weight, perimeter, or volume to area) were calculated for S.
muticum and C. compressa, indicating that these species were more complex compared to the
others, while D values resulted as high in U. cf. lacinulata and D. polypodioides in both sites.
The low D values measured for S. muticum and C. compressa seem to contradict the notion
that fractal of macroalgae increases with the complexity [53]. Although efforts were made
to obtain two-dimensional samples by breaking up the thalli, recent studies remarked the
limitation in using a two-dimensional photographs to estimate the true complexity found in
naturally suspended plants and recognized that the three-dimensional architecture typical
of a plant is not completely represented by a two-dimensional image [54].

To understand if the production of bioactive compounds could influence the micro-
phyto and meiobenthic communities associated with the different macroalgae, we focused
on a class of compounds well known for having allelopathic effects, i.e., polyunsaturated
aldehydes (PUAs). The production of a variety of biomolecules by algae is widely recog-
nized [55]. In particular, macroalgae are among the main producers of polyunsaturated
fatty acids (PUFAs), such as linoleic acid, which are not only essential components of
membranes but can be involved in the regulation of physiological processes, serving also
as precursors in the biosynthesis of structurally diverse oxylipins, including PUAs [53].
Recent studies [24,31] highlighted a great difference in the profile of aldehydes produced by
different macroalgae, including species belonging to the same family, especially in relation
to the length of their carbon chains and number of unsaturations. In particular, some
species such as D. polypodioides and U. cf. lacinulata, produce higher amounts of PUAs
compared to other macroalgae (e.g., C. compressa, Padina pavonica, Gracilaria sp.) [31]. The
short-chain PUA C6:2 was the main compound in several species (e.g., Ceramium ciliatum,
Padina pavonica, Cystoseira compressa), while medium-chain PUAs (i.e., C9:4 and C10:4)
were dominant in Ulva cf. rigida (now referred to as U. cf. lacinulata) [31]. For long-chain
aldehydes (i.e., C20:5 C14:5, C16:3 and C16:4.), a higher production is known for Dictyota
dichotoma and Dictyopteris polypodioides [24,31]. These results were confirmed in the present
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study, where the same algal species previously analyzed [31] yielded a similar PUAs profile,
regardless of the site. In fact, the macroalgae that showed the highest production of long
and medium-chain PUAs were D. polypodioides, which produced C14:5 and C16:4, and D.
dichotoma, which produced C10:4, together with S. muticum. The short-chain PUA Cé6:2
was produced by several species such as C. compressa, U.ct. lacinulata, D. dichotoma, and
S. muticum.

From a quantitative point of view, D. polypodioides showed the highest concentration
of PUA (1032.8 nmol/g), especially in the Passetto site, similarly to the results of a previous
study [24], where concentrations of 225.5 ug/g ww (corresponding to 2127.3 nmol/g) were
reported. These results confirmed that PUA profiles can be used as a fingerprint of each
algal species, as the same compounds were consistently detected regardless of the sampling
site. Conversely, their relative and total amount may vary depending on environmental
conditions or morphotypes [31,33].

Differences between specimens from different sites were detected for Ulva cf. lacinulata,
in which high qualitatively and quantitatively different profile PUAs were observed in
samples collected in Porto and in Passetto. Specifically, U. cf. lacinulata in the Passetto
produced only the short-chain compound C6:2 at a low concentration (11.8 nmol/g), while
in the Porto it produced several compounds at high concentrations, including short-chain
aldehydes, such as C6:2 (100.6 nmol/g), medium chain PUAs such as C8:2, C9:2, C10:4
(110.9 nmol/g, 137.5 nmol/g, and 128.8 nmol/g, respectively), and long chain ones such
as C16.3 (94.0 nmol/g). Middle and long-chain PUAs had already been described for
Ulva spp., specifically C7:2, C10:2, and C10:3 [33], as well as C16:3, C17:2, and C17:3 in U.
pertusa [56,57]. The fact that PUA profiles represent a fingerprint for each species leads
to the hypothesis that the Ulva samples collected in the two sites may belong to different
species. Species of Ulva (Ulvophyceae, Chlorophyta) are among the most common algae
in intertidal environments, and their morphological identification at the species level is
traditionally difficult due to the well-known cryptic diversity and morphological plasticity
typical of this genus, which have caused major taxonomic and nomenclatural confusion [58].
Several cryptic species within Ulva have been detected using genetic methods, such as DNA
barcoding [59,60]. Unfortunately, for the purposes of this study it was not possible to obtain
DNA sequence data from the Ulva samples analyzed; thus, future studies should investigate
the taxonomical diversity of Ulva spp. in this area. To our knowledge, PUAs production,
specifically of short- (i.e., C6:2 and C8:1) and medium-chain (i.e., C10:4) compounds by S.
muticum is here reported for the first time (46.8 nmol/g), attesting the potential allelopathic
effect of this species, which could contribute to its strong invasive potential.

The analysis of the microphytobenthic community revealed that diatoms were the
dominant group, as typically reported, and as attested also in previous studies concerning
the micro-epiphytic communities in this Adriatic area [24,29,61]. In these studies, Scanning
Electron Microscopy (SEM) observations documented the great biodiversity of this commu-
nity, while in the present study only light microscopy was used and only identifications at
genera or even higher taxonomic levels could be obtained.

Microphytobenthic diatom populations are usually composed of adnate forms (strongly
adhering horizontally to the substrate by means of the raphidic valve), which represent the
first encrusting and more stable component in the diatom assemblage, or erect growth forms
(adhering vertically to the substrate by means of mucous pillows or stalks/peduncles),
which are less stable and colonize the substrate after the adnates, as well as motile forms
(having high movement capability) [62]. Generally, the motile forms (e.g., Nitzschia and
Navicula spp.) spread more effectively above the substrate than other forms but are less sta-
ble and can be easily removed by water movements. In this study, motile forms represented
the main fraction in terms of cell abundance, probably due to the ability of these biraphid
taxa to move within a mature substrate, which could make them superior competitors for
nutrients and light [61]. Conversely, erect (e.g., Grammatophora and Licmophora spp.) or
adnate (e.g., Amphora and Cocconeis spp.) forms reported low abundances (lower than 20%).
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Notably, the microphytobenthic communities differed on thalli of the same macroalgae
sampled in the two sites. In general, variations in the abundance of some diatoms (e.g.,
species belonging to the genera Leptocylindrus and Cocconeis, and unidentified pennate
diatoms) were found at the Passetto. Conversely, in Porto variations were due to the
abundance of motile forms (i.e., Navicula spp., Pseudo-nitzschia spp., and Nitzschia spp.),
which are able to move in response to a multitude of factors (e.g., light, hydrodynamics,
tides, nutrient) and perhaps as a defence strategy against grazing or other stressors [63,64].
Similarly, a previous study [65] performed in the Adriatic Sea reported that the dominant
taxa on the fronds of the invasive green alga Caulerpa taxifolia were characterized by high
motility (e.g., Navicula and Nifzschia spp.), capable of moving on the substrate to find
optimal conditions.

The results of this study highlighted differences in the taxonomic composition and
abundance of epiphytic diatoms among the analyzed macroalgae and between the two
sampling sites, as shown by MDS results where microphytobenthic communities clustered
in two distinct groups. Differences among macroalgae could be explained, at least in part,
by the different thallus architecture of the studied species, but also by other uninvestigated
environmental factors reflecting site-specific conditions, which could be reflected in the
structure and species composition of the algal communities. The population of the inva-
sive alga Sargassum muticum in Porto may affect the community living under its canopy,
especially considering its floating ability and long-branched habitat, which limits light
penetration, together with other potential consequences caused by its presence (e.g., interac-
tions with native species, competition for nutrients). In fact, benthic diatoms have a highly
adaptive photosynthetic pigment apparatus, and can adapt well to low-light regimes [66].
In addition, different microalgal taxa have different light requirements and consequently
light conditions can regulate colonization patterns of microalgal assemblages [67]. It should
also be considered that the Porto site is within the area of a commercial harbor, and therefore
represents a more stressful environment than the rocky coastal inlet of the Passetto site.

Concerning the meiobenthic community, harpacticoid copepods (including their nau-
plii) were the most abundant taxon, comprising 82.4% of the total meiofauna, followed by
Gastropoda (7.8%) and juveniles of Amphipoda (2.2%). Nematodes accounted only for
1.9%, which only partially agrees with information reported in the literature [68]. Cope-
pods have been reported as dominant in epiphytic environments with abundances ranging
from 30 to 60% of the total meiofauna, followed by nematodes [69]. The ecological struc-
ture of the meiofauna community, in terms of relative abundance of major taxa, differed
among macroalgae in the two sites. In Passetto, more diverse communities were found
on all the four macroalgae, in particular on D. polypoidioides where the highest number
of taxa was recorded and resulted more evenly distributed. On the contrary, in Porto
the communities were mainly represented by copepod nauplii followed by harpacticoids.
The average abundances of total meiofauna, however, did not show a clear pattern, with
a general higher abundance on D. dichotoma and D. polypoidioides in Passetto and on S.
muticum and D. polypoidioides in Porto. The community structure analyzed at major tax-
onomic levels resulted as significantly different among macroalgae and between sites on
the same macroalga, except for communities associated to Ulva cf. lacinulata, which were
not significantly different. Multivariate pairwise comparisons detected more significant
differences among macroalgal species in the two sites than univariate post hoc. These
different results between univariate and multivariate analyses suggested that differences
among meiobenthic assemblages settled on macroalgae were mainly due to differences
in the identity and relative abundance of meiofaunal taxa rather than to the total number
of taxa and abundance [70]. These results agree with those reported by Richardson and
Stephens [71], where S. muticum supported a lower diversity of meiofauna compared to
native species, but disagree with Veiga et al. [14], who found that S. muticum apparently
harbored more meiofaunal taxa than native macroalgae.

These contrasting results could be ascribed to differences in distribution of macroalgae
between the two investigated sites. As also observed for microphytobenthic assemblages, in
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Passetto a more diversified macroalgal community was present, while in Porto S. muticum
tended to dominate and grow until floating on the water surface, producing more sheltered
and shaded conditions underneath. Therefore, we may speculate that different assemblages
of macroalgal species may influence meiofauna communities [72]. In Passetto, a more
diverse macroalgal community seems to offer a more stable habitat to meiofauna. Instead,
in Porto a less diverse macroalgal community dominated by S. muticum may explain the
very high dominance of copepod nauplii and harpacticoids, that are well known for their
high mobility [73].

Macroalgae, in addition to being key primary producers, provide the substrate for
many organisms ranging from microbes to fish. Therefore, the community structure of a
particular epibenthic community depends on the relationship of the different communities
associated with different macroalgae. Many invertebrates use macroalgae as a refuge from
physical stress, protection from predators, and many of them are herbivores that consume
epiphytic algae or the host macrophyte itself [74]. Chemical defenses also play an important
role in structuring associated epiphytic communities, as allelopathic compounds can reduce
the settlement rate and development of sessile organisms. Furthermore, successful colonists
must have a wide tolerance range and establish themselves during phases in which the
composition and concentration of biomolecules are not harmful. Recently the importance
of including the potential role of macroalgae, both in terms of structural complexity and
production of allelochemical compounds, in the study of the interactions between different
epibenthic associated organisms has been stressed [24].

Responses of microphytobenthic assemblages to PUAs production and macroalgal
complexity, measured by fractal values (D), weight/area, volume/area, and perimeter/area
ratios, showed that all the considered variables resulted significantly correlated with the
differences in the microphytobenthos community structure. Thus, differences in microphy-
tobenthos could be mainly due to variations in the morphological characteristics of the
macroalgae but also to PUAs production by the different species.

On the contrary, responses of meiobenthic assemblages to macroalgal complexity
measures and PUAs production showed that none of the considered variables were sig-
nificant predictors of differences among the communities settled on macroalgae in the
two sites. Many studies found that complexity did not correlate with invertebrate taxon
richness, influencing only epifaunal abundance [75-77] or showing that complexity is not
a consistent predictor of either the abundance or the diversity of the epifauna [78]. For
example, Russo [70] and similarly Schreider et al. [79] showed that the complexity of algae
did not explain amphipod abundance between macroalgal species with different structural
complexity. Our results suggest that differences in the meiobenthic community structure
may be mainly due to heterogeneity of macroalgal communities in terms of different species
present in a site, while size and morphology of macroalgae have an unclear effect. The less
structured meiobenthic community associated with the invasive species S. muticum seems
to support this hypothesis.

Epiphytic communities could play a role in structuring meiobenthic associates assem-
blages [24]. In fact, when the DistLM analysis was performed, adding the total abundance
of microphytobenthos, this variable resulted as a significant predictor of meiobenthic as-
semblage structure. This result agrees with Bologna and Heck [80] who showed a more
important trophic role of epiphytes in structuring associated epibenthic assemblages than
that of structural complexity, and with Lenzo et al. [24] who highlighted the role of micro-
phytobenthos as an important driver in differentiating the meiofauna community among
macroalgae. Indeed epiphytes could influence meiobenthic taxa by supplying food re-
source and adding complexity to the habitat [81]. The lack of correlation between PUAs
and meiobenthic communities could be ascribed to the high taxonomic resolution used that
might have failed to highlight the role of PUAs production on meiofauna, whose effects are
known to be species-specific [24]. When the responses of meiofauna to PUAs and macroal-
gal complexity variables were analyzed including the number of dead copepods nauplii,
dead harpacticoids, and the expelled egg sacs, whose release was reported as a way to
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reduce the load of toxic compounds [81], PUAs concentration became a significant predictor,
suggesting that these compounds have some roles in structuring meiobenthic communities.

5. Conclusions

This study showed how two different macroalgal-associated communities (i.e., micro-
phyto and meiobenthic assemblages) respond to the habitat provided by thalli of different
species. Results showed that epibenthic communities respond differently to the variability
of the macroalgal species and that, to better understand the global role of macroalgae as
habitat formers on coastal ecosystems, it is necessary to analyze the interactions between
organisms belonging to different trophic groups (e.g., microphytobenthos and meiofauna).
The dominance of the large-sized invasive macroalga Sargassum muticum in Porto seemed
to have a strong effect on the associated on the associated microphytobenthos, mainly
characterized by motile diatoms (i.e., Navicula spp., Pseudo-nitzschia spp., and Nitzschia spp.)
and meiofauna which was composed mainly by copepod nauplii and harpacticoids. The
effects of invasive species on associated assemblages are difficult to predict and study as
they depend on many factors, such as the identity of species and the macroalgal community
structure, in terms of number and type of algae. Moreover, the interactions among com-
plexity of macroalgae, the produced allelopathic compounds and the different epibenthic
communities inhabiting them resulted very complex. The results of the present study
highlight that when assessing the impact of the introduction of a non-native macroalga
on the associated communities of a particular habitat and, more generally, on the envi-
ronment, several aspects must be considered, including the allelochemicals potential of
the macroalgae, which so far has been poorly considered. Further studies aimed at in-
vestigating the effects due to the invasiveness of macroalgal species should also consider
the seasonal variability and should disentangle the effects of macroalgal complexity and
allelochemical production on epibenthic communities performing field experiments using
artificial macroalgae, which mimic substrates with different complexity, without being able
to produce allelochemicals (e.g., PUAs).

Supplementary Materials: The following supporting information can be downloaded at: https:
/ /www.mdpi.com/article/10.3390/w15091697/s1, Figure S1: Macroalgae sampled in Passetto (PAS)
and Porto (POR): Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dicty-
opteris polypodioides (DP) and Sargassum muticum (SM); Table S1: Results of PCA carried out on the
variables measured for macroalgal morphology; Table S2: Results of PERMANOVA and pairwise
comparison test carried out on morphological measure taken in Passetto (PAS) and Porto (POR) for
each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris
polypodioides (DP) and Sargassum muticum (SM); Table S3: Results of one-way PERMANOVA and
pairwise comparisons carried out on the total concentration of PUAs taken in Passetto (PAS) and
Porto (POR) for each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata
(UL), Dictyopteris polypodioides (DP) and Sargassum muticum (SM); Table S4: Microphythobenthos
assemblages (cells/ cm?) associated to the macroalgae collected in Passetto (PAS) and Porto (POR):
Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodi-
oides (DP) and Sargassum muticum (SM); Table S5: Results of one-way PERMANOVA and pairwise
comparisons carried out on the number of taxa (S) and on total density (IN) of microphytobenthos
taken in Passetto (PAS) and Porto (POR) for each macroalga: Cystoseira compressa (CC), Dictyota
dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides (DP) and Sargassum muticum (SM);
Table S6: Results of PERMANOVA and pairwise comparison test carried out on microphytobenthos
community, taken in Passetto (PAS) and Porto (POR) for each macroalga: Cystoseira compressa (CC),
Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides (DP) and Sargassum muticum
(SM); Table S7: Results of SIMPER analysis based on four root transformed data, used to identify
organisms that mostly contribute to microphytobenthos dissimilarity among site-macroalgae (Cut-off
60%). Av.Ab, mean abundance; Diss, mean dissimilarity; Diss/SD, dissimilarity /standard deviation;
Contrib%, contribution relative to single taxon; Cum%, cumulative contribution; Table S8: Meiofauna
assemblages (cells/cm?) associated to the macroalgae collected in Passetto (PAS) and Porto (POR):
Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva cf. lacinulata (UL), Dictyopteris polypodioides
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(DP) and Sargassum muticum (SM); Table S9: Results of one-way PERMANOVA and pairwise compar-
isons carried out on the number of taxa (S) and on total density (IN) of meiobenthos taken in Passetto
(PAS) and Porto (POR) for each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD), Ulva
cf. lacinulata (UL), Dictyopteris polypodioides (DP) and Sargassum muticum (SM); Table S10: Results
of PERMANOVA and pairwise comparison test carried out on meiobenthic community, taken in
Passetto (PAS) and Porto (POR) for each macroalga: Cystoseira compressa (CC), Dictyota dichotoma (DD),
Ulva cf. lacinulata (UL), Dictyopteris polypodioides (DP) and Sargassum muticum (SM); Table S11: Results
of SIMPER analysis based on four root transformed data, used to identify organisms that mostly con-
tribute to meiobenthos dissimilarity among site-macroalgae (Cut-off 60%). Av.Ab, mean abundance;
Diss, mean dissimilarity; Diss/SD, dissimilarity /standard deviation; Contrib%, contribution relative
to single taxon; Cum%, cumulative contribution.

Author Contributions: Conceptualization, L.P.,, M.A.C., A.P, D.L.; methodology, L.P., M.A.C; soft-
ware, M.A.C.; validation, L.P, M.A.C; formal analysis, D.L., L.P, M.A.C.; investigation, D.L., L.P, ER,;
resources, R.P,, L.P, M.A.C.,, A.P; data curation, M.A.C., L.P, D.L.; writing—original draft preparation,
L.P, M.A.C,, D.L,; writing—review and editing, A.P, R.P,, ER,; visualization, L.P., M.A.C.,, D.L., A.P;
supervision, A.P,, L.P., M.A.C,; project administration, L.P., M.A.C. All authors have read and agreed
to the published version of the manuscript.

Funding: This research received no external funding.
Institutional Review Board Statement: Not applicable.
Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author.

Acknowledgments: The authors wish to thank Giorgia Ottaviani and Chiara Vecchiatini for help
with meiofauna and microphytobenthos analysis as part of their Master’s theses.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Chemello, R.; Milazzo, M. Effect of Algal Architecture on Associated Fauna: Some Evidence from Phytal Molluscs. Mar. Biol.
2002, 140, 981-990. [CrossRef]

2. Thornber, C.; Jones, E.; Thomsen, M. Epibiont-Marine Macrophyte Assemblages. In Marine Macrophytes as Foundation Species;
CRC Press: Boca Raton, FL, USA, 2016; pp. 43—-65. [CrossRef]

3. Lejeusne, C.; Chevaldonné, P.; Pergent-Martini, C.; Boudouresque, C.F.; Pérez, T. Climate Change Effects on a Miniature Ocean:
The Highly Diverse, Highly Impacted Mediterranean Sea. Trends Ecol. Evol. 2010, 25, 250-260. [CrossRef] [PubMed]

4. Mannino, A.M.; Balistreri, P.; Deidun, A. The Marine Biodiversity of the Mediterranean Sea in a Changing Climate: The Impact of
Biological Invasions. In Mediterranean Identities: Environment, Society, Culture; Books on Demand: Paris, France, 2017. [CrossRef]

5. Maximo, P; Ferreira, L.M.; Branco, P.; Lima, P.; Lourengo, A. Secondary Metabolites and Biological Activity of Invasive Macroalgae
of Southern Europe. Mar. Drugs 2018, 16, 265. [CrossRef] [PubMed]

6. Faria, J.; Prestes, A.C.L.; Moreu, I.; Cacabelos, E.; Martins, G.M. Dramatic Changes in the Structure of Shallow-Water Marine
Benthic Communities Following the Invasion by Rugulopteryx Okamurae (Dictyotales, Ochrophyta) in Azores (NE Atlantic).
Mar. Pollut. Bull. 2022, 175, 113358. [CrossRef] [PubMed]

7. Katsanevakis, S.; Wallentinus, I.; Zenetos, A.; Leppékoski, E.; Cinar, M.E.; Ozttirk, B.; Grabowski, M.; Golani, D.; Cardoso, A.C.
Impacts of Invasive Alien Marine Species on Ecosystem Services and Biodiversity: A Pan-European Review. Aquat. Invasions
2014, 9, 391-423. [CrossRef]

8.  Grima, EIM,; Pérez, ].A.S.; Camacho, F.G.; Medina, A.R.; Giménez, A.G.; Lopez Alonso, D. The Production of Polyunsaturated
Fatty Acids by Microalgae: From Strain Selection to Product Purification. Process Biochem. 1995, 30, 711-719. [CrossRef]

9.  Patil, V,; Kallqvist, T,; Olsen, E.; Vogt, G.; Gislered, H.R. Fatty Acid Composition of 12 Microalgae for Possible Use in Aquaculture
Feed. Aquac. Int. 2007, 15, 1-9. [CrossRef]

10. Tonon, T.; Harvey, D.; Larson, T.R.; Graham, I.A. Long Chain Polyunsaturated Fatty Acid Production and Partitioning to
Triacylglycerols in Four Microalgae. Phytochemistry 2002, 61, 15-24. [CrossRef]

11. Ianora, A.; Miralto, A.; Romano, G. Antipredatory Defensive Role of Planktonic Marine Natural Products. In Handbook of Marine
Natural Products; Fattorusso, E., Gerwick, W.H., Taglialatela-Scafati, O., Eds.; Springer: Dordrecht, The Netherlands, 2012; pp.
711-748; ISBN 978-90-481-3834-0.

12. Pezzolesi, L.; Pichierri, S.; Samori, C.; Totti, C.; Pistocchi, R. PUFAs and PUAs Production in Three Benthic Diatoms from the

Northern Adriatic Sea. Phytochemistry 2017, 142, 85-91. [CrossRef]


https://doi.org/10.1007/s00227-002-0777-x
https://doi.org/10.4324/9781315370781-4
https://doi.org/10.1016/j.tree.2009.10.009
https://www.ncbi.nlm.nih.gov/pubmed/19959253
https://doi.org/10.5772/intechopen.69214
https://doi.org/10.3390/md16080265
https://www.ncbi.nlm.nih.gov/pubmed/30072602
https://doi.org/10.1016/j.marpolbul.2022.113358
https://www.ncbi.nlm.nih.gov/pubmed/35092932
https://doi.org/10.3391/ai.2014.9.4.01
https://doi.org/10.1016/0032-9592(94)00047-6
https://doi.org/10.1007/s10499-006-9060-3
https://doi.org/10.1016/S0031-9422(02)00201-7
https://doi.org/10.1016/j.phytochem.2017.06.018

Water 2023, 15, 1697 24 of 26

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.
39.

Wichard, T.; Poulet, S.A.; Halsband-Lenk, C.; Albaina, A.; Harris, R.; Liu, D.; Pohnert, G. Survey of the Chemical Defence Potential
of Diatoms: Screening of Fifty Species for «,(,y,6-Unsaturated Aldehydes. J. Chem. Ecol. 2005, 31, 949-958. [CrossRef]

Veiga, P,; Sousa-Pinto, I.; Rubal, M. Meiofaunal Assemblages Associated with Native and Non-Indigenous Macroalgae. Cont.
Shelf Res. 2016, 123, 1-8. [CrossRef]

Rindi, F; Gavio, B.; Diaz-Tapia, P.; Di Camillo, C.G.; Romagnoli, T. Long-Term Changes in the Benthic Macroalgal Flora of a
Coastal Area Affected by Urban Impacts (Conero Riviera, Mediterranean Sea). Biodivers. Conserv. 2020, 29, 2275-2295. [CrossRef]
Falace, A.; Alongi, G.; Cormaci, M.; Furnari, G.; Curiel, D.; Cecere, E.; Petrocelli, A. Changes in the Benthic Algae along the
Adriatic Sea in the Last Three Decades. Chem. Ecol. 2010, 26, 77-90. [CrossRef]

El Atouani, S.; Belattmania, Z.; Kaidi, S.; Engelen, A.H.; Serrao, E.A.; Chaouti, A.; Reani, A.; Sabour, B. Spatiotemporal Patterns
of Phenology of the Alien Phaeophyceae Sargassum Muticum on the Atlantic Coast of Morocco. Sci. Mar. 2021, 85, 103-111.
[CrossRef]

Gestoso, I.; Olabarria, C.; Troncoso, J.S. Effects of Macroalgal Identity on Epifaunal Assemblages: Native Species versus the
Invasive Species Sargassum Muticum. Helgol. Mar. Res. 2012, 66, 159-166. [CrossRef]

Mollo, E.; Cimino, G.; Ghiselin, M.T. Alien Biomolecules: A New Challenge for Natural Product Chemists. Biol. Invasions 2015,
17,941-950. [CrossRef]

Pichierri, S.; Accoroni, S.; Pezzolesi, L.; Guerrini, F; Romagnoli, T.; Pistocchi, R.; Totti, C. Allelopathic Effects of Diatom Filtrates
on the Toxic Benthic Dinoflagellate Ostreopsis cf. ovata. Mar. Environ. Res. 2017, 131, 116-122. [CrossRef]

Tang, Y.Z.; Gobler, C.J. Allelopathic Effects of Cochlodinium Polykrikoides Isolates and Blooms from the Estuaries of Long Island,
New York, on Co-Occurring Phytoplankton. Mar. Ecol. Prog. Ser. 2010, 406, 19-31. [CrossRef]

Fistarol, G.O.; Legrand, C.; Selander, E.; Hummert, C.; Stolte, W.; Granéli, E. Allelopathy in Alexandrium spp.: Effect on a Natural
Plankton Community and on Algal Monocultures. Aquat. Microb. Ecol. 2004, 35, 45-56. [CrossRef]

Legrand, C.; Rengefors, K.; Fistarol, G.O.; Granéli, E. Allelopathy in Phytoplankton-Biochemical, Ecological and Evolutionary
Aspects. Phycologia 2003, 42, 406—419. [CrossRef]

Lenzo, D.; Pezzolesi, L.; Samori, C.; Rindi, F,; Pasteris, A.; Pistocchi, R.; Colangelo, M.A. Allelopathic Interactions between
Phytobenthos and Meiofaunal Community in an Adriatic Benthic Ecosystem: Understanding the Role of Aldehydes and
Macroalgal Structural Complexity. Sci. Total Environ. 2022, 807, 150827. [CrossRef] [PubMed]

Giere, O. Meiobenthology: The Microscopic Motile Fauna of Aquatic Sediments; Springer: Berlin/Heidelberg, Germany, 2009; pp. 1-527.
[CrossRef]

Sandulli, R.; Semprucci, F; Balsamo, M. Taxonomic and Functional Biodiversity Variations of Meiobenthic and Nematode
Assemblages across an Extreme Environment: A Study Case in a Blue Hole Cave. Ital. ]. Zool. 2014, 81, 508-516. [CrossRef]
Semprucci, F; Balsamo, M.; Sandulli, R. Assessment of the Ecological Quality (EcoQ) of the Venice Lagoon Using the Structure
and Biodiversity of the Meiofaunal Assemblages. Ecol. Indic. 2016, 67, 451-457. [CrossRef]

Chardy, P; Dauvin, J.C. Carbon Flows in a Subtidal Fine Sand Community from the Western English Channel: A Simulation
Analysis. Mar. Ecol. Prog. Ser. 1992, 81, 147-161. [CrossRef]

Accoroni, S.; Romagnoli, T.; Pichierri, S.; Totti, C. Effects of the Bloom of Harmful Benthic Dinoflagellate Ostreopsis cf. ovata on the
Microphytobenthos Community in the Northern Adriatic Sea. Harmful Algae 2016, 55, 179-190. [CrossRef] [PubMed]

Gibbons, M.]. The Impact of Sediment Accumulations, Relative Habitat Complexity and Elevation on Rocky Shore Meiofauna.
J. Exp. Mar. Bio. Ecol. 1988, 122, 225-241. [CrossRef]

Pezzolesi, L.; Accoroni, S.; Rindi, F.; Samori, C.; Totti, C.; Pistocchi, R. Survey of the Allelopathic Potential of Mediterranean
Macroalgae: Production of Long-Chain Polyunsaturated Aldehydes (PUAs). Phytochemistry 2021, 189, 112826. [CrossRef]
[PubMed]

Hughey, ].R.; Gabrielson, PW.; Maggs, C.A.; Mineur, F. Genomic Analysis of the Lectotype Specimens of European Ulva Rigida
and Ulva Lacinulata (Ulvaceae, Chlorophyta) Reveals the Ongoing Misapplication of Names. Eur. J. Phycol. 2022, 57, 143-153.
[CrossRef]

Alsufyani, T.; Engelen, A.H.; Diekmann, O.E.; Kuegler, S.; Wichard, T. Prevalence and Mechanism of Polyunsaturated Aldehydes
Production in the Green Tide Forming Macroalgal Genus Ulva (Ulvales, Chlorophyta). Chem. Phys. Lipids 2014, 183, 100-109.
[CrossRef] [PubMed]

Monteiro, C.A.; Engelen, A.H.; Santos, R.O.P. Macro- and Mesoherbivores Prefer Native Seaweeds over the Invasive Brown
Seaweed Sargassum Muticum: A Potential Regulating Role on Invasions. Mar. Biol. 2009, 156, 2505-2515. [CrossRef]

Veiga, P.; Rubal, M.; Sousa-Pinto, I. Structural Complexity of Macroalgae Influences Epifaunal Assemblages Associated with
Native and Invasive Species. Mar. Environ. Res. 2014, 101, 115-123. [CrossRef]

Utermohl, H. Methods of Collecting Plankton for Various Purposes Are Discussed. SIL Commun. 1953-1996 1958, 9, 1-38.
[CrossRef]

Edler, L.; Elbrachter, M. Microscopic and Molecular Methods for Quantitative Phytoplankton Analysis; Karlson, B., Cusack, C., Bresnan,
E., Eds.; UNESCO: Paris, France, 2010; pp. 13-20.

Tomas, C.R. Identifying Marine Phytoplankton; Academic Press: Cambridge, MA, USA, 1997.

Kraberg, A.; Baumann, M.; Diirselen, C.-D. Coastal Phytoplankton: Photo Guide for Northern European Seas. 2010. Available
online: https:/ /repozitorij.uni-lj.si/IzpisGradiva.php?id=37653 (accessed on 20 February 2023).


https://doi.org/10.1007/s10886-005-3615-z
https://doi.org/10.1016/j.csr.2016.04.007
https://doi.org/10.1007/s10531-020-01973-z
https://doi.org/10.1080/02757541003689837
https://doi.org/10.3989/scimar.05118.010
https://doi.org/10.1007/s10152-011-0257-0
https://doi.org/10.1007/s10530-014-0835-6
https://doi.org/10.1016/j.marenvres.2017.09.016
https://doi.org/10.3354/meps08537
https://doi.org/10.3354/ame035045
https://doi.org/10.2216/i0031-8884-42-4-406.1
https://doi.org/10.1016/j.scitotenv.2021.150827
https://www.ncbi.nlm.nih.gov/pubmed/34627880
https://doi.org/10.1007/978-3-540-68661-3
https://doi.org/10.1080/11250003.2014.952356
https://doi.org/10.1016/j.ecolind.2016.03.014
https://doi.org/10.3354/meps081147
https://doi.org/10.1016/j.hal.2016.03.003
https://www.ncbi.nlm.nih.gov/pubmed/28073531
https://doi.org/10.1016/0022-0981(88)90125-6
https://doi.org/10.1016/j.phytochem.2021.112826
https://www.ncbi.nlm.nih.gov/pubmed/34102592
https://doi.org/10.1080/09670262.2021.1914862
https://doi.org/10.1016/j.chemphyslip.2014.05.008
https://www.ncbi.nlm.nih.gov/pubmed/24915501
https://doi.org/10.1007/s00227-009-1275-1
https://doi.org/10.1016/j.marenvres.2014.09.007
https://doi.org/10.1080/05384680.1958.11904091
https://repozitorij.uni-lj.si/IzpisGradiva.php?id=37653

Water 2023, 15, 1697 25 of 26

40.
41.
42.
43.
44.
45.

46.

47.
48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

Bertalot, H.L.; Witowski, A.; Metzeltin, D. Diatom Flora of Marine Coasts. In Vol. 1 Iconographia Diatomologica: Annotated Diatom
Micrographs Vol 7 Diversity-Taxonomy-Identification; Lange, H.E., Ed.; Koeltz: Grafenau, Germany, 2000.

Horiguchi, E. Marine Benthic Dinoflagellates-Unveiling Their Worldwide Biodiversity; Schweizerbart Science Publishers: Stuttgart,
Germany, 2014.

Guiry, M.D.; Guiry, G.M. AlgaeBase—World-Wide Electronic Publication; National University of Ireland: Galway, Ireland, 2013.
Anderson, M.].; Robinson, J. Permutation Tests for Linear Models. Aust. N. Z. . Stat. 2001, 43, 75-88. [CrossRef]

Anderson, M.].; Connell, S.D.; Gillanders, B.M.; Diebel, C.E.; Blom, W.M.; Saunders, J.E.; Landers, T.]. Relationships between
Taxonomic Resolution and Spatial Scales of Multivariate Variation. J. Anim. Ecol. 2005, 74, 636-646. [CrossRef]

Clarke, K.R.; Tweedley, ].R.; Valesini, EJ. Simple Shade Plots Aid Better Long-Term Choices of Data Pre-Treatment in Multivariate
Assemblage Studies. |. Mar. Biol. Assoc. U. K. 2014, 94, 1-16. [CrossRef]

Clarke, K.R. Non-parametric Multivariate Analyses of Changes in Community Structure. Aust. . Ecol. 1993, 18, 117-143.
[CrossRef]

Clarke, K.R.; Gorley, R.N. Getting Started with PRIMER v7; PRIMER-E: Plymouth Marine Laboratory: Plymouth, UK, 2015; 20p.
Anderson, M.; Gorley, R.; Clarke, K. PERMANOVA for PRIMER: Guide to Software and Statistical Methods; PRIMER-E Ltd.:
Plymouth, UK, 2008.

Torres, A.C.; Veiga, P.; Rubal, M.; Sousa-Pinto, I. The Role of Annual Macroalgal Morphology in Driving Its Epifaunal Assemblages.
J. Exp. Mar. Bio. Ecol. 2015, 464, 96-106. [CrossRef]

Johnson, S5.C.; Scheibling, R.E. Reproductive Patterns of Harpacticoid Copepods on Intertidal Macroalgae (Ascophyllum Nodosum
and Fucus Vesiculosus) in Nova Scotia, Canada. Can. J. Zool. 1987, 65, 129-141. [CrossRef]

Losi, V.; Sbrocca, C.; Gatti, G.; Semprucci, F.; Rocchi, M.; Bianchi, C.N.; Balsamo, M. Sessile Macrobenthos (Ochrophyta) Drives
Seasonal Change of Meiofaunal Community Structure on Temperate Rocky Reefs. Mar. Environ. Res. 2018, 142, 295-305.
[CrossRef] [PubMed]

Ape, E; Gristina, M.; Chemello, R.; Sara, G.; Mirto, S. Meiofauna Associated with Vermetid Reefs: The Role of Macroalgae in
Increasing Habitat Size and Complexity. Coral Reefs 2018, 37, 875-889. [CrossRef]

Akakabe, Y.; Matsui, K.; Kajiwara, T. 2,4-Decadienals Are Produced via (R)-11-HPITE from Arachidonic Acid in Marine Green
Alga Ulva Conglobata. Bioorg. Med. Chem. 2003, 11, 3607-3609. [CrossRef] [PubMed]

Andrade, P.B.; Barbosa, M.; Matos, R.P.; Lopes, G.; Vinholes, J.; Mouga, T.; Valentao, P. Valuable Compounds in Macroalgae
Extracts. Food Chem. 2013, 138, 1819-1828. [CrossRef] [PubMed]

Barbosa, M.; Valentao, P.; Andrade, P.B. Biologically Active Oxylipins from Enzymatic and Nonenzymatic Routes in Macroalgae.
Mar. Drugs 2016, 14, 23. [CrossRef]

Kajiwara, T.; Matsui, K.; Akakabe, Y. Biogeneration of Volatile Compounds via Oxylipins in Edible Seaweeds. In Biotechnology for
Improved Foods and Flavors; ACS Symposium Series; Takeoka, G.R., Teranishi, R., Williams, PJ., Kobayashi, A., Eds.; American
Chemical Society: Washington, DC, USA, 1996; pp. 146-166.

Melton, ].T.; Lopez-Bautista, ].M. Diversity of the Green Macroalgal Genus Ulva (Ulvophyceae, Chlorophyta) from the East and
Gulf Coast of the United States Based on Molecular Data. J. Phycol. 2021, 57, 551-568. [CrossRef] [PubMed]

Hayden, H.S.; Blomster, J.; Maggs, C.A.; Silva, P.C.; Stanhope, M.].; Waaland, J.R. Linnaeus Was Right All along: Ulva and
Enteromorpha Are Not Distinct Genera. Eur. |. Phycol. 2003, 38, 277-294. [CrossRef]

Steinhagen, S.; Karez, R.; Weinberger, F. Cryptic, Alien and Lost Species: Molecular Diversity of Ulva Sensu Lato along the
German Coasts of the North and Baltic Seas. Eur. J. Phycol. 2019, 54, 466-483. [CrossRef]

Totti, C.; Cucchiari, E.; De Stefano, M.; Pennesi, C.; Romagnoli, T.; Bavestrello, G. Seasonal Variations of Epilithic Diatoms on
Different Hard Substrates, in the Northern Adriatic Sea. J. Mar. Biol. Assoc. U. K. 2007, 87, 649-658. [CrossRef]

D’Alelio, D.; Cante, M.T.; Russo, G.E; Totti, C.; De Stefano, M. Epizoic Diatoms on Gastropod Shells. When Substrate Complexity
Selects for Microcommunity Complexity. In All Flesh Is Grass: Plant-Animal Interrelationships; Springer: Berlin/Heidelberg,
Germany, 2011; pp. 345-364. [CrossRef]

Pinckney, J.; Zingmark, R.G. Biomass and Production of Benthic Microalgal Communities in Estuarine Habitats. Estuaries 1993,
16, 887-897. [CrossRef]

Paterson, D.M.; Wiltshire, K.H.; Miles, A.; Blackburn, J.; Davidson, I.; Yates, M.G.; McGrorty, S.; Eastwood, J.A. Microbiological
Mediation of Spectral Reflectance from Intertidal Cohesive Sediments. Limmnol. Oceanogr. 1998, 43, 1207-1221. [CrossRef]

Car, A.; Witkowski, A.; Dobosz, S.; Jasprica, N.; Ljubimir, S.; Zglobicka, I. Epiphytic Diatom Assemblages on Invasive Caulerpa
taxifolia and Autochthonous Halimeda tuna and Padina sp. Seaweeds in the Adriatic Sea-Summer/Autumn Aspect. Oceanol.
Hydrobiol. Stud. 2019, 48, 209-226. [CrossRef]

Wiltshire, K.H. Algae and Associated Pigments of Intertidal Sediments, New Observations and Methods. Limmnologica 2000,
30, 205-214. [CrossRef]

Goericke, R.; Montoya, J.P. Estimating the Contribution of Microalgal Taxa to Chlorophyll a in the Field-Variations of Pigment
Ratios under Nutrient- and Light-Limited Growth. Mar. Ecol. Prog. Ser. 1998, 169, 97-112. [CrossRef]

Da Rocha, C.M.C.; Venekey, V.; Bezerra, TN.C.; Souza, ].R.B. Phytal Marine Nematode Assemblages and Their Relation with the
Macrophytes Structural Complexity in a Brazilian Tropical Rocky Beach. Hydrobiologia 2006, 553, 219-230. [CrossRef]

Mancuso, EP; Milazzo, M.; Sara, G.; Chemello, R. Bi- and Three-Dimensional Fractal Analysis of the Brown Seaweed Gongolaria
Montagnei and Their Relationship with Gastropod Molluscs Assemblage. Mar. Pollut. Bull. 2023, 186, 114396. [CrossRef]


https://doi.org/10.1111/1467-842X.00156
https://doi.org/10.1111/j.1365-2656.2005.00959.x
https://doi.org/10.1017/S0025315413001227
https://doi.org/10.1111/j.1442-9993.1993.tb00438.x
https://doi.org/10.1016/j.jembe.2014.12.016
https://doi.org/10.1139/z87-019
https://doi.org/10.1016/j.marenvres.2018.10.016
https://www.ncbi.nlm.nih.gov/pubmed/30409384
https://doi.org/10.1007/s00338-018-1714-x
https://doi.org/10.1016/S0968-0896(03)00364-X
https://www.ncbi.nlm.nih.gov/pubmed/12901905
https://doi.org/10.1016/j.foodchem.2012.11.081
https://www.ncbi.nlm.nih.gov/pubmed/23411314
https://doi.org/10.3390/md14010023
https://doi.org/10.1111/jpy.13120
https://www.ncbi.nlm.nih.gov/pubmed/33325029
https://doi.org/10.1080/1364253031000136321
https://doi.org/10.1080/09670262.2019.1597925
https://doi.org/10.1017/S0025315407054665
https://doi.org/10.1007/978-90-481-9316-5
https://doi.org/10.2307/1352447
https://doi.org/10.4319/lo.1998.43.6.1207
https://doi.org/10.2478/ohs-2019-0019
https://doi.org/10.1016/S0075-9511(00)80017-1
https://doi.org/10.3354/meps169097
https://doi.org/10.1007/s10750-005-0923-9
https://doi.org/10.1016/j.marpolbul.2022.114396

Water 2023, 15, 1697 26 of 26

69.

70.

71.

72.

73.

74.

75.

76.

77.

78.

79.

80.

81.

Russo, A.R. The Role of Seaweed Complexity in Structuring Hawaiian Epiphytal Amphipod Communities. Hydrobiologia 1990,
194, 1-12. [CrossRef]

Richardson, M.; Stephens, T. Meiofaunal Diversity on Invasive Sargassum Muticum versus Native Seaweeds. 2014, pp. 1-22.
Available online: https:/ /digital.lib.washington.edu/researchworks/handle/1773/27315 (accessed on 15 February 2023).
Somerfield, PJ.; Yodnarasri, S.; Aryuthaka, C. Relationships between Seagrass Biodiversity and Infaunal Communities: Implica-
tions for Studies of Biodiversity Effects. Mar. Ecol. Prog. Ser. 2002, 237, 97-109. [CrossRef]

Hicks, G.R.F. Structure of Phytal Harpacticoid Copepod Assemblages and the Influence of Habitat Complexity and Turbidity.
J. Exp. Mar. Bio. Ecol. 1980, 44, 157-192. [CrossRef]

Gestoso, I.; Olabarria, C.; Troncoso, J.S. Variability of Epifaunal Assemblages Associated with Native and Invasive Macroalgae.
Mar. Freshw. Res. 2010, 61, 724-731. [CrossRef]

McAbendroth, L.; Ramsay, PM.; Foggo, A.; Rundle, S.D.; Bilton, D.T. Does Macrophyte Fractal Complexity Drive Invertebrate
Diversity, Biomass and Body Size Distributions? Oikos 2005, 111, 279-290. [CrossRef]

Hansen, J.P,; Sagerman, J.; Wikstrom, S.A. Effects of Plant Morphology on Small-Scale Distribution of Invertebrates. Mar. Biol.
2010, 157, 2143-2155. [CrossRef]

Hansen, J.P.; Wikstrom, S.A.; Axemar, H.; Kautsky, L. Distribution Differences and Active Habitat Choices of Invertebrates
between Macrophytes of Different Morphological Complexity. Aquat. Ecol. 2011, 45, 11-22. [CrossRef]

Cremona, F; Planas, D.; Lucotte, M. Biomass and Composition of Macroinvertebrate Communities Associated with Different
Types of Macrophyte Architectures and Habitats in a Large Fluvial Lake. Fundam. Appl. Limnol. 2008, 171, 119-130. [CrossRef]
Schneider, FI.; Mann, K.H. Species Specific Relationships of Invertebrates to Vegetation in a Seagrass Bed. II. Experiments on the
Importance of Macrophyte Shape, Epiphyte Cover and Predation. J. Exp. Mar. Biol. Ecol. 1991, 145, 119-139. [CrossRef]
Bologna, P.A.X.; Heck, K.L. Macrofaunal Associations with Seagrass Epiphytes Relative Importance of Trophic and Structural
Characteristics. J. Exp. Mar. Biol. Ecol. 1999, 242, 21-39. [CrossRef]

Cacabelos, E.; Olabarria, C.; Incera, M.; Troncoso, J.S. Effects of Habitat Structure and Tidal Height on Epifaunal Assemblages
Associated with Macroalgae. Estuar. Coast. Shelf Sci. 2010, 89, 43-52. [CrossRef]

Kadiene, E.U,; Bialais, C.; Ouddane, B.; Hwang, ].S.; Souissi, S. Differences in Lethal Response between Male and Female Calanoid
Copepods and Life Cycle Traits to Cadmium Toxicity. Ecotoxicology 2017, 26, 1227-1239. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.


https://doi.org/10.1007/BF00012107
https://digital.lib.washington.edu/researchworks/handle/1773/27315
https://doi.org/10.3354/meps237097
https://doi.org/10.1016/0022-0981(80)90151-3
https://doi.org/10.1071/MF09251
https://doi.org/10.1111/j.0030-1299.2005.13804.x
https://doi.org/10.1007/s00227-010-1479-4
https://doi.org/10.1007/s10452-010-9319-7
https://doi.org/10.1127/1863-9135/2008/0171-0119
https://doi.org/10.1016/0022-0981(91)90009-L
https://doi.org/10.1016/S0022-0981(99)00092-1
https://doi.org/10.1016/j.ecss.2010.05.012
https://doi.org/10.1007/s10646-017-1848-6

	Introduction 
	Materials and Methods 
	Study Area 
	Morphological Features of the Species Selected 
	Sampling and Sample Processing 
	Macroalgal Morphology 
	Aldehydes (PUAs) Produced by Macroalgae 
	Microphytobenthic Assemblages 
	Meiobenthic Assemblages 
	Data Analysis 

	Results 
	Macroalgal Morphology 
	Unsaturated Aldehydes (PUAs) Produced by Macroalgae 
	Microphytobenthic Assemblages 
	Meiobenthic Assemblages 
	Relationship between the Microphytobenthos and Meiofauna Assemblages with Macroalgae Complexity and PUAs Production 

	Discussion 
	Conclusions 
	References

