
SUPPLEMENATRY TABLES: 

Suppl. Table 1: Bins and library matched metabolites that distinguished adenoma patients from  healthy 

subjects. The bin value is the center of the bin region. Directionality is based on the loadings plot in the 

PLS-DA (ncreased means that the bin/ metabolite is increased (highly represented) in the adenoma 

group when compared to the healthy controls. 

Bin Metabolite VIP Direction Bin Metabolite VIP Direction 

0.62 Unknown 1.4 Increased 2.22 Cholate 1.0 Increased 

0.86 Caprate, Valerate 1.5 Increased 2.34 Glutamate 1.0 Increased 

0.90 Isovalerate 2.1 Increased 2.54 Unknown 1.6 Increased 

0.94 Leucine, Isoleucine 1.8 Decreased 2.90 Unknown 1.6 Increased 

0.98 Valine 1.3 Decreased 3.02 Lysine 1.2 Decreased 

1.02 Valine 1.4 Decreased 3.10 

Phenylalanine, 

Unknown 1.5 Increased 

1.06 Propionate 1.5 Increased 3.14 Unknown 1.6 Increased 

1.14 Lipids, fatty acids 1.7 Decreased 3.22 

Glucose, O-

Phosphocholine 3.5 Increased 

1.18 

Isopropanol, fatty 

acids 1.5 Decreased 3.26 

Phenylalanine, 

Unknown 2.3 Decreased 

1.30 Lactate, Threonine 1.0 Increased 3.54 Glycine, Glycerol 1.3 Decreased 

1.46 Alanine, Unknown 1.6 Increased 3.58 Valine, Threonine 1.2 Decreased 

1.54 Butyrate 1.8 Increased 3.62 Unknown 7.7 Decreased 

1.70 Leucine 1.1 Increased 3.66 Unknown, Isoleucine 5.8 Decreased 

1.74 Leucine 1.4 Increased 3.70 Unknown 3.7 Decreased 

1.78 Unknown 1.0 Increased 3.74 Lysine, Isoleucine 1.2 Decreased 

1.90 Acetate 3.4 Increased 3.78 Glycerol 1.3 Decreased 

2.14 Butyrate 1.9 Increased 3.82 Glucose 1.3 Decreased 

2.18 Propionate 1.5 Increased 4.02 Fatty acids 1.1 Decreased 



 

 

 

Suuppl. Table 2: Summary of metagenomic data for all analyzed samples: a) Cancers and matched 

Normals, b) Adenomas and Healthy subjects’ stool samples. 

a) 

 

b) 

 


