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Correction

Correction: Blair et al. Molecular Phylogenetic Relationships and
Unveiling Novel Genetic Diversity among Slow and Pygmy
Lorises, including Resurrection of Xanthonycticebus intermedius.
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Error in Figure

In the original publication [1], there was a mistake in Figure 1 as published. The map

did not include labels for the Paracel and Spratly Islands. The corrected Figure 1 appears
below. The authors state that the scientific conclusions are unaffected. This correction was
approved by the Academic Editor. The original publication has also been updated.
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Figure 1. Geographic coverage of the samples included in this study for which provenance is known.

Triangles represent pygmy loris samples, and circles represent slow loris samples. Colors represent

clades, as shown in Figure 2. Sample IDs correspond to details provided in Table 1 and Table S1.

Citation Correction

There was an error in one of the citations in the original publication [1]. One of the

referenced citations had the incorrect year stated.

A correction has been made to the References section:
19. Lydekker, R. On two lorises. Proc. Zool. Soc. Lond. 1904, 2, 345-346.
The authors state that the scientific conclusions are unaffected. This correction was

approved by the Academic Editor. The original publication has also been updated.
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