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Abstract: Biological phosphorus removal using an anaerobic-aerobic sequencing batch reactor (SBR)
in alow temperature can be difficult to remove, and aeration always accounts for nearly half of the total
electricity costs at many wastewater treatment plants. In this study, a pilot-scale anaerobic—critical
aerobic SBR (A-CA SBR) was developed for synthetic domestic wastewater. More importantly,
the phase, whose concentration of diffused oxygen was controlled at 1.0-1.5 mg/L, was defined
as a critical aerobic phase, which reduced expenses during the operation. To be specific, half of
the ammonia was removed within 10 days and no NO3;™-N was accumulated during the process.
From the SEM and metagenome analysis, Rhodocyclus, Zooglea, Dechloromonas, and Simplicispira had
the ability to remove phosphorus and NO3;™-N simultaneously, which proved the existence of a
potential double-layer sludge structure under an A—CA operational condition. All of the results
disclose that the pilot-scale A-CA SBR is a reliable manipulation strategy for phosphorus removal
under low temperatures, which can hopefully apply to practical wastewater remediation.

Keywords: pilot-scale anaerobic—critical aerobic SBR; winter temperature; phosphorus removal;
metagenome analysis

1. Introduction

Discharging phosphorus into the river and sea without treatment will deteriorate the aquatic
environment, and causes eutrophication, which aggravates the situation for the algae competing for
oxygen and nutrition with aquatic organisms [1-3]. In order to avoid this situation happening, various
wastewater treatment plants are used, like enhanced biological phosphorus removal (EBPR), which can
effectively remove phosphorus and nitrogen [4]. Among EBPRs, a sequencing batch reactor (SBR) has been
widely used because of its effective removal efficiency, good adaptation for influent water fluctuations,
and space-saving characteristic [5]. There are some illustrated examples for different operation modes of
SBRs. Using an anaerobic-aerobic SBR, Li et al. [2] realized a phosphorus removal efficiency of over 80%
under three levels of temperature (5, 15, and 20 °C), and Panswad et al. [6] realized a soluble phosphorus of
the effluent as low as 0.4 mg/L. for long anoxic—short aerobic SBR, and 4.3 mg/L of soluble phosphorus was
left in high-strength wastewater of 4500 mg/L. Chemical Oxygen Demand (COD) and 35 mg/L PO,*>~-P
under an ambient temperature [7]. Most of the operation modes mentioned above needed to supply
enough oxygen for a good performance. However, supplying a long period of air could account for
approximately 50% of the total energy consumption in typical wastewater treatment [8,9], which is not in
accordance with the current mainstream concept of building an energy-saving society, and why a lower
concentration of oxygen should be considered more in processes.
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Among all of the influenced parameters, temperature is a vital factor in the phosphorus uptake
process. Lietal. reported that 20 °C or possibly lower was suitable for P removal of microorganisms [2],
and Liu and Li showed that temperatures below the optimum range had more significant effects on
growth rate than those above the optimum range, because the activities of the microorganisms sharply
decreased with the decreasing temperature. So, it was more difficult to realize phosphorus removal
at a low temperature [10]. Additionally, Liu et al. [11] investigated the influence of temperature
on denitrifying phosphorus removal (DPR), and found that more than 80% of phosphorus removal
from DPR was obtained in the range of 20-30 °C, and the removal efficiencies went down when the
temperature was below 10 °C. However, in the north of China, temperature changes drastically when
the season varies. Especially in winter, wastewater is at low temperatures (11-13 °C) for a long period,
which results in a negative impact on the performance of phosphorus removal [12]. Therefore, it is
crucial to find a solution to treat wastewater in low temperatures properly.

It has been noted that most studies have been focused on lab-scale SBR [3,7,13,14], and pilot-scale
SBR are reported on less. In this study, the phase whose concentration of diffused oxygen was controlled
at 1.0-1.5 mg/L was defined as a critical aerobic phase. A pilot-scale anaerobic—critical aerobic (A-CA)
SBR, which had a good adaption, high efficiency, and strong practicality [15], was designed to remove
phosphorus in wastewater under cold temperatures. During the operation process, a sludge structure of
the inner anoxic zone and outer-critical aerobic layer was found, and metagenome analysis proved the
microorganism’s variation. In addition, the optimization of the length of the critical aerobic phase was
investigated in order further to obtain a minimum oxygen supply and to reduce the total running costs.
Under this scenario, the operation strategy of A-CA SBR could effectively remove the total phosphorus,
and partly remove the ammonia in wastewater in impoverished conditions, which implied a possibility
for future application. More importantly, it is reasonable to make attempts for applying this operation
mode of pilot-scale A-CA SBR into a larger scale wastewater treatment plant in the future.

2. Materials and Methods

2.1. Wastewater and Seed Sludge

The synthetic domestic wastewater with a COD of 200-350 mg/L, NH4*-N of 15-25 mg/L,
and PO,3~-P of 8-15 mg/L, which stimulated the fluctuations of real wastewater in the whole
experiment, contained 8 g of glucose; 2.5 g of NH4Cl; 0.6 g of KH;POy4; 0.4 g of MgSOy; 0.4 g of
CaCly; and 2.5 mL of a trace element solution, which contained (1 L) of 10 g ethylenediaminetetraacetic
acid (EDTA), 0.9 g FeCls, 0.15 g H3BO3, 0.18 g KI, 0.03 g CuSO4-5H,0, 0.06 g MnCl,-4H,0, 0.12 g
ZnS0O4-7H50, 0.15 g CoCl,-7H,0, and 0.06 g Na,MoO4-2H,0.

The seed mixed liquor suspected solids (MLSS) was collected from the aerobic phase of a full-scale
sewage treatment plant (A/A/O process) in the Nanjiao sewage treatment plant (Changchun, China).
The concentration of MLSS for operation was almost 2000 mg/L.

2.2. Reactor Operation

A sequencing batch reactor (SBR), with an effective working volume of 20 L, height of 400 mm, length
of 300 mm, and width of 240 mm, was configured in the present study (Figure 1), and the whole operation
procedure was controlled by a computer (Version 6.2, Monitor and Control Generated System, Jiangsu,
China). The SBR was operated under anaerobic-aerobic conditions for 41 days so as to acclimate the
phosphorus accumulating organisms (PAOs), and operated under anaerobic—critical aerobic conditions
for another 73 days to optimize the whole procedure, and between two stages, there were three days for
adjustment. The temperature was controlled at 11-13 °C all the time. During stage I (41 days), each cycle
consisted of the following five phases: filling (0.25 h), anaerobic (3 h), aerobic (4 h), settling (0.5 h), and
withdrawing (0.25 h). Magnetic stirrers (4RK30RGN-C, MAILI, Taiwan, China, CO.) were operated during
the anaerobic phase for a better mixing, and kept the concentration of dissolved oxygen under 0.5 mg/L at
a rate of 100 r/min. For the aerobic phase, the air was maintained by diffusers (ACO-003, SenSen, Jiangsu,
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China) in the bottom of SBR at a concentration of dissolved oxygen (DO) of 2.0 mg/L approximately, to
guarantee the aerobic organism living properly. For another 73 days, each cycle consisted of the following
five phases: filling (0.25 h), anaerobic (2 h), critical aerobic phase (length is always changing by the results),
settling (0.5 h), and withdrawing (0.25 h). During the experiments, the duration of the critical aerobic
phase changed from 2 h to 1 h, and eventually to 0.5 h, due to the treatment results, and the concentration
of DO was always controlled at 1.0-1.5 mg/L.
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Figure 1. Configuration of a sequencing batch reactor (SBR) reactor. DO—dissolved oxygen.

The specific operation mode is shown in Table 1. Moreover, the pH was uncontrolled, except that
the initial pH was adjusted to 7.0-7.5 at the beginning of each cycle. Sludge was not discharged during
the whole manipulation of SBR. However, when necessary, manual sludge disposal was performed for
the subsequent treatment, such as sludge dewatering. The relevant components were periodically
measured to monitor the reactor performance during the whole operation.

Table 1. The operating mode of the pilot SBR at low temperature of synthetic wastewater.
PAO—phosphorus accumulating organisms.

Stage Operating Term (d) Operation Mode Remarks
I 143 Anaerobic (3 h)-aerobic (5 h) Accumulation of PAOs.
Change the aerobic condition

I 4564 Anaerobic (2 h)—critical to critical aerobic condition;

aerobic (2 h) set the length of critical aerobic
condition as 2 h.

I 65-94 Anaerobic (2 h)—critical Reduce the critical aerobic
aerobic (1 h) phase’s time to 1 h.

v 95-117 Anaerobic (2 h)—critical Reduce the critical aerobic
aerobic (0.5 h) phase’s time to 0.5 h.

2.3. Physicochemical Analysis

The concentrations of COD, NH,;"-N, PO,3~-P, NO3;™-N, and NO, -N were analyzed according to
the Standard Methods for the Examination of Water and Wastewater from the American Public Health
Association before the removal of treated wastewater and after every different phase [16]. The mixed
liquor suspected solids (MLSS) and settling velocity (SV) were also determined periodically using a
gravimetric method. The pH was measured using a pH analyzer (PB-10, Sartorius, Gottingen, Germany),
and the dissolved oxygen (DO) was monitored using a DO quick-analysis apparatus (SC200, Hitachi,
Washington, DC, America). The temperature was detected by the sensor installed in the SBR reactor.
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2.4. Morphological Observation

All of the selective sludge samples were observed by the scanning electron microscope (SEM) for
the morphological observation of sludge so as to analyze the sludge structure. The specific procedure
was the same as for Liu et al. [17].

2.5. Microbial Community Analysis

The metagenomics method manufactured by Sangon Biological Technology Company
(Sangon Biological Engineering Co., Shanghai, China) was utilized to unravel the microbial community
contained in the sludge, using the polymerase chain reaction followed by high-throughput sequencing
(Hiseq 2500, Illumina, CA, USA). The specific procedure was the same as for Xiong et al. [18].

Sludge samples from different phases were taken at day 38 to represent the acclimation results of
the PAOs in the stage I, while days 86 and 112 were selected to represent the condition of the sludge in
this reactor, especially the microbial community change in the critical aerobic circumstance.

3. Results

3.1. Performances of SBR

The experiment had two different conditions according to the configuration changes, and the
concentrations of COD, NH,;*-N, PO,3~-P, and NO; N, and the typical profiles for stage II, III,
and IV are depicted in Figures 2 and 3, respectively.
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Figure 2. The overall performance of anaerobic—critical aerobic (A-CA) SBR: (a) total phosphorus (TP)
removal performance during the four stages; (b) NH;*-N removal performance during the four stages;
(c) COD removal performance during the four stages; (d) NO3; ™ —N removal performance during the
four stages. Error bars indicate the standard deviations of the measurements.
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Figure 3. The concentration of various nutrients in typical cycle profiles for (a) phase II, (b) phase III,
and (c) phase IV. Error bars indicate the standard deviations of the measurements.

3.1.1. Phosphorus Removals

As shown in Figure 2, the phosphorus release efficiency increased all the time, up until almost
200%, and the phosphorus removal efficiency was maintained at 85%, where the PO,3~—P concentration
in the effluent was below 4 mg/L at the end of stage I. These results indicated the acclimation of the
PAOs was successful [19-21].

For stage 1II, the aerobic phase was altered into the critical aerobic phase, whose DO concentrations
was 1.0-1.5 mg/L [22,23] so as to reduce energy consumption and, depending on the effluent, the length
of the critical aerobic phase changed from 2 h to 1 h to 0.5 h. Then, a surprising phenomenon occurred,
that the PO43~—P concentration of the effluent could be as low as below the detective line within
10 days, regardless of how many times we changed the length of the critical aerobic phase (the regular
change pattern of phosphorus is in Figure 2a in blue dots). During this period, almost 100% of PO,>~~P
was removed. The PAOs in this system could be responsible, because PAOs are more suitable for a
lower temperature (<20 °C) than GAOs, which deteriorated the phosphorus removal and competed
with the nutrients with PAOs. However, 0.5 h was not suitable for this experiment (seen in stage IV in
Figure 2), as the special phenomenon did not meet our expectations, while only less than 5% PO,3~-P
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was eliminated. The typical cycle profile for the various stages exhibited in Figure 3 could validate that
as well. It can be known that phase II and III achieved a good performance for the COD and NH;*-N,
and removed almost all of the total PO,3~~P. However, when the length of the critical aerobic was cut
to 0.5 h (phase IV in Figure 2), a worse result was elucidated, that the residual concentrations of COD,
PO,43>~-P, and NH4*-N were higher than before, proving that 0.5 h was not a sufficient time-length
for PAOs to remove phosphorus. From a previous report, PAOs require a lag period for synthesizing
enzymes for phosphorus uptake, especially when switched to a different oxygen condition (changed to
critical aerobic phase in this study). Thus, under this condition, 1 h was more suitable for the PAOs to
develop enzymes for phosphorus removal, rather than 0.5 h [24].

3.1.2. Nitrogen Removals

From Figures 2 and 3, the NH,"-N removal efficiencies in stage I for the anaerobic phase and
aerobic phase were 20% and 50%, respectively, which were contributed to the demands of normal
microorganism metabolism. Simultaneously, it was also revealed that stable nitrifying bacteria existed
in the reactor, without obvious denitrifying bacterial. Thus, the concentrations of NO3™-N and
NO,;™-N were not measured during this stage.

Stage II to IV witnessed a relatively poor nitrification with a lower removal efficiency of
NH,;*-N than stage I. Additionally, the NO3;™-N in effluent was accumulated because of the effects of
denitrification. The partly NH;*-N deceleration was insensitive to the length of the critical aerobic
phase and the products, and NO3™-N had a slightly higher concentration (stage II and III: <2.5 mg/L,
stage IV: <3 mg/L) than the influent (1 mg/L). Futhermore, because of the low concentration (around
detection limits), there was no observation of NO,™-N during these three stages. Poor nitrification
would be caused by a low operating DO concentration, because of the inhibition of the growth rate of
the nitrifiers [25]. Additionally, the highest dissimilatory nitrate-to-ammonia process (DNRA) genes
in glucose supported the denitrification system [26], which would dissimilate NO3™-N to generate
ammonia, was favorable for a high ammonia concentration in th effluent [27-29], and the dominated
genus in the glucose denitrification supported system were Thauera, Dechloromonas, and Zoogloea [26],
which was in accordance with the metagenome results (seen in discussions of chapter 3.2). However, the
previous literature from Fan et al. [30] indicated that long SRTs reactors could improve the nitrification
efficiencies even in a low DO concentration. Coincidentally, this A-CA SBR system did not generate
much sludge during operation, which meant that the system had long SRTs. As a whole, a certain
amount of NH4"-N was changed into NO3 N, because of the nitrification, causing an increasing
concentration of NO3™-N (Figure 2). Simultaneously, compared with stage II, part of NO3;™-N was
clearly removed, which could be denoted in stage IIl. Generally speaking, denitrifying phosphate
accumulating organisms (DPAOs) could realize the synchronous removal of NO3 =N and PO43~-P [31]
by using NO3™-N for electron donation instead of O, for excess PO43~-P absorption in an anoxic
environment [32-34]. Therefore, from this perspective, the existence of DPAOs in the system was
demonstrated. In addition, the dominant genus of Dechloromonas and Zoogloea in the subsequent
analysis also validated it properly (seen in two critical aerobic phases of Figure 5).

Conventionally, NH;*-N is achieved by the nitrification of ammonia to nitrate or nitrite under
aerobic conditions, and NO3™-N and NO, -N were removed by denitrification under anoxic
conditions [35]. In our results, the DO concentration of 1.0-1.5 mg/L in our critical aerobic phase did
not exert much of an impact on the NO3™-N removal. It could be noted that the activated sludge flocs
were larger, irregular, and porous under low DO conditions, which could contain an anoxic area inside
the flocs, as seen in Fan et al. [30]. Inspired by this result, a hypothesis formed that the sludge might
consist of two different conditions in order to meet the various oxygen demands of denitrification
and phosphorus denitrifying removal, associating with various nutrients’ capture in the same process.
An SEM and metagenome analysis were utilized to prove this, which can be seen in Figures 4 and 5.
The relevant discussions are shown in Chapter 3.2.
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Figure 4. The SEM observations of different size of sludge: (a) 20 um; (b) 10 pm; (c) 5 pm; (d) 2 pm.
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3.1.3. COD Removals

For the COD, the influent concentration was approximately 200-350 mg/L, while it was
250440 mg/L for the synthesized solution. The wide range of COD concentrations were used
to simulate the fluctuations of the influent wastewater in the real situation. During the whole
experiment, the removal efficiencies of the anaerobic phase and critical aerobic phase were moderately
impacted after the configuration changes. Of the COD, 54% and 61% were accounted for by the aerobic
phase and critical aerobic phase, respectively.

3.2. Sludge Structure and Microbial Community Composition

Figure 4 shows the observations from the SEM. From Figure 4a, it was obvious that the different
morphology of the bacteria embedded together and cohered tightly. Figure 4b denoted that the
co-existence of the rod-shaped and small coccus-shaped microorganisms. Figure 4c,d showed that
filamentous bacteria existed in the entire process, and created an inner space to transfer the NO3™—N
and NO,™-N for DAPOs, utilized with the help of the rod-shaped bacteria. Additionally, it was easy to
distinguish them, and it was found that this was typical bacteria for the different functioning bacteria.
For the phosphorus removal bacteria, they were short and rod-shaped, which could be seen directly
from the SEM observations, which was similar to Wang et al.’s experiment [36]. It was observed that
the abundances of Betaproteobacteria and Alphaproteobacteria were the highest in the bacteria community
(the same as our results), and their SEM observations had large amounts of rod-shaped bacteria.

Nevertheless, the SEM observation results could not fully explain the double-layer structure of
sludge. Moreover, the metagenome analysis was an effective technology to unravel the predominant
species in various levels and their abundance in the microbial community at these stages [37,38].
The relative abundance of the microbial diversity analyzed is presented in Figure 5. The figure shows
the data from a class and genus level based on the relative abundance of the microbial population.
Only the top 12 taxonomic categories at a class level and representative of 17 at a genus level are
summarized here. The sequences with a low similarity or no similarity, or where the V3-V4 region did
not have any alignment hits against the taxonomic database and the others could not find out had
been categorized as “others”.

At a genus level, it was obvious that Rhodocyclus, Zoogloea, Dechloromonas, Thauera, Propionivibrio,
and Simplicispira took up a great proportion in three different sludge samples. After setting a critical
aerobic phase in the process, the abundance of Rhodocyclus, which was the major and typical PAO in
our common wastewater treatment plant [39,40], increased from less than 1% to 8.19%, and decreased
t0 5.69% in 1 h and 0.5 h length for critical aerobic phase, respectively. The reason was estimated to
be nutrition competence. Dechloromonas (3.74% and 2.48%) and Simplicispira (4.47% and 3.21%) were
the most common DPAOs for the biological wastewater treatment, which could use NO3; N as the
electron acceptor in an anoxic environment for oxidized organic matter [41-43], and their abundances
both decreased after 0.5 h of the critical aerobic phase. Zoogloea was an easily adapted bacteria because
they could adjust themselves either in an aerobic environment or anoxic environment for nitrifying and
denitrifying [36,44]. Although the unique phenomenon had not occurred after 0.5 h, the abundance
of Zoogloea was mildly enhanced (from 4.87% to 5.77%), which guaranteed the DNRA for NO;™-N
removal [26]. However, the concentration of NO3; N in the effluent was higher than previously, which
demonstrated the denitrifying phosphorus removal was the main contributor for NO3 N removal.
Thauera was a facultative anaerobic denitrifying bacteria that could compete with the electron acceptor
of the PAOs [45-48], and its abundance was always lower than 0.5%. Propionivibrio (2.79% and 9.75%)
was one genus of the GAOs in the daily wastewater treatment plants that impeded the EBPRs efficiency
in high abundance and competed for nutrition with the PAOs [49]. The decrease of its abundance
evidenced the former research, that GAOs were not dominant at a low temperature compared with
PAOs [6,50-52]. All of these changes elucidated the impact on the deterioration of the removal of
both PO43~-P and NO3;~-N. On the basis of the literature, the critical aerobic phase of this experiment
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needed a low concentration of O,, in order to ensure the bacterial regularly metabolism [53], which was
in accordance with our results.

4. Conclusions

In this study, we contrived a novel operation strategy of a pilot-scale anaerobic—critical aerobic SBR
(A-CA SBR) for capturing the phosphorus of wastewater in cold regions. Accurately, almost the total
PO,3~-P was captured and no NO3; N was accumulated during the process, which were contributed
to the proper critical aerobic phase length of 1 h. Moreover, from the SEM results and the metagenome
analysis, Rhodocyclus, Dechloromonas, Zoogloea, and Simplicispira, which belonged to the phosphorus
removal bacteria or denitrifying bacteria, co-existed in the different spaces of sludge. In essence,
it was helpful for acquiring the aforementioned dominating bacteria in the subsequent artificial
sludge regulation. Furthermore, the results signified that A-CA SBR was a feasible, high-efficient,
and easy-handled operation strategy for domestic wastewater treatment in low-temperature conditions.
Thus, this experiment not only solves the practical domestic wastewater treatment problems in winter
temperatures, but also carves out an appropriate operating strategy for SBR with lower expenses.
It could strongly believe that this operation mode of a pilot-scale SBR has a promising future for
wastewater treatment in cold temperatures.

Author Contributions: Conceptualization and methodology, M.L. and D.Z; investigation, M.L., B.Y., S.C., and
T.M.; supervision, M.L. and D.Z,; review, D.Z.; funding acquisition, D.Z. All authors have read and agreed to the
published version of the manuscript.

Funding: This research was funded by Jilin Scientific and Technological Development Program, 20140204038SF.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Li J; Jin, Y.; Guo, Y,; He, ]J. Enhancement of phosphorus removal in a low temperature A(2)/O process
by anaerobic phosphorus release of activated sludge. Water Sci. Technol. 2013, 67, 2437-2443. [CrossRef]
[PubMed]

2. Li, N.; Ren, N.Q.; Wang, X.H.; Kang, H. Effect of temperature on intracellular phosphorus absorption and
extra-cellular phosphorus removal in EBPR process. Bioresour. Technol. 2010, 101, 6265-6268. [CrossRef]
[PubMed]

3. Li, X.M,; Chen, H.B,; Yang, Q.; Wang, D.B.; Luo, K.; Zeng, G.M. Biological nutrient removal in a sequencing
batch reactor operated as oxic/anoxic/extended-idle regime. Chemosphere 2014, 105, 75-81. [CrossRef]
[PubMed]

4.  Oehmen, A.; Lemos, P.C.; Carvalho, G.; Yuan, Z.; Kellerb, J.; Blackall, L.L.; Reis, M.A.M. Advances in
enhanced biological phosphorus removal: From micro to macro scale. Water Res. 2007, 41, 2271-2300.
[CrossRef]

5. Mace, S.; Mata-Alvarez, ]. Utilization of SBR Technology for Wastewater Treatment: An Overview. Ind. Eng.
Chem. Res. 2002, 41, 5539-5553. [CrossRef]

6. Panswad, T.; Doungchai, A.; Anotaib, ]. Temperature effect on microbial community of enhanced biological
phosphorus removal system. Water Res. 2003, 37, 409-415. [CrossRef]

7. Jena,].; Kumarb, R,; Saifuddina, M.; Dixitb, A.; Dasa, T. Anoxic—aerobic SBR system for nitrate, phosphate
and COD removal from high-strength wastewater and diversity study of microbial communities. Biocherm.
Eng. J. 2016, 105, 80-89. [CrossRef]

8.  Liu, G.; Wang, J. Long-term low DO enriches and shifts nitrifier community in activated sludge. Environ. Sci.
Technol. 2013, 47,5109-5117. [CrossRef]

9.  McCarty, PL.; Bae, J.; Kim, ]. Domestic wastewater treatment as a net energy producer—can this be achieved?
Environ. Sci. Technol. 2011, 45, 7100-7106. [CrossRef]

10. Liu,S,;Li,J. Accumulation and isolation of simultaneous denitrifying polyphosphate-accumulating organisms
in an improved sequencing batch reactor system at low temperature. Int. Biodeter. Biodegr. 2015, 100, 140-148.
[CrossRef]


http://dx.doi.org/10.2166/wst.2013.135
http://www.ncbi.nlm.nih.gov/pubmed/23752374
http://dx.doi.org/10.1016/j.biortech.2010.03.008
http://www.ncbi.nlm.nih.gov/pubmed/20363119
http://dx.doi.org/10.1016/j.chemosphere.2013.12.043
http://www.ncbi.nlm.nih.gov/pubmed/24393562
http://dx.doi.org/10.1016/j.watres.2007.02.030
http://dx.doi.org/10.1021/ie0201821
http://dx.doi.org/10.1016/S0043-1354(02)00286-5
http://dx.doi.org/10.1016/j.bej.2015.09.007
http://dx.doi.org/10.1021/es304647y
http://dx.doi.org/10.1021/es2014264
http://dx.doi.org/10.1016/j.ibiod.2015.02.003

Water 2020, 12, 110 10 of 12

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

Liu, Y; Li, X,; Kang, X.; Yuan, Y. Performance of denitrifying phosphorus removal of Acinetobacteria strain
at low temperature. Int. Biodeter. Biodegr. 2014, 95, 135-138. [CrossRef]

Fan, X.Y.; Gao, ].E; Pan, K.L.; Li, D.C.; Dai, H.H,; Li, X. Temporal heterogeneity and temperature response of
active ammonia-oxidizing microorganisms in winter in full-scale wastewater treatment plants. Chem. Eng. J.
2019, 360, 1542-1552. [CrossRef]

Miao, Z.; Zeng, W.; Wang, S.; Peng, Y.; Cao, G.; Weng, D.; Xue, G.; Yang, Q. Effect of temperature on
anoxic metabolism of nitrites to nitrous oxide by polyphosphate accumulating organisms. J. Environ. Sci.
2014, 26, 264-273. [CrossRef]

Zhang, H.L.; Sheng, G.P; Fang, W.; Wang, Y.P; Fang, C.Y.; Shao, L.M.; Yu, H.Q. Calcium effect on the
metabolic pathway of phosphorus accumulating organisms in enhanced biological phosphorus removal
systems. Water Res. 2015, 84, 171-180. [CrossRef] [PubMed]

Yang, Q.; Gu, S.; Peng, Y.; Wang, S.; Liu, X. Progress in the Development of Control Strategies for the SBR
Process. Clean Soil Air Water 2010, 38, 732-749. [CrossRef]

APHA. Standard Methods for the Examination of Water and Wastewater; American Public Health Association
(APHA): Washington, DC, USA, 2005.

Liu, R.; Yu, Z,; Guo, H.; Liu, M,; Zhang, H.; Yang, M. Pyrosequencing analysis of eukaryotic and bacterial
communities in faucet biofilms. Sci. Total Environ. 2012, 435-436, 124-131. [CrossRef]

Xiong, H.; Zou, D.; Zhou, D.; Dong, S.; Wang, J.; Rittmann, B.E. Enhancing degradation and mineralization of
tetracycline using intimately coupled photocatalysis and biodegradation (ICPB). Chem. Eng. J. 2017, 316, 7-14.
[CrossRef]

Hu, J.Y,; Ong, S.L.; Ng, WJ.; Lu, F; Fan, X.J. A new method for characterizing denitrifying phosphorus
removal bacteria by using three different types of electron acceptors. Water Res. 2003, 37, 3463-3471.
[CrossRef]

Kuba, T.; Van Loosdrecht, M.C.M.; Heijnen, J.J. Phosphorus and nitrogen removal with minimal COD
requirement by integration of denitrifying dephosphatation and nitrification in a two-sludge system.
Water Res. 1996, 30, 1702-1710. [CrossRef]

Wentzel, M.; Loewenthal, R.; Ekama, G.; Marais, G. Enhanced polyphosphate organism cultures in activated
sludge systems-Part 1: Enhanced culture development. Water SA 1988, 15, 71-88.

Chen, J.; Tannahill, A.L.; Shuler, M.L. Design of a System for the Control of Low Dissolved Oxygen
Concentrations: Critical Oxygen Concentrations for Azo tobac ter vinelandii and Esch erichia coli.
Biotechnol. Bioeng. 1984, 27, 151-155. [CrossRef] [PubMed]

Sayi-Ucar, N.; Sarioglu, M.; Insel, G.; Cokgor, E.U.; Orhon, D.; van Loosdrecht, M.C. Long-term study on the
impact of temperature on enhanced biological phosphorus and nitrogen removal in membrane bioreactor.
Water Res. 2015, 84, 8-17. [CrossRef] [PubMed]

Zeng, R.].; Saunder, AM.S,; Yuan, Z; Blackall, L.L.; Keller, J. Identification and Comparison of Aerobic and
Denitrifying Polyphosphate-Accumulating Organisms. Biotechnol. Bioeng. 2003, 83, 140-148. [CrossRef]
[PubMed]

Park, H.D.; Noguera, D.R. Evaluating the effect of dissolved oxygen on ammonia-oxidizing bacterial
communities in activated sludge. Water Res. 2004, 38, 3275-3286. [CrossRef] [PubMed]

Xu, Z.; Dai, X.; Chai, X. Effect of different carbon sources on denitrification performance, microbial community
structure and denitrification genes. Sci. Total Environ. 2018, 634, 195-204. [CrossRef]

Chu, L.; Wang, J. Denitrification performance and biofilm characteristics using biodegradable polymers PCL
as carriers and carbon source. Chemosphere 2013, 91, 1310-1316. [CrossRef]

Hamlin, H.J.; Michaels, J.T.; Beaulaton, C.M.; Graham, W.E,; Dutt, W.; Steinbach, P.; Losordo, T.M.;
Schrader, K.K.; Main, K.L. Comparing denitrification rates and carbon sources in commercial scale upflow
denitrification biological filters in aquaculture. Aquacult. Eng. 2008, 38, 79-92. [CrossRef]

Srinandan, C.S.; D’Souza, G.; Srivastava, N.; Nayak, B.B.; Nerurkar, A.S. Carbon sources influence the
nitrate removal activity, community structure and biofilm architecture. Bioresour. Technol. 2012, 117, 292-299.
[CrossRef]

Fan, H.; Liu, X;; Wang, H.; Han, Y.; Qi, L.; Wang, H. Oxygen transfer dynamics and activated sludge
floc structure under different sludge retention times at low dissolved oxygen concentrations. Chemosphere
2017, 169, 586-595. [CrossRef]


http://dx.doi.org/10.1016/j.ibiod.2014.07.005
http://dx.doi.org/10.1016/j.cej.2018.10.234
http://dx.doi.org/10.1016/S1001-0742(13)60406-4
http://dx.doi.org/10.1016/j.watres.2015.07.042
http://www.ncbi.nlm.nih.gov/pubmed/26233656
http://dx.doi.org/10.1002/clen.201000015
http://dx.doi.org/10.1016/j.scitotenv.2012.07.022
http://dx.doi.org/10.1016/j.cej.2017.01.083
http://dx.doi.org/10.1016/S0043-1354(03)00205-7
http://dx.doi.org/10.1016/0043-1354(96)00050-4
http://dx.doi.org/10.1002/bit.260270208
http://www.ncbi.nlm.nih.gov/pubmed/11540938
http://dx.doi.org/10.1016/j.watres.2015.06.054
http://www.ncbi.nlm.nih.gov/pubmed/26204227
http://dx.doi.org/10.1002/bit.10652
http://www.ncbi.nlm.nih.gov/pubmed/12768619
http://dx.doi.org/10.1016/j.watres.2004.04.047
http://www.ncbi.nlm.nih.gov/pubmed/15276744
http://dx.doi.org/10.1016/j.scitotenv.2018.03.348
http://dx.doi.org/10.1016/j.chemosphere.2013.02.064
http://dx.doi.org/10.1016/j.aquaeng.2007.11.003
http://dx.doi.org/10.1016/j.biortech.2012.04.079
http://dx.doi.org/10.1016/j.chemosphere.2016.10.137

Water 2020, 12, 110 11 of 12

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

Zeng, RJ.; Yuan, Z; Keller, J. Enrichment of denitrifying glycogen-accumulating organisms in
anaerobic/anoxic activated sludge system. Biotechnol. Bioeng. 2003, 81, 397-404. [CrossRef]

Carvalho, G.; Lemos, P.C.; Oehmen, A.; Reis, M.A.M. Denitrifying phosphorus removal: Linking the process
performance with the microbial community structure. Water Res. 2007, 41, 4383-4396. [CrossRef] [PubMed]
Wang, Y.; Guo, G.; Wang, H.; Stephenson, T.; Guo, J.; Ye, L. Long-term impact of anaerobic reaction time
on the performance and granular characteristics of granular denitrifying biological phosphorus removal
systems. Water Res. 2013, 47, 5326-5337. [CrossRef] [PubMed]

Zhou, S.; Zhang, X.; Feng, L. Effect of different types of electron acceptors on the anoxic phosphorus uptake
activity of denitrifying phosphorus removing bacteria. Bioresour. Technol. 2010, 101, 1603-1610. [CrossRef]
[PubMed]

Waki, M.; Yasuda, T.; Fukumoto, Y.; Beline, F; Magri, A. Treatment of swine wastewater in continuous
activated sludge systems under different dissolved oxygen conditions: Reactor operation and evaluation
using modelling. Bioresour. Technol. 2017, 250, 574-582. [CrossRef] [PubMed]

Wang, J.; Qian, F; Shen, Y.; Liu, X.; Liu, W.; Wang, S. Cultivation and characteristics of partial nitrification
granular sludge in a sequencing batch reactor inoculated with heterotrophic granules. Appl. Microbiol. Biot.
2016, 100, 9381-9391. [CrossRef] [PubMed]

Albertsen, M.; Hansen, L.B.S.; Saunders, A.M.; Nielsen, PH.; Nielsen, K.L. A metagenome of a full-scale
microbial community carrying out enhanced biological phosphorus removal. ISME J. 2011, 6, 1094-1106.
[CrossRef]

Hanno, T.; Glockner, FO. Current opportunities and challenges in microbial metagenome analysis-a
bioinformatic perspective. Brief. Bioinform. 2012, 13, 728-742.

Crocetti, G.R.; Hugenholtz, P.; Bond, P.L.; Schuler, A.; Keller, J.; Jenkins, D.; Blackall, L.L. Identification of
Polyphosphate-Accumulating Organisms and Design of 165 rRNA-Directed Probes for Their Detection and
Quantitation. Appl. Environ. Microb. 2000, 66, 1175-1182. [CrossRef]

Hesselmanni, R.P.X.; Werlen, C.; Hahnz, D.; Meer, ].R.V.D.; Zehnder, A.B. Enrichment, Phylogenetic Analysis
and Detection of a Bacterium That Performs Enhanced Biological Phosphate Removal in Activated Sludge.
System. Appl. Microbiol. 1999, 22, 454-465. [CrossRef]

Carosia, ML.F.; Okada, D.Y.; Sakamoto, I.K.; Silva, E.L.; Varesche, M.B.A. Microbial characterization and
degradation of linear alkylbenzene sulfonate in an anaerobic reactor treating wastewater containing soap
powder. Bioresour. Technol. 2014, 167, 316-323. [CrossRef]

Shu, D.; He, Y.; Yue, H.; Wang, Q. Microbial structures and community functions of anaerobic sludge in six
full-scale wastewater treatment plants as revealed by 454 high-throughput pyrosequencing. Bioresour. Technol.
2015, 186, 163-172. [CrossRef] [PubMed]

Wang, W.; Wei, D.Y,; Li, EC.; Zhang, Y.W.; Li, R H. Sulfur-siderite autotrophic denitrification system for
simultaneous nitrate and phosphate removal: From feasibility to pilot experiments. Water Res. 2019, 160, 52-59.
[CrossRef] [PubMed]

Fu, B.; Liao, X.; Ding, L.; Ren, H. Characterization of microbial community in an aerobic moving bed biofilm
reactor applied for simultaneous nitrification and denitrification. World ]. Microb. Biot. 2010, 26, 1981-1990.
[CrossRef]

Miao, Y,; Liao, R.; Zhang, X.X.; Wang, Y.; Wang, Z; Shi, P,; Liu, B.; Li, A. Metagenomic insights into Cr(VI)
effect on microbial communities and functional genes of an expanded granular sludge bed reactor treating
high-nitrate wastewater. Water Res. 2015, 76, 43-52. [CrossRef] [PubMed]

Shinoda, Y.; Sakai, Y.; Uenishi, H.; Uchihashi, Y.; Hiraishi, A.; Yukawa, H.; Yurimoto, H.; Kato, N. Aerobic
and Anaerobic Toluene Degradation by a Newly Isolated Denitrifying Bacterium, Thauera sp. Strain DNT-1.
Appl. Environ. Microb. 2004, 70, 1385-1392. [CrossRef]

Wen, X.; Zhou, J.; Li, Y,; Qing, X.; He, Q. A novel process combining simultaneous partial nitrification,
anammox and denitrification (SNAD) with denitrifying phosphorus removal (DPR) to treat sewage.
Bioresour. Technol. 2016, 222, 309-316. [CrossRef]

Zhang, M.; Yang, Q.; Zhang, J.; Wang, C.; Wang, S.; Peng, Y. Enhancement of denitrifying phosphorus
removal and microbial community of long-term operation in an anaerobic anoxic oxicebiological contact
oxidation system. J. Biosci. Bioeng. 2016, 122, 456-466. [CrossRef]


http://dx.doi.org/10.1002/bit.10484
http://dx.doi.org/10.1016/j.watres.2007.06.065
http://www.ncbi.nlm.nih.gov/pubmed/17669460
http://dx.doi.org/10.1016/j.watres.2013.06.013
http://www.ncbi.nlm.nih.gov/pubmed/23863379
http://dx.doi.org/10.1016/j.biortech.2009.09.032
http://www.ncbi.nlm.nih.gov/pubmed/19884002
http://dx.doi.org/10.1016/j.biortech.2017.11.078
http://www.ncbi.nlm.nih.gov/pubmed/29202412
http://dx.doi.org/10.1007/s00253-016-7797-9
http://www.ncbi.nlm.nih.gov/pubmed/27557719
http://dx.doi.org/10.1038/ismej.2011.176
http://dx.doi.org/10.1128/AEM.66.3.1175-1182.2000
http://dx.doi.org/10.1016/S0723-2020(99)80055-1
http://dx.doi.org/10.1016/j.biortech.2014.06.002
http://dx.doi.org/10.1016/j.biortech.2015.03.072
http://www.ncbi.nlm.nih.gov/pubmed/25817026
http://dx.doi.org/10.1016/j.watres.2019.05.054
http://www.ncbi.nlm.nih.gov/pubmed/31132562
http://dx.doi.org/10.1007/s11274-010-0382-y
http://dx.doi.org/10.1016/j.watres.2015.02.042
http://www.ncbi.nlm.nih.gov/pubmed/25792433
http://dx.doi.org/10.1128/AEM.70.3.1385-1392.2004
http://dx.doi.org/10.1016/j.biortech.2016.09.132
http://dx.doi.org/10.1016/j.jbiosc.2016.03.019

Water 2020, 12, 110 12 of 12

49.

50.

51.

52.

53.

Albertsen, M.; Mcllroy, S.J.; Stokholm-Bjerregaard, M.; Karst, S.M.; Nielsen, PH. “Candidatus Propionivibrio
aalborgensis”: A Novel Glycogen Accumulating Organism Abundant in Full-Scale Enhanced Biological
Phosphorus Removal Plants. Microbiology 2016, 7, 1-17. [CrossRef]

Lopez-Vazquez, C.M.; Song, Y.I.; Hooijmans, C.M.; Brdjanovic, D.; Moussa, M.S.; Gijzen, H.J.; van
Loosdrecht, M.M. Short-term temperature effects on the anaerobic metabolism of glycogen accumulating
organisms. Biotechnol. Bioeng. 2007, 97, 483-495. [CrossRef]

Lopez-Vazquez, C.M.; Song, Y.I; Hooijmans, C.M.; Brdjanovic, D.; Moussa, M.S.; Gijzen, H.J.; van
Loosdrecht, M.C. Temperature effects on the aerobic metabolism of glycogen-accumulating organisms.
Biotechnol. Bioeng. 2008, 101, 295-306. [CrossRef]

Lopez-Vazquez, C.M.; Oehmen, A.; Hooijmans, C.M.; Brdjanovic, D.; Gijzen, H.J.; Yuan, Z.; van
Loosdrecht, M.C. Modeling the PAO-GAO competition: Effects of carbon source, pH and temperature.
Water Res. 2009, 43, 450-462. [CrossRef] [PubMed]

Fan, H.; Qi, L,; Liu, G.; Zhang, Y.; Fan, Q.; Wang, H. Aeration optimization through operation at low dissolved
oxygen concentrations: Evaluation of oxygen mass transfer dynamics in different activated sludge systems.
J. Environ. Sci. China 2017, 55, 224-235. [CrossRef] [PubMed]

® © 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
@ article distributed under the terms and conditions of the Creative Commons Attribution

(CC BY) license (http://creativecommons.org/licenses/by/4.0/).


http://dx.doi.org/10.3389/fmicb.2016.01033
http://dx.doi.org/10.1002/bit.21302
http://dx.doi.org/10.1002/bit.21892
http://dx.doi.org/10.1016/j.watres.2008.10.032
http://www.ncbi.nlm.nih.gov/pubmed/19022471
http://dx.doi.org/10.1016/j.jes.2016.08.008
http://www.ncbi.nlm.nih.gov/pubmed/28477817
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Wastewater and Seed Sludge 
	Reactor Operation 
	Physicochemical Analysis 
	Morphological Observation 
	Microbial Community Analysis 

	Results 
	Performances of SBR 
	Phosphorus Removals 
	Nitrogen Removals 
	COD Removals 

	Sludge Structure and Microbial Community Composition 

	Conclusions 
	References

