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>NtoXTH1
MNNFSTLIFFVTAFIYLFHITLASIVSTGDFNKDFIVPWSPNHVNTSADGHTRSLIFDKESGSGIASNDTYLFGQFDMKIKLIPGNSAGTVVAFYLTSYQPNRDEVDFEFLGNVPGKPYTLQTNVYVDGLDDREQRINLWFDPTQDFHTYSILWNLHQIVFMVDRVPIRTYRNHADKGAKYPRWQPMALQISIWNGESWATDGGKTKIDWSKAPFVASLGNYTIDACVWKGNARFCRGESENNWWNKEKFSTLTWTQRRLFKWVRKYHLTYDYCMDNQRFQNNLPIECSLPKY
>NtoXTH2
MRHVLWFDPTEDFHSYSLLWNSHQLVFFVDEVPIRVYKNANYTNNFFPNEKPMYLFSSIWNADDWATRGGLEKTDWKNAPFVSTYKDFSVDGCQWEDPFPTCVSTTTKNWWDQYNSWHLSSDQKLNYAWVQRNLVIYDYCQDTKRYPEKPEECWLSPWD
>NtoXTH3
MGKILFSISTLDMTKSDQCTAFIIFVYFSKNFNLRSFHFSSSSRKRMERMSSSIPKFLLIIALITVLFTLTQAEVQGSFDDNFSKSCPETHFKTSEDGQIWYLSLDKKAGCGFMTRQKYRFGWFSMKLKLVGGDSAGVVTAYYMCTEDGAGPTRDELDFEFLGNRTGEPYTIQTNVYKNGTGNREMRHILWFDPTEDFHTYSILWNTHQIVFFVDRVPIRVYKNANYTNNFFPNEKPMYLFSSIWNADDWATRGGLEKTNWKNQPFVSSYKDFSVDGCQWKDPFPACVSTTTKNWWDQYNSWHLSSDQKMDYAWVQRNLVTYDYCQDTERFPKKPEECWLNPWD
>NtoXTH4
MERNMGDLLLFAALVATLFSSSHAQLIKGAFENTFSKSCPGTHFKTSQDGQIWYLTLDQVSDCGFITKQSYRFGWFSTKLKLVGGDSAGVVTAFYMCSEVEAGPLRDEIDFEFLGNRTGQPYLIQTNVYNNGSGGREMRHLLWFDPTQDFHTYSILWNSHQIAFFVDKVPIRVYKNANHTNNFFPAERPMYVFSSIWNADNWATRGGLDKINWTSAPFVASYKEFTLDACQWKDPFPACVSTTTQHWWDQYNAWHLSSKQKIDYAWVQRNFVVYDYCQDSVRNRYKPQECWLSPLD
>NtoXTH5
MISSSLKYSTVIPILLYALTFSSSVSARPATFLQDFKVAWADSHIKQIDGGKAIQLILDQNSGCGFASKSKYLFGRVSMKIKLVPGDSAGTVTAFYMNSDTDNVRDELDFEFLGNRSGQPYTVQTNVYVHGKGDKEQRINLWFDPSADFHTYTILWNHHHTVFYVDAVPIRVYKNNEAKGIPFPKFQPMGVYSTLWEADDWATRGGLEKINWSRSPFYAYYKDFDIEGCAMPGPANCASNPRNWWEGANYQQLSAVEAKQYRWVRMNHMIYDYCTDKSRNPVTPPECVAGI
>NtoXTH6
MARLTSLKYSAAILILLYALTFSFSVSARPATFLQDFKVSWSDSHIKQIDGGRAIQLILDQNSGCGFASKSKYLFGRVSMKIKLVPGDSAGTVTAFYMNSDTDNVRDELDFEFLGNRSGQPYTVQTNVYVHGKGDKEQRVNLWFDPSADFHTYTILWNHHHAVFYVDAVPIRVYKNNEAKGIPFPKFQPMGVYSTLWEADDWATRGGLEKINWSKSPFYAYYKDFDIEGCAMPGPANCASNPRNWWEGANYQQLSAAEARQYRWVRMNHMIYDYCTDKSRNPVTPPECVAGI
>NtoXTH7
MVSFPMEFKCVFLGISLIMVGLVSSSRFEELYQPSWATDHLTNEGEILRMKLDNLSGAGFSSKNKYMFGKVTVQIKLVVGDSAGTVTAFYMSSEGPTHNEFDFEFLGNTTGEPYSVQTNVYVNGVGNREQRLNLWFDPSKEFHSYSILWNQRRVVFLVDDTPIRVHSNLEHKGIPFPKDQAMGVYSSIWNADDWATQGGRVKTDWSHAPFIASYRGFEIDGCECPATVAAAENSKRCSSSAVKRYWWDEPVMSELSLHQSHQLIWVRANHMVYDYCTDTARFPVAPVECQHHQHKFHN
>NtoXTH8
MGFKWMNMLLFCALFVVGAMAAAPKKPMDVPFGRNYENSWAPDHVKYFNGGSEIQLFLDNRTGTGFQSKGSYLFGHFAMHIKMVAGDSAGTVTAFYLSSQNNEHDEIDFEFLGNKTGEPYVVQTNVYTGGKGDKEQRIYLWFDPTKDYHTYSVLWNLHQIVFFVDEYPIRTFKNSKDLGVKFPFDQPMKIYSSLWEADDWATRGGLEKIDWSNAPFVASYKGFHIDGCEASVNAKYCSNQGKEWWDQKEFQDLDKQQWRLLRRVRDKYTIYNYCTDKKRFATMPKECRRNRDVPRKSSKKSP
>NtoXTH9
MGLKGLLFSIVLINLSLLGLCGYPRKPVDVPFWKNYEPSWASHHIKYLNGGSTADLVLDRSSGAGFQSKKSYLFGHFSMKLRLVGGDSAGVVTAFYLSSNNAEHDEIDFEFLGNRTGQPYILQTNVFTGGKGDREQRIYLWFDPTKGYHSYSVLWNTFQIVIFVDDVPIRAFKNSKDLGVKFPFNQPMKIYSSLWDADDWATRGGLEKTDWSNAPFTASYTSFHVDGCEAATPQEVQVCNTKGMRWWDQKAFQDLDALQYRRLRWVRQKYTIYNYCTDRKRYPTLPPECTKDRDI
>NtoXTH10
MSPRFSFKMLILPIVMASLWAVASAGNFYNLADITWGEGRGKITEGGRGLSLSLDKFSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGAGHDEIDFEFLGNVSGQPYTVHTNVYSQGKGNKEQQFHLWFDPTAAFHTYSIIWNAQKIIFLVDNSPIRVYNNHESAGIPFPKSQPMKVYCSLWNADEWATQGGRVKTDWTHAPFTAYYRNFNIDGCAITSGASSCKSTDSANNARPWQNQELDAKGRNRLRWVQNRHMVYNYCADSKRFPQGFSHECKRSRFL
>NtoXTH11
MASHLFLISILMGSLVAASANFNNLAEITWGEGRGKITEGGKGLSLSLDKLSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGEGHDEIDFEFLGNTTGEPYTVHTNVYSQGKGNKEQQFHLWFDPTAAFHTYTIVWNSNRIVFLVDNIPIRVYNNHENNGIPFPKSQPMKVYCSLWNADEWATQGGRVKTDWTHAPFTAYYRNFKIDGCAVTSGASSCKSTDSAGNAKAWQNQELDAKGRNRVRWVQSRHMVYNYCADKKRFPQGYSHECKSSRF
>NtoXTH12
MASKFSSAMLLLCILMSIQLLAASAGNFYRDTVITWGEGRGKIQEGGRGLALTLDKLSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGEGHDEIDFEFLGNVSGQPYTVHTNVYTQGKGNKEQQFHLWFDPTAAFHTYSIVWNPHRIVFLVDNSPIRVYNNHESIGIPFPKSQAMRVYCSLWNADEWATQGGRIKTDWKLAPFTAYYRNINIDGCAVLAGTSSCKSSNSANNAKPWQTHELDGKGRNRLRWVQSRHMVYNYCADSKRFPQGFSAECKSSRF
>NtoXTH13
MASKFSSAMLLLCILMSIQLLAASAGNFYGDTVITWGEGRGKIQEGGRGLALTLDKLSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGEGHDEIDFEFLGNVSGQPYTVHTNVYTQGKGNKEQQFHLWFDPTAAFHTYTIVWNPHRIVFLVDNSPIRVYNNHENIGIPFPKSQAMRVYCSLWNADEWATQGGRVKTDWTLAPFTAYYRNINIDGCAVLSGTSSCKSSNSANNAKPWQTHELDGKGRNRLRWVQSRHMVYNYCADSKRFPQGFSEECKRSRF
>NtoXTH14
MSLSSASSRIPKMFLQLSVLAVFLLCTACADNFYQDATVTWGDQRAHIQEGGRLLTLSLDKISGSGFQSKSEFLFGRFDMQLKLIPGNSAGTVTTFYLSSQGAGHDEIDFEFLGNSSGQPYTVHTNVYSQGKGNKEQQFHLWFDPTTSFHTYSIIWNAQRIIFLVDNIPIRVYNNHEALGVAFPKNQAMRVYASLWNADDWATQGGRVKTDWSMAPFTASYRNFNTNACVWSAASSTSSCGGSTSTDSANNDQTWQTQELDANGRNRLRWVQQKYMTYNYCTDAQRFNQVIPPECKRSRF
>NtoXTH15
MGSRIFLVLALVFSSCMVSYGGNFFQEFDFTWGGNRAKIFNGGQLMSLSLDKVSGSGFQSKKEYLFGRIDMQIKLVAGNSAGTVTTYYLSSQGPTHDEIDFEFLGNVTGEPYILHTNIYAQGKGNKEQQFYLWFDPTKNFHTYSIIWKPQHIIFLVDNTPIRVYKNAESIGVPFPKNQPMRIYSSLWNADDWATRGGLVKTDWSKAPFTAYYRNFNSQTFSSSQFSNEKWQNQELDANGRRRLRWVQRNFMIYNYCTDFKRFPQGFPPECKRF
>NtoXTH16
MMKSFLFLMIFLVVALAGNFNKDFDITWGDGRAKILENGQLLTLSLDKTSGSGFRSKNQYLFGKIDLKIKLVPGNSAGTVTTYYLSSIGSSHDEIDFEFLGNLSGDPYILHTNVFTQGKGNREQQFYLWFDPTKDFHTYTILWNPQSIIFSVDGTPIRQFKNLEASGIPYPKNQPMWIYSSLWNADDWATRGGLVKTDWSKAPFIASYRNYNAQACVWSSSSSSSCTSNSSTGNSWLSESLDSTGQSRIKWVQSNYMIYNYCTDTKRFPQGFPPECSLN
>NtoXTH17
MASLLVQCLNFLALCSLQYHILASSNFNQDFDVTWGDGRAKVLNNGKLLTLSLDKASGSGIQSKREYLFGRIDMQLKLVRENSAGTVTTYYLSSQGATHDEIDFEFLGNLSGDPYIIHTNVYTQGKGDKEQQFYLWFDPTAGFHTYSILWNPQTIIFYVDGTPIRVFKNMKSSGVPYPTNQPMRVYASLWNADDWATRGGLIKTDWSKAPFIASFRNFKANACVWEFGKSSCNSSTNSTKPWFFQELDSTSQARLQWVQKNYMVYNYCTDIKRFPQGLPQECNFNSTTS
>NtoXTH18
MSSFSSKLVLALIVSAFAIAIAGTIDENFEITWGEGRAKMLNNGELLTLSLDKISGSGFQSKNEYLFGKIDMQLKLVPGNSAGTVTAYYLSSQGPTHDEIDFEFLGNLSGDPYTLHTNVFSQGKGNREQQFHLWFDPTADFHTYSILWNPQRIIFYVDGTPIREYKNAESIGVSYPKKQPMRIYSSLWNADDWATRGGLIKTDWSKAPFSASYRNFKSATSTSAATSNSWLNEELDNTSQERLKWVQKNYMVYNYCNDSKRFPQGFPADCAM
>NtoXTH19
MARFSSSSSRSRSSLPYIVLLFVAALFVFKIDVIISQTFSSARRNLENTPNRILVKSKSQETDDSIRVVLVNGTFHRHFILSWGDDRGKIHENGELLTLSLDKQSGSGFQSKKEYLFAKIDMQIKLVPGNSAGTVTTFYLSSQGNKHDEIDFEFLGNSTGNPYTLHTNIFSLGQGNREQQFFLWFDPTADYHTYSILWNPKCIIFYVDGTPIREFKNAEKIGVPFLKYQPMRLYSSLWNADDWATQGGRVKTNWKLAPFIASYKNFTYEACIYSRLTSSSSCNINSPPFGNNAWLTHELDRRSRAKMKILQKKHMIYDYCKDKWRFPKGPAPECKLQ
[bookmark: OLE_LINK19][bookmark: OLE_LINK20]>NtoXTH20
MAKFVAFNSLVLIIATIAFHCAIVNGKISSSMYVNWGAHHCQMLGEDLQLVLDKSAGSGAQSKRTFLFGSFEMLIKLVPNNSAGTVTTYYLSSTGTKHDEIDFEFLGNVSGQPYILHTNIYTQGVGNREQQFYPWFDPTADFHNYTIHWNPNAVVWYVDSIPIRVFRNYQLKGIPFPNQQGMRIYSSLWNADEWATRGGRDKIDWTNAPFIAKYRKFRPRACYWNGPLSIVQCAIPTKSNWWNSPLYSKLSAPKVDQMNSIRSKYMIYDYCKDTTRFKGVTPTECSLPQN
>NtoXTH21
MAKFITFSLVLIIATFAFRCTLVNGKISSSMYINWGAHHCKMQGDDLQLVLDKSAGSGAQSKRTFLFGSFEMLIKLVPNNSAGTVTTYYLSSTGTKHDEIDFEFLGNVSGQPYIIHTNIYTQGVGNKEQQFYPWFDPTADFHNYTIHWNLNAVVWYVDGIPIRVFRNYELKGIPFPNQQGMRIYSSLWNADEWATRGGRDKIDWTNAPFIATYRNFRPRACYWNGPLSIGQCAIPTKSNWWNSPLYNKLSAPKVDQMNSIRSKYMIYDYCKDTKRFKGVTPTECSLPQN
>NtoXTH22
MFKIMASSRLLSLANLFILAIAFHLVSVNGMFSDNMYIGWGAHHSWMQGNDLQLVLDQSSGSGVQSKGAFLFGSIQMQIKLVPGNSAGTVTAYYLSSTGDKHDEIDFEFLGNVSGHPYIIHTNIFTQGAGGREQQFYPWFDPTADYHNYTIHWNPSAVVWYVDDIPIRVYKNYQSQGILYPNAQGMGVYSSLWNADNWATRGGLDKIDWTNAPFIAKYRNFAPRACPWYGPGSISHCAAPTPNNWYTSPEYSQLSYAKQGQMNWVRNNYMIYDYCKDTTRFNGQIPGECFKPQF
>NtoXTH23
MIHFQTGLLITLFLVATQYASNGNAYEIPFNQTYYQIWGGNHLTISDEGKEVQLLIDQYSGAGFSSKQNFGSGDFRIKLKLPKKNSKGVITTFYLISKEVNEPARPKHDEVDFEFFGGDGKYTLNTNIFANDEGHREQQFNLWFDPTADFHTYGILWNQYQIVLFVDDIPIRVFKNNTNLGVNYPSNKMHIEATMWNATAWIGEVDWSQGPFTAYFREFSINGCQYQKSNPQYCYRNSYYWNRINYWKLSPKQQQLYEDVREKHMTYDYCLRNAKDFPEC
>NtoXTH24
MSIFFLPFLLFLIVLPSTNAGYWPPSPGYYPSSKFKSMSFYQGFKNLWGPNHQNVDNNGINIWLDRNSGSGFKSIKPFRSGYFGASIKLQPGYTAGVITAFYLSNNEAHPGYHDEVDIEFLGTTFGKPYTLQTNVYIRGSGDGKIIGREMKFHLWFDPTKDFHHYAILWSPREIIFLVDDVPIRRYARKSIATFPLRPMWLYGSIWDASSWATEDGKYKADYRYQPFYGKFTNFKASGCTAYSSRWCHPVSASPSRSGRLTRQQRQAMNWVHSHYLAYDYCRDSKRDHSLTPECWR
>NtoXTH25
MANLFLLSLLLIFLFNSSNAQGPLSPGYYPSSKVQSLGFNQGFRNLWGPQHQSLDQSALTIWLDKTSGGSGFKSLENYRSGYFGTSVKLQPGYTAGIITSFYLSNNQDYPGNHDEIDIEFLGTTPNKPYTLQTNVYIRGSGDGNIIGREMKFHLWFDPTKAYHNYAILWDPNEIIFFVDDVPIRRYPRKNDATFPQRPMYVYGSIWDASSWATEEGRIKADYRYQPFVGKYNNFKIAGCTANANPWCGRSPSSSPSRAGGLSRQQIAAMLWVQRNYKVYDYCRDPRRDHTHTPEC
>NtoXTH26
MEFYHQHKTCLFSGFLIFCMIAVASSLGPIYTPPEAERLTDRFSRLSVNQGYNVFFGGANVRLTNNGSNADLILDKSSGSGLVSRDKYYYGFFNAALKLPANFTSGVVVAFYLSNQNIFPHNHDELDFELLGYDKRRDWVLQTNIYGNGSVSTGREEKFYLWFDPTQDFHDYSILWNNHHILFLVDNVPVREVVNNTTISSVYPSKPMSIYATIWDGSQWATRGGKYPVNYTYAPFVTSIKGVELEGCVSEQNASAASACARRSTSSLDPVDGEEFVKLSQQQMTGLDWARRKHMFYSYCQDTRRYKVLPPECTAT
>NtoXTH27
MDYRVLSSLSKSLTPFSLLMLLYIFPAAETATATTAKAFNLSTITFEEGYSPLFSDFNIERSPDDTSFRLLLNRFSGSGVISTEYYNYGFFSASIKLPAIYTAGIVVAFYTSNVDTFEKNHDELDIEFLGNVNGQPWRFQTNLYGNGSVSRGREERYRMWFDPSNDFHHYSILWTPKNIIFYVDETPIREVNRNPAMGGDFPSKPMSLYATIWDASSWATNGGKAKVDYKHEPFATEFKDLVLEGCIVDPIEQISSTNCTDRIARLLSQNYSIMTPERRKSMKWFRERYMYYSYCYDNIRYPVPPPECVIVQSERDLFKDSGRLRQKMKFGGSHSHRKHRPGRSSRRRNRAAGGGSSKSGQAAAM
>NtoXTH28
MDFIRKKICLSVFLFFHVWFSTALNVSTIPFSDGFSHLFGEGNILHATDDKSLQLHLNQRTGSGFKSSDLYNHGFFSAKIKLPSDYTAGIVVAFYTTNGDLFTQTHDELDFEFLGNIRGKAWRFQTNMYGNGSTSRGREERYYLWFDPSKEFHRYSILWTNKNIIFYIDDVPIREIVRNDAMGGDYPSKPMGLYATIWDASDWATSGGKYKTNYKYAPFIAEFTDLVLNGCAMDPLEQVVNNPSCDEKDDELQKADVSRITPRQRMAMKRFRSKYMYYSYCYDSLRYSVPPPECEIDPIEQQHFKETGRLKFNKHHHRHPKRTKSQVLDARNYGNQDEE
>NtoXTH29
MVNYHIVTFIFFSVIELVYGSSRNLPILAFDEGYSHLFGDDNLMILKDGKSAHISLDERTGAGFVSQDLYLHGFFSASIKLPADYTAGVVVAFYMSNVDMFEKNHDEIDFEFLGNIRGKDWRIQTNIYGNGSTSVGREERYGLWFDPSEDFHHYSILWTENFIIFYVDNVPIREIKRTEAMGGDFPSKPMSLYATIWDGSGWATNGGKYKVNYKYAPYIAKFSDFVLHGCAVDPIELSSKCDTAPKTASIPTGITPDQRRKMEKFRKKQMQYSYCYDKTRYKVPPPECVIDPKEAERLRAFDPVTFGGSRHHHGKQHRRSRSRAEGDISFL
>NtoXTH30
MVNFRLEIFILCSFLVLVCGSSKQLQTLPFDEGYSQLFGHDNLMVLEDGKSVHLSLDERTGAGFVSQDLYLHGYFSASIKLPADYTAGVVVAFYMSNGDMFEKNHDEIDFEFLGNIRAKKWRIQTNIYGNGSTNVGREERYGLWFDPSEDFHQYSILWTESQIIFYVDNIPIREIKRTKAMGGDFPSKPMSLYATIWDGSSWATNGGKYKVNYKYAPYVAKFSDFILHGCAVDPIELSPKCDTTPNSASIPTSISPDQRRKMESFRKKYLQYSYCYDRTRYNVPLSECVIDPKEADRLRGFDPVTFGGVQRHHSKRHHQRQSRREDTSSE
