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Figure S1. NJ topology estimated by MEGA X using K2p genetic distances (scale bar) with 124 Mansonia
(Mansonia) spp. COI haplotype sequences, eight of which represent sequnces extracted from GenBank and
BOLD (asterisk). The tree 1s rooted on Ps. longipalpus sequence, which, like those of other outgroup members,
1s highlighted 1n red. Bootstrap values (1,000 repliocates) are shown above or to the left of the branches.



