
 

Figure S1: Protein protein interaction analysis of Ox/phos gene sets obtained by A) KEGG and B) 

HALLMARK enrichment analysis. The top 10 hub nodes encoded by mitochondrial ETC genes created 

using protein–protein interaction (PPI) analysis in STRING 11.0 (score set to medium confidence > 0.4) 

and visualized using the Cytohubba application in Cytoscape software  

Table S1: Primer sequences for QRT-PCR amplification

 


