Supplementary Table S1. Comparison of the basic information of chloroplast

genomes
Species T. chinensis T. delavayi T. thibetensis  P. rigidula  Viscum minimum  Epifagus virginiana  Nicotiana tabacum
Family Loranthaceae  Loranthacecae Loranthaceae Santalaceae Viscaceae Orobanchaceae Solanaceae
Accesion No. 0Q509064 MH161426 MH161427  0Q509063 KJ512176 M81884 700044
Genome
121,363 119,941 122,286 138,492 131,016 70,028 155,844
size(bp)
LSC
70,358 70,281 70,018 79,584 75,814 19,799 86,684
length(bp)
SSC
6,077 5,942 6,120 10,652 9,014 4,759 18,482
length(bp)
IRa length(bp) 22,464 21,859 23,074 24,128 23,094 22,735 25,339
IRb
22,464 21,859 23,074 24,128 23,094 22,735 25,339
length(bp)
GC
37.3 37.1 37.2 37.9 36.2 37.5 37.8
content(%)
Number of
108 108 112 115 104 53 151
genes
Number of
protein-coding 67 68 67 71 66 10 112
genes
Number of
33 30 34 36 29 17 30
tRNAs
Number of
8 8 8 8 8 8 8

rRNAs




Supplementary Table S2. Comparison of the gene composition in chloroplast
genomes

Genes T. chinensis  T. delavayi  T. thibetensis  P. rigidula  Viscum minimum  Epifagus virginiana  Nicotiana tabacum
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Supplementary Table S4. Types and amounts of SSRs in the chloroplast genomes of
Phacellaria species

SSR type Repeat unit P. rigidula P. compressa P. glomerata
A/T 31 28 30
Mono
C/G 1 1 1
AG/CT 2 2 2
Di
AT/AT 2 4 4
AAT/ATT 2 2 2
Tri
AAC/GTT - 1
AAAT/ATTT - 1 2
Tetra AATC/ATTG 2 - -
ACAG/CTGT 1 1 1
Penta ACTAT/AGTAT 1 - -

Hexa AATGAT/ATCATT 1 - -
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Supplementary Figure S1. Phylogenetic tree constructed using Maximum Likelihood
(ML) method based on common protein-coding genes of Taxillus and Scurrula species.
Numbers at nodes are values for bootstrap support.
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Supplementary Figure S2. Phylogenetic tree constructed using ML method based on
matK genes of Taxillus and Scurrula species. Numbers at nodes are values for bootstrap
support.
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Supplementary Figure S3. Phylogenetic tree constructed using ML method based on

rbeL genes of Taxillus and Scurrula species. Numbers at nodes are values for bootstrap
support.



