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MARRASRPVAAVVVVLVVVASACCWQAAADVADAQGARGPGRESDGDRAKKRIAVLGAGY
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61 AGLSAACELSRLGHEVVVLEKNDYVGGRAHQFEVEADNGQTFKFDAGPSWYWMPEVFDRF
61 AGLSAACELSRLGHEVVVLEKNDYVGGRAHQFEVEADNGQTFKFDAGPSWYWMPEVFDRF

121 FARYGRTVQEFYQLERLDPAYRIIRNDHNGEGTVDVPGASSEAFMSWARQMNGDARLVDR
121 FARYGRTVQEFYQLERLDPAYRIIRNDHNGEGTVDVPGASSEAFMSWARQMNGDARLVDR

181 LMDEAKAKYEEGVFKWIWHPMVSWWEMIDLNLVRAALQYDMFNSFVAHLQKYISSDTLLM
181 LMDEAKAKYEEGVFKWIWHPMVSWWEMIDLSLVRAALQYDMFNSFVAHLQKYISSDTLLM

Supplementary Figure S7: Alignment of CrtY1 and CrtlY2 amino acids within
CrtKH105_CrtIBY1 and CrtKH105_CrtIBY2 with those of other eukaryotes.
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241 ILKWPVIFLGASPNGAPALYSMMTYGGHALGTFYPTGGLARPVVAIAELAKDLGVDIQLD
241 ILKWPVIFLGASPNGAPALYSMMTYGGHALGTYYPTGGLARPVVAIAELAKDLGVDIQLD

301 AEVTSFRFDETGRGVQAVCTRNDRCEAVDGVVAAADYHHVEQTLLPPELRRYEQGFWDAQ
301 AEVTSFRFDETGRGVQAVCTRNDRCEAVDGVVAAADYHHVEQTLLPPDLRRYEQGFWDAQ

361 VMSPSCVLFYLGFDHRIQGLTHHTFFFDRDLDAHLHAAFDTHTWAEEPVFYVSATSKTDP
361 VMSPSCVLFYLGFDHRIQGLTHHTFFFDRDLDAHLHAAFDTHTWAEEPVFYVSATSKTDP

421 SVVTGQGEALFVLVPISYQLNGTDNAARREQILHTVLTRMEENLKQPLREWLVYQKSYGT
421 SVVSGQGEALFVLVPISYQLNGTDNAARREHILHTVLTRMEENLKQPLREWLVYQKSYGT
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481 TDFERDFHSFRGNAFGHANTLSQSLVLKPSMDSLLNNLVFAGHLTNPGPGVPPSIVSGTV
481 TDFERDFHSFRGNAFGHANTLSQSLVLKPSMDSLLNNLVFAGHLTNPGPGVPPSIVSGTV

541 SANLLHDKLQVTANHHLLGFTLLGALLGALFLGILTLSVFSTRFVSYVECIRLLYVHGRT
541 SANLLHDKLQVTANHHSLGFALLGALLGALFLGILALSVFSTRFVSYVECIRLLYVHGRT

601 YFAAATLMKPMAFLDTAAMYGLFRVADDYVDNVGDAGERQRNLDAFMADFWRCWESGRGD
601 YFAAATLMKPMAFLDTAAMYGLFRVADDYVDNVGDAGERQRNLDAFMADFWRCWESGRGD

661 YARHPTLPAIIESAHRRAYPRELFERFFRSMRMDAKRKVVCLTMDDTMEYMEGSAAVIGE
661 YARHPTLPAIIESAHRRAYPRELFERFFRSMRMDAKRKVVCLTMDDTMEYMEGSAAVIGE
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