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>NsyXTH1
MNNFSTLVFFVTAFIYLFHISLASIVSTGDFNKDFPVITWSPNHVNTSADGHTRSLIFDKESGSGIASNDTYLFGQFDMKIKLIPGNSAGTVVAFYLTSYQPNRDEVDFEFLGNVPGKPYTLQTNVYVDGLDDREQRINLWFDPTQDFHTYSILWNLHQIVFMVDRVPIRTYRNHADKGAKYPRWQPMGLQLSIWNGETWATDGGKTKIDWSKAPFIASLGDYTIDACVWKGNARFCRGESENNWWNKEKFSTLTWTQRRLFKWVRKYHLTYDYCMDNQRFQNNLPIECSLPKY
>NsyXTH2
MANLLLIAVLIAIYCSLSQAEVKGSFDDNFSKSCPESHFKTSEDGQIWYLSLDHKAGCGFMTRQKYRFGWFSMKLKLVGGDSAGVVTAYYMCTEDGAGPTRDEVDFEFLGNRTGEPYLIQTNVYKNGTGGREMRHVLWFDPTEDFHSYSLLWNSHQLVFFVDEVPIRVYKNTNYTNNFFPNEKPMYLFSSIWNADDWATRGGLEKTDWKNAPFVSTYKDFSVDGCQWEDPFPSCVSTTTENWWDQYNSWHLSSDQKLDYAWVQRNLVIYDYCQDTERYPEKPEECWLSPWD
[bookmark: _Toc471327852]>NsyXTH3
MEKMASSIPKILLIIALITVLFSLTQAEVQGSFDDNFSKSCPETHFKTSEDGQIWYLSLDKKAGCGFMTKQKYRFGWFSMKLKLVGGDSAGVVTAYYMCTEDGAGPTRDELDFEFLGNRTGEPYTIQTNVYKNGTGNREMRHILWFDPTEDFHTYSILWNTHQIVFFVDRVPIRVYKNANYTNNFFPNEKPMYLFSSIWNADDWATRGGLEKTNWKNQPFVSSYKDFSVDGCQWKDPFPACVSTTTKNWWDQYNSWHLSSDQKMDYAWVQRNLVTYDYCQDTERFPKKPEECWLNPWE
>NsyXTH4
MERNASSMADLFFTAALMAALFSSSHAELIKGAFENNFSKSCPGTHFKTSQDGQIWYLTLDQISDCGFITKQSYRFGWFSTKLKLVGGDSAGVVTAFYMCSEVEAGPLRDEIDFEFLGNRTGQPYLIQTNVYNNGSGGREMRHLLWFDPTQDFHTYSILWNSHQIVFFVDKVPIRVYKNANHTNNFFPAERPMYVFSSIWNADNWATRGGLDKINWTSAPFIASYKDFILDACQWKDPFPACVSTTIQHWWDQYNAWHLSSKQKIDYAWVQRNFVVYDYCQDSVRNRYKPQECWLSALD
[bookmark: _Toc471327845]>NsyXTH5
MISSSSLYYSPVIVILLYALTFSFSVSARPATFLQDFKVAWADSHIKQIDGGKAIQLILDQNSGCGFASKSKYLFGRVSMKIKLVPGDSAGTVTAFYMNSDTDNVRDELDFEFLGNRSGQPYTVQTNVYVHGKGDKEQRINLWFDPSADFHTYTILWNHHHTVFYVDAVPIRVYKNNEAKGIPFPKFQPMGVYSTLWEADDWATRGGLEKINWSKSPFYAYYKDFDIEGCAMPGPANCASNPRNWWEGANYQQLSAVEARQYRWVRTNHMIYDYCTDKSRNPVPPPECVAGI
[bookmark: _Toc471327846]>NsyXTH6
MGKLTSLKYSAAILILLYALTFSFSVSARPATFLQDFKVSWAYSHIKQIDGGRAIQLILDQNSGCGFASKSKYLFGRVSMKIKLVPGDSAGTVTAFYMNSDTDNVRDELDFEFLGNRSGQPYTVQTNVYVHGKGDKEQRVNLWFDPSADFHTYTILWNHHHAVFYVDAVPIRVYKNNEAKGIPFPKFQPMGVYSTLWEADDWATRGGLEKINWSKSPFYAYYKDFDIEGCAMPGPANCASNPRNWWEGANYQQLSAVEARQYRWVRMNHMIYDYCTDKSRNPVTPPECVAGI
[bookmark: _Toc471327847]>NsyXTH7
MVSFPMEFKWVFLGISLMLVGLVSSSRFEELYQPSWATDHLTNEGEILRMKLDNLSGAGFSSKNKYMFGKVTVQIKLVEGDSAGTVTAFYMSSEGPTHNEFDFEFLGNTTGEPYSVQTNVYVNGVGNREQRLNLWFDPSNEFHSYSILWNQHRVVFLVDETPVRVHSNLEHKGIPFPKDQAMGVYSSIWNADDWATQGGRVKTDWSHAPFIASYRGFEIDGCECPATVAAAENSKRCSSSAEKRYWWDEPTMSELSLHQSHQLIWVRANHMVYDYCTDTARFPVAPVECQHHQHKTRN
[bookmark: _Toc471327862]>NsyXTH8
MSTSILSTWWRCLWVSTAHLSFDRFIQIAWQRVGVNFTEVFESSWSPDHITVVGDQVMLTLDNASGCGFQSKNKYMFGKASAQIKLVDGDSAGTVIAFYMSSEGANHDELDFEFLGNVSGEPYLVQTNVYANGTGDREQRHSLWFDPTADFHTYSFFWNHHTIIFSVDDIPIRVFKNTEKKGVAYPKNQGMGVYGSLWNADDWATQGGRVKTNWSHSPFVATFRAFEIDACDLSGEDTVAAGAKCGKLAQCWWDKPAMRELNKSKKRQFKMVQSKHLVYDYCKDTARFTQMPKECLD
[bookmark: _Toc471327844]>NsyXTH9
MGMNMLLVCVLFVVGAMAAAPKKPMDVPFGRNYENTWAPDHVKYFNGGSEIQLFLDNRTGTGFQSKGSYLFGHFAMHIKMVAGDSAGTVTAFYLSSQNNEHDEIDFEFLGNKTGEPYVVQTNIYTGGKGDKEQRIYLWFDPTKDYHTYSVLWNLHQIVFFVDEYPIRTFKNSKDLGVKFPFDQPMKIYSSLWEADDWATRGGLEKIDWSNAPFVASYKGFHIDGCEASVNAKLCANQGKKWWDQKEFQDLDKQQWRLLRRVRDKYTIYNYCTDKKRFATLPKECRRNRDVPRKSSKKSP
[bookmark: _Toc471327840]>NsyXTH10
MGVKGLLFSIVLINLSLLGLCGYPRKPVDVPFWKNYEPSWASHHIKYLSGGSTVDLVLDRSSGAGFQSKKSYLFGHFSMKLKLVGGDSAGVVTAFYLSSNNAEHDEIDFEFLGNRTGQPYILQTNVFTGGKGDREQRIYLWFDPTKGYHSYSVLWNTFQIVIFVDDVPIRAFKNSKDLGVKFPFNQPMKIYSSLWDADDWATRGGLEKTDWSNAPFTASYTSFHVDGCEAATPQEVQVCNTKGMRWWDQKAFQDLDALQYRRLRWVRQKYTIYNYCTDRKRYPTLPPECTKDRDI
[bookmark: _Toc471327835]>NsyXTH11
MSPRFSFKMLILPIVMASLWAAASAGNFYNLADITWGEGRGKITEGGRGLSLSLDKLSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGAGHDEIDFEFLGNVSGQPYTVHTNVYSQGKGNKEQQFHLWFDPTAAFHTYSIIWNAQKIIFLVDNSPIRVYNNHESNGIPFPKIQPMKVYCSLWNADEWATQGGRVKTDWTHVPFTAYYRNFNIDGCAVTSGTSSCKSTDSANNARPWQNQELDAKGRNRLRWVQSRHMVYNYCADSKRFPQGFSHECKRSRFL
>NsyXTH12
MASHFLLISILMGSLVVASANFNNLAEITWGEGRGKITEGGKGLSLSLDKLSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGKGHDEIDFEFLGNTTGEPYTVHTNVYSQGKGNKEQQFHLWFDPTAAFHTYTIVWNANRILFLVDNIPIRVYNNHESNGIPFPKSQPMKVYCSLWNADEWATQGGRVKTDWTHAPFTAYYRNFKIDGCAVTSGASSCKSTDSAGNAKAWQNHELDAKGRNRVRWVQSRHMVYNYCADKKRFPQGYSHECKSSRF
[bookmark: _Toc471327836]>NsyXTH13
MASKFSSVMLLLCIIMSIQLLAASAGNFYRDAVITWGEGRGKIQEGGRGLALTLDKLSGSGFQSKNEYLFGRFDMQLKLVPGNSAGTVTTFFLSSQGEGHDEIDFEFLGNVSGQPYTVHTNVYTQGKGNKEQQFHLWFDPTAAFHTYTIVWNPHRIVFLVDNSPIRVYNNHESIGIPFPKSQAMRVYCSLWNADEWATQGGRVKTDWTLAPFTAYYRNINIDGCAVLSGTSSCKSSNSANNAKPWQTHELDGKGRNRLRWVQSRHMVYNYCADSKRFPQGFSAECKSSRF
[bookmark: _Toc471327854]>NsyXTH14
MGSRIFLILALVFSSCMVSYGGNFFQEFDFTWGGNRAKIFNGGQLMSLSLDKVSGSGFQSKKEYLFGRIDMQIKLVAGNSAGTVTTYYLSSQGPTHDEIDFEFLGNVTGEPYILHTNIYAQGKGNKEQQFYLWFDPTKNFHTYSIIWKPQHIIFLVDNTPIRVYKNAESIGVPFPKNQPMRIYSSLWNADDWATRGGLVKTDWSKAPFTAYYRNFNSQTFSSSQFSNEKWQNQELDANGRRRLRWVQRNFMIYNYCTDFKRFPQGFPPECKRF
[bookmark: _Toc471327841]>NsyXTH15
MTSLSSFNIKLSLLVVIFISCLVVEYSASDLNQDFGITWGNDRGKILNNGELLTLTLDNTSGSGFESKKEYLFGKIDMQIKLVPGNSAGTVTAYYLSSQGSNHDEIDFEFLGNLSGEPYTVHTNVYTQGKGEREQQFHLWFDPTADFHTYSVLWNPQTIVFSVDNVPIREFKNLEDKGVAFPKSQPMKLYSSLWDADEWATRGGLIKTDWSNAPFSASYRNFNAHTCTNNSNSSCSILAAKLDPVSQERLRWVQQKFMIYNYCTDTKRFPQGFPLECSTT
[bookmark: _Toc471327839]>NsyXTH16
MMKTSISCIISFLFLSFLLVVMAALAGDFNQEFDVTWGDGRVKILENGQLLTLSLDKTSGSGFRSKRQYMFGKIDMKIKLVPGNSAGTVTTYYLSSLGPTHDEIDFEFLGNLSGDPYILHTNVFTQGKGDREQQFYLWFDPTKDFHTYSILWNPRSIIFSVDGTPIRQFKNLETSMGIPYPKNQPMWIYSSLWDAEDWATRGGLVKTDWSQAPFVASYRNFNAQACVWSSGSTSSCSRNSTANSWITESLDNSGQARIKWVQKNYMVYNYCTDIKRFPQGFPLECSLN
[bookmark: _Toc471327855]>NsyXTH17
MMKSFLFQMMFLVVAFAGNFNQNFDITWGDGRAKILENGQLLTLSLDKTSGSGFRSKNQYLFGKIDLKIKLVPGNSAGTVTTYYLSSIGSSHDEIDFEFLGNLSGDPYILHTNVFTQGKGNREQQFYLCFSVDGTPIRQFKNLEASGIPYPKNQPMWIYSSLWNADDWATRGGLVKTDWSKAPFIASYRNYNAQACVWSSTSSSSCSPNNSTENSWLSESLDNTGQSKIKWVQNNYMIYNYCTDTKRFPQGFPPECSLN
[bookmark: _Toc471327853]>NsyXTH18
MMKSFLFQMMFLVVAFAGNFNQNFDITWGDGRAKILENGQLLTLSLDKTSGSGFRSKNQYLFGKIDLKIKLVPGNSAGTVTTYYLSSIGSSHDEIDFEFLGNLSGDPYILHTNVFTQGKGNREQQFYLWFDPTKYFHTYSILWNPQSIIFSVDGTPIRQFKNLEASGIPYPKNQPMWIYSSLWNADDWATRGGLVKTDWSKAPFIASYRNYNAQACVWSSTSSSSCSPNNSTENSWLSESLDNTGQSKIKWVQNNYMIYNYCTDTKRFPQGFPPECSLN
[bookmark: _Toc471327828]>NsyXTH19
MASLLAQYLVFLALCSLQYHSLAYNNFNQDFDVTWGDGRAKVLNNGKLLTLSLDKASGSGIQSKREYLFGRIDMQLKLVRGNSAGTVTTYYLSSQGATHDEIDFEFLGNLSGDPYIIHTNVYTQGKGDKEQQFYLWFDPTAGFHTYSILWNPQTIIFYVDGTPIRAFKNMKSRGIPYPNKQPMRVYASLWNADDWATRGGLIKTDWSNAPFIASFRNFKANACVWEFGKSSCNSSTNPWFFQELDSTSQAKLQWVQKNYMVYNYCTDIKRFPQGFPLECNFNSTTS
[bookmark: _Toc471327842]>NsyXTH20
MSSFTSKLVLALIVSAFAVAIAGTFDDNFEITWGEGRAKMLNNGELLTLSLDKISGSGFQSKNEYLFGKIDMQLKLVPGNSAGTVTAYYLSSQGPTHDEIDFEFLGNLSGDPYTLHTNVFSQGKGNREQQFHLWFDPTADFHTYSILWNPQRIIFYVDGTPIREYKNSESIGVSYPKNQPMRIYSSLWNADDWATRGGLIKTDWSKAPFSASYRNFKSATSTSAANSNSWLNEELDNTSQERLKWVQKNYMVYNYCNDSKRFPQGFPADCAM
[bookmark: _Toc471327843]>NsyXTH21
MSSFSSKLVLALIVSAFAVAIAGTFDDNFEITWGEGRAKMLNNGELLTLSLDKISGSGFQSKNEYLFGKIDMQLKLVPGNSAGTVTAYYLSSQGPTHDEIDFEFLGNLSGDPYTLHTNVFSQGKGNREQQFHLWFDPTADFHTYSILWNPQRIIFYVDGTPIREYKNSESIGVSYPKNQPMRIYSSLWNADDWATRGGLIKTDWSKAPFSASYRNFKSATSTSAANSNSWLNEELDNTSQERLKWVQKNYMVYNYCNDSKRFPQGFPADCAI
[bookmark: _Toc471327856]>NsyXTH22
MQIKLVPGNSAGTVTTFYLSSQGNKHDEIDFEFLGNSTGNPYTLHTNIFSLGQGNREQQFFLWFDPTADYHTYSILWNPKCIIFYVDGTPIREYKNAEKIGVPFPKYQPMRLYSSLWNADDWATQGGRIKTNWKLAPFIASYKKFTYDACIYSRLTSSSSCNINSPPFGNDSWLTHELDRRSRAKMKILQKKHMIYDYCNDKWRFPKGPAPECKLQ
[bookmark: _Toc471327848]>NsyXTH23
MAKFIAFNSLVLIIATIAFHCAIVNGKISSSMYVNWGAHHCQMLGDDLQLVLDKSAGSGAQSKRTFLFGSFEMLIKLVPNNSAGTVTTYYLSSTGTKHDEIDFEFLGNVSGQPYILHTNIYTQGVGNREQQFYPWFDPTADFHNYTIHWNPNAVVWYVDGIPIRVFRNYQFKGIPYPNQQGMRIYSSLWNADEWATRGGRDKIDWTNAPFIATYRKFRPRACYWNGPLSIVQCAIPTKSNWWNSPLYSKLSAPKVDQMNSIRSKYMIYDYCKDTTRFKGVMPIECSLPQY
[bookmark: _Toc471327849]>NsyXTH24
MFKIMASSRLLSLSNLFILAIAFHLVSVNGMFSDNMYINWGAHHSWMQGNDLQLVLDQSAGSGVQSKGAFLFGSIEMQIKLVPGNSAGTVTAYYLSSTGDKHDEIDFEFLGNVSGQPYIIHTNIFTQGAGGREQQFYPWFDPTADYHNYTIHWNPSAVVWYVDGIPIRVYKNYQSQGILYPNAQGMKVYSSLWNADNWATRGGLDKIDWTNAPFIAKYRNFAPRACPWYGPGSIRQCAAPTPNNWYTSYEYSQLSYAKQGQMNWVRNNYMIYDYCKDKTRFNGQIPGECFKPQI
[bookmark: _Toc471327834]>NsyXTH25
MRSSLHLVCLFAFLLVLGAFASGAKDLPFNVNYHILFGNEHVVSFNRGRELQISMDKTSGSGFGSKANYGSGFFHMRIKLPDRDSAGVVTAFYLRSNTNNDHDEVDFEFLGNREGKPYTLQTNIFANGQGNREQRMHLWFDPTADFHNYKILWNQHQIVFFVDNIPFRVFKNKANIGVNYPSKPMQILATIWDGDNWATDGGLTKTNWSFAPFKAHFQDFDIIGCPISSINTNCNSPNFWWNQKKYWKLSSKQRKKYEEVKAKYMTYDYCVDKSRFSTPPPECFS
[bookmark: _Toc471327861]>NsyXTH26
MAYFLMNIVTSLILLFIVGLSNADISFNNSYEPTWGENHLSIINQGTEVTLLLDNSSGAGFKSKFLYESGLFVIRMKLPDKKTGGVITSLYLTSQVDGSPPGTHDEIDFEFLGTQGKLQTNVFANDWGFREQIFQLPFDPSQDFHTYQILYNPFQIVFFIDDIPVREFMNLKVKANVNYPTSPMQIEASVWYSNSSGWAGDIDWSLAPFIAHYQHFKISGCFPQPGNDCSSPVNQPWNRFKVLSPLQRQKMANFRKQYMTYDYCVPGFVQFPECSYNNS
[bookmark: _Toc471327850]>NsyXTH27
MFHFPSGLLITLFLIATQYASNVNADEIPFNQTYYQIWGGNHLTISNEGKEVQLFIDQYSGAGFSSKQNFGSGDFRIKLKLPKKNSKGVITTFYLMSKEVDEPARPKHDEVDFEFFGGDGKYTLNTNIFANDEGHREQQFNLWFDPAADFHTYGILWNQYQIVFFVDDIPIRVFKNNTNHGVNYPSNKMHIEATIWNATAWVGEVDWSQGPFTAYFREFSINGCQYQQSNPQYCYRNSYYWNRINYWKLSPKQQQLYEVVREKQMTYDYCLRNAKDFPEC
[bookmark: _Toc471327838]>NsyXTH28
MAIFFLHFLLLLIVVPSTNAGYWPPSPGYYPSSKFRSMSFYQGFRNLWGPNHQNVDNNGINIWLDRNSGSGFKSIKPFRSGYFGASIKLQPGYTAGVITAFYLSNNEAHPGYHDEVDIEFLGTTFGKPYTLQTNVYIRGSGDGKIVGREMKFHLWFDPTKEFHHYAILWSPREIIFLVDDVPIRRYARKSIATFPLRPMWLYGSIWDASSWATEDGKYKADYRYQPFYGKFTNFKASGCTAYSSRWCHPVSASPSRSGGLTRQQRQAMNWVHSHYLAYDYCRDSKRDHSLTPECWR
[bookmark: _Toc471327837]>NsyXTH29
MALFLLSLLLLFLFNSSNAQGPPSPGYYPSSKVQSLGFSQCFRNLWGPQHQSLDQSALTIWLDKTTGGSGFKSLKNYRSGYFGTSVKLQPGYTAGIITSFYLSNNQDYPGNHDEIDIEFLGTTPNKPYTLQTNVYIRGSGDGNIIGREMKFHLWFDPTQAYHNYAILWNPNEIIFFVDDVPIRRYPRKNDATFPQRPMYVYGSIWDASSWATEEGRIKADYRYQPFIGKYNNFKIAGCTANENPWCGRSPSSSSSRAGGLSRQQMAAMLWVQRNYKVYDYCRDPRRDHTHTPEC
[bookmark: _Toc471327831]>NsyXTH30
MDFFHHNKTFLLSQFFIFCMIVVVSCRGPVYKPPEVEKLTDHFSRLSVNQGYNVFFGGANVRMTNNGSSADLILDKSSGSGLISKEKYYYGFFNAALKLPAHFTSGVVIAFYMSNSDVFPHNHDEIDFELLGHDKRRDWVLQTNLYGNGSVHTGREEKFYLWFDPTLDFHDYTILWNNHHIVFLVDNVPIREVVHNTAISSVYPSKPMSVIATIWDGSEWATHGGKYPVNYQYAPFVTSMKEVELEGCVRQQNTSATSTCFRRSTSSLDPVDGEEFMKLSQQQMTGLDWVRRKHMFYSYCQDTNRYKVLPPECTSN
[bookmark: _Toc471327827]>NsyXTH31
MEFFHQHNTLLLSEFLIFCMISVASSLGPIYTPPEVEQLTDRFSRLSVNQGYNMFFGGVNVRLTNNGSSADLILDKSSGSGLVSRDKYYYGFFNAALKLPANFTSGVVVAFYLSNQNIFPHDHDELDFELLGYDKRRDWVLQTNNYGNGSVSTGREGKFYLWFDPTQDFHDYTILWNNHHILFLVDNVPVREVVHNTAISSVYPSKPMSIYVTIWDGSQWATRGGKYPVNYTYAPFVTSIKGVELEGCVSEQNGSAATACARRSTSSLDPVDGEEFVKLSQQQMMGLDWARRKHMFYSYCQDTRRYKVLPPECTAT
[bookmark: _Toc471327832]>NsyXTH32
MDYRVLSSLSKSLTPFSLLLLLYIFPAAAATTRAFNLSTITYEEGYSPLFSDFNIERSPDDTSFRLLLNRFSGSGVISTEYYNYGFFSASIKLPAIYTAGIVVAFYTSNVDTFEKNHDELDIEFLGNVNGQPWRFQTNLYGNGSVSRGREERYRMWFDPSKDFHHYSILWTPKNIIFYIDETPIREVNRNPAMGGDFPSKPMSLYATIWDASSWATNGGKAKVDYKHEPFAAEFKDLVLEGCIVDPIEQISSTNCTDRIAKLLAQNYSIMTPERRKSMKWFRERYMYYSYCYDNIRYPVPPPECVIVQSERDLFKDSGRLRQKMKFGGSHSHRKHRPGRSSRRRNRAAAGASSKSGQAAAM
[bookmark: _Toc471327857]>NsyXTH33
MDFIRKKICLSVFLFFHVCFITADAALNVSTIPFSDGFSHLFGEGNILHATDDKSLQLHLNQRTGSGFKSSDLYTHGFFSAKIKLPSDYTAGIVVAFYTTNGDLFTKTHDELDFEFLGNIRGKAWRFQTNMYGNGSTSRGREERYYLWFDPSKEFHRYSILWTIKNIIFYIDDVPIREIVRNDAMGGDYPSKPMGLYATIWDASDWATSGGKYKTNYKYAPFIAEFTDLVLNGCAMDPLEQVVNNPSCDEKDDELQKADFSRITPRQRMAMKRFRSKYMYYSYCYDSLRYSVPPPECEIDHVEQQHFKETGRLKFNKHGHHRHAKRTRSQVLDARNHGNQDEE
[bookmark: _Toc471327830]>NsyXTH34
MVNYHLVIFIFFSVVELVYGSSRNLPILAFDEGYSHLFGDNNLMILKDGKSAHISLDERTGAGFVSQDLYLHGFFSASIKLPADYTAGVVVAFYMSNVDMFEKNHDEIDFEFLGNIRGKDWRIQTNIYGNGSTSFGREERYGLWFDPSEDFHHYSILWTENFIIFYVDNVPIREIKRTEAMGGDFPSKPMSLYATIWDGSGWATNGGKYKVNYKYAPYIAKFSDFVLHGCAVDPIELSSKCDTAPKTSSIPTGITPDQRRKMENFRKKQMQYSYCYDKTRYKVPPTECVIDPKEAERLRVFDPVTFGGSRHHHGKRHSRSRSRAEGDVSFL
[bookmark: _Toc471327858]>NsyXTH35
MVNFHLGIFILCSFLVLVSGTSKKLQTLPFDEVYSQLFGHDNLMVLEDGKSVHISLDERTGAGFVSQDLYLHGYFSASIKLPADYTAGVVVAFYMSNGDMFEKSHDEIDFEFLGNIRAKNWRIQTNIYGNGSTNVGREERYGLWFDPSEVFHQYSILWTESQIIMQGISLFFPFFGSGQAVAELGC
[bookmark: _Toc471327859]>NsyXTH36
MQISLFLSYHFSPINMYISGSSKKLQTLPFDEGYSQLFGHDNLMVLEDGKSVHISLDERTGAGFVSQDLYLHGYFSASIKLPADYTAGVVVAFYMSNGDMFEKSHDEIDFEFLGNIRAKNWRIQTNIYGNGSTNVGREERYGLWFDPSEDFHQYTILWTESQIIFYVDNIPIREIKRTKAMGGDFPSKPMSLYATIWDGSSWATNGGKYKVNYKYAPYVAKFSDFVLHGCAVDPIELSPKCDTAPKSAFVPTGISPDQRRKMESFRKKYLQYSYCYDRTRYNVPLSECVIDPKEADRLQGFDPVTFGGVQRHHSKRRRQRQSRREDASSE
[bookmark: _Toc471327863]>NsyXTH37
MGGDFPSKPMSLYATIWDGSSWATNGGKYKVNYKYSPYVAKFSDFVLHGCAVDPIELSPKCDTAPKSAFIPTSISPDQRRKMESFRKKYLQYSYCYDRTRYNVPLSECVIDPKEADHLQGFDPVTFGGFQRHHSKRRHQRQSRREDTSSEYKEGY
