
Figure S1 Amino acid sequence and secondary structure alignment of subfamily A 

PP2C proteins in quinoa and Arabidopsis with 11 conserved motifs(A-K). The black 

arrowheads below the sequence indicate the active-site residues. The red circles below 

the sequence indicate the residues involved in the interaction with PYL1. The blue 

arrowhead indicates the conserved Gly residue. The green arrowhead indicates the 

conserved ABA-sensing tryptophan. The yellow arrowhead indicates the conserved 

Arg residue [Arg505 (R505) in AtHAB1] that mediates interactions between HAB1 

and the ABA box. 
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