Supplementary Table S1 The primers of DEGs validated by RT-qPCR analysis

Gene Accession Number Sequences
F-5¢-aggtcggtgtgaacggatttg-3'
Gapdh NM_008084.3 selcegigisancesatie
- R-5¢-tgtagaccatgtagttgaggtca -3'
F-5¢- accctttcact atcaca -3'
Acly NM_ 134037 8888
R-5°- gacagggatcaggatttccttg -3'
F-5°-ggaggtgotgatagccggtat-3'
Fasn NM_007988.3 sgasglsEiaaiageces
- R-5‘-tgggtaatccatagagcccag-3'
F-5¢-ttcttgcgatacactctggtgce-3'
Scdl NM _009127.4 88 £e8
- R-5‘-cgggattgaatgttcttgtcgt-3'
F-5¢- atgggctgtgatcggaactg-3'
Cd36 NM_ 001159556 gescigipaiepgaacie
R-5¢- gtctteccaataageatgtctee-3'
F-5¢- atgggcggaatggtctctttc -3'
Acaca NM 133360 gegcggadles
- R-5°- tggggaccttgtcttcatcat -3'
F-5¢- ataccccctgtgactatcetga-3'
Acotl NM 012006
- R-5°- caaacactcactacccaactgt-3'
F-5¢-cgactcgctatctccaagtga-3'
Gépe NM_008061.4 gacies &8
- R-5¢-gttgaaccagtctccgacca-3'
F-5¢-ctgcataacggtctggacttc-3'
Pckl NM 011044.3 g geleiss
- R-5¢-cagcaactgcccgtactee-3'
F-5¢- ttccctgatggacgcetcttta-3'
Cypdalo NM_010011.3 gaigeace
- R-5¢- gcaaacctggaagggtcaaac-3'
F-5¢-tttagccctacaaggtacttgga-3'
Cyp4ald NM _007822.2 g gelacties
R-5¢-gcagccactgccttcgtaa-3'
F-5¢-gctgaaagatgagtctgtctgg-3'
Cyp2d9 NM_010006.2 grlgaaagaigagieigicies
R-5°-tggtctcgtaccacagcaca-3'
F-5°-cgtgacattaagggatgttgct-3'
Zfp9 NM_011763.2 gleacatlaaggealete
R-5°-ccacacgataacccacagaga-3'
. F-5¢-gtgtccaccaactcacagatg-3'
Plin4 NM 001372234.1
- R-5¢-ggaccattccttttgcagcat-3'
F-5‘-gtgcatacctagccaaatcact-3'
Sicolal NM 013797.5

R-5¢-ccaggcccataaccacacatc-3'
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F-5‘-gggccgagtatctttgtgtgg -3'
R-5‘-tcagggaagtccaatagagaagg-3'

F-5¢- tggggccaacagtgtctatga -3'
R-5°- gcattgagcacatctgacctt-3'

F-5°- tgggcaggattcacttccata-3'
R-5°- gaggagtaccgcgtcaattca -3'

F-5¢- aaagccgcctegattctaage-3'

R-5¢- actacatcccgtggtacaacc-3'

F-5¢- tctegcetcccatcagtaatcett -3'
R-5¢- tggttccacactctctecttg-3'

F-5¢- acttggaagttaggccctge-3'
R-5°- tgtgaaggacactttgtcgatg-3'

F-5¢- tcctgacgtttggaacgge-3'

R-5¢- cteecteaatccccacagac-3'

F-5¢- gggattgctgtggtagtgage-3'
R-5°- ggtatggaatcaacccgttgtc-3'

F-5¢- tgaaagagctaggagtaggactg-3'
R-5°- cteteggttttgaccgtgatg-3'

F-5°- atggctgagtatctgaggctg-3'
R-5°- ggtccaaactagctttctggag -3'

F-5¢-gtcgtgcatctctcacagaag -3'
R-5¢-tgagggcagttggttttatcttt -3'

F-5‘-gaccttgtgtcctccgcettat -3'
R-5°- caaccgcaatttgtggctc-3'

F-5°- tgtgtagtatggacctacctgag-3'
R-5°- accgatagacatccgatgaagat -3'

F-5¢- aagcgggaacagattcaagaag-3'

R-5¢- acgaaattcaactagaccccca-3'

F-5¢- cagcagtcagtgtgcttacaa -3'
R-5¢- atggctcttttatcggcctca-3'

F-5¢- atgctgtgctatgtgacgagg -3'
R-5¢- tcgatgatccctagacgectg -3'



F-5°- cccggacttcatcgecaag -3'
Sortl NM_001271599.1 g8 & 8

R-5¢- aggacgagaataaccccagtg-3'

F-5°- atgcgaaacacggttttcctg -3'
Lipg NM 010720.3 g8 g8 g

R-5¢- gtagctggtactccagtggg -3'




