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Supplementary Figure S3: Alignment of Crtl1 and Crtl2 amino acids within CrtKH105_CrtIBY1
and CrtKH105_CrtIBY2 with those of other eukaryotes.
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1179 LVLSISHPALFKMVPALVVTIMRFGFWACALMAGVHLPARGRVLFAAAVVAISCAPAALA
1179 LVLSISHPALFKMVPALVVTIMRFGFWACALMAGVHLPARGRVLFVAAVVAISCAPAALA

1239 PLLAGTVLVGTLGGWHTRDRDDTLPLYKNA
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