LOC _0s09g24200
Promoter | Intron Ind. Jap.
Hap.
-617 1579 | Num. | GABA |Num.| GABA
Hapl G 0 — 46 | 158.80°
Hap2 A C 319 | 13535 | 175 | 128.36°
-log,4(P) Full 43 4.1
-log,y(P) Jap. 4.1 3.9
LOC_0s09g24250
Promoter Exon |Intron 3'UTR Ind. Jap.
~ ~ ~] ]|~
GEIS(2|12(2|2|8|9| 5 |2| 2| 2| & [vum|caBa |Num | GaBA
Hapl TIG|T|A|T|A|T|A|A] A |A|G|T|G| O — 36 | 169.012
Hap2 Cl|A|C|G|C|C|G|G|G C G|A|C|A|348 |13585] 174 | 128.37°
-log,o(P) Full |4.5|5.3]5.1]|5.1|4.2|4.1]4.1]43|4.5] 4.6 |59]63]6.5]|7.2
-log,o(P) Jap. |4.015.3|5.1|5.114.0(3.8|3.813.8]3.8|] 3.8 |5.7|5.7]6.2]6.2
LOC 0509224290
Promoter Intron Exon Ind. Jap.
Hap.
glzlz|z|zlels|zlels]a]=l2]e]ele
:E:gooNmm@[\[\,\.\m\oNum.GABANum.GABA
T T T D EGE BN Kl Kal Kl Eal Kl Kl Kl Kl Kl B2
Hapl A|T|CI|A|T|C|A|C|C|G|A|JA|T|T|G|T| 0 | — | 41 |l61.24
Hap2 CIC|T|G|C|T|G|T|T|A|G|G|C|C|A]|C]|357|13575] 178 | 128.37°
-log,o(P) Full |4.4|4.6|4.4|4.4|4.2|4.1|5.1|5.4]|4.7|4.5|6.0]6.1|5.0|4.9]4.8]4.3
-log,o(P) Jap. |4.014.314.2|3.813.8]3.7|4.7|14.7]4.0]|3.8|5.1]15.2]4.0|3.9|4.3]4.1
LOC_0s09g24320
Promoter Ind. Jap.
MR EAEBBEEE
Sl=l=l=|=|2|=|= |Num| GABA | Num. | GABA
Hapl T|T|G|T|C|G|T|T| O — 36 |169.012
Hap2 G|C|A|C|T|A|G|G]| 348 |13585| 174 | 128.37°
-log,o(P) Full | 5.6]5.3]6.0|4.2]|4.1]|6.4|4.6]4.2
-log,o(P) Jap. |4.813.714.0]|4.1/3.8]5.8]|4.1|4.1

Supplementary figure S1. Haplotype analysis of the other four candidate genes of

qTFC9-7.




