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Figure S1. The total RNA from EV, EV ProteinaseK/Rnase A/T1 and astrocyte cells of another hu-
man adult astrocyte (Cell applications Inc.-882A-05) were isolated. The RT-qPCR was done using
Brilliant III SYBR green. The Ct values are normalized using amount of cDNA used for gPCR and
inverted to represent the relative quantification. All miRNAs tested were found to be higher in cells
than EVs in the miRNA-seq data. With the exception of miR-9-5p which is highest in Protein-
aseK/RNase A/T1 treated EVs, all the miRNA tested were preferentially cellular.

Method:

Cell culture and EV production: Cells were grown in manufacturer provided medium then adapted to Innoprot
complete medium. EV isolation, Proteinase K /RNase treatment and RNA isolation were as described in main
manuscript.

QPCR: 5ul of total RNA from EV-enriched and ProteinaseK /RNAseA/T1 treated fractions and 100 mg total RNA from
cells were used for cONA synthesis with Qiagen miRCURY cDNA synthesis kit, (no spike-in added).

Before QPCR cDNA yield were measured with Qubits 1XDNA kit (ThermoFisher). CDNA was diluted 1:40 and SYBR
greenlll master mix (Agilent) was used with CFX96 thermal cycler (BioRAD), cycling conditions according to
recommendation for LNA-primer (40 cycles). We corrected Ct values with amount of cDNA.

GeneGlobe ID: miRCURY LNA PCR primers
YP00204230 has-miR-21-5p

YP00204513 hsa-miR-9-5p

YP00204750 hsa-miRlet-7b-5p

YP00204260 has-24-3p

YP00206023 hsa-26a-5p

YP00204521 has-99a-5p

YP00205867 hsa-148a-3p

Genes 2023, 14, 853. https://doi.org/10.3390/genes14040853 www.mdpi.com/journal/genes
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Table S1. Astrocyte mRNA differentially expressed in cells switched to serum free medium for EV
collection, compared to full medium with 2% FBS. 24 hour time point. ( with cutoff of 0.25 -1.75

fold).
log2FoldChange pvalue padj gene_name gene_description
Jandin D2 2 H
6,024426761 1,92E-05 9,79E-05 PTGDR? prostag a;‘;;‘bobgiz:egg; Cfig(‘)‘;]ce GNC
1 tin 5 receptor [Source: HGNC
5,903303959 6,44E-06 3,52E-05 MC5R me ams‘?‘y):ng‘obrcczggﬁ Cf’:;;;
1l in signali lator 1 H
5,57609863 0,00015648 0,000689992 SGSM1 sma GPmtegj;ir;ii‘cgcggdgét;gzl(Eic’ource GNC
C2 calcium dependent domain containing 4A
5,498784631 0,000225193 0,000961242 C2CD4A [ szz:l‘:; G?I’g‘;yi;‘bol‘j;“:::g;ggggﬂ
i llopeptidase 1 H
5,355542255 7,46E-05 0,000348818 MMP1 matrix Ig;t;bzﬁled;SéNéS;fggf GNC
: f WNT signali hway inhibitor 4
5,330793359 0,000491287 0,001975532 DKK4 dlgﬁrﬂeggl\lggsrxgﬁcY{‘g}\‘%é’gi}r
WNT! inducible signaling path tein 2
5,273937633 0,00011772 0,000532014 WISP2 [ Sour;:;gN (e: Z‘}‘f’;i:l‘iiiH”G"z’ C‘;“;;S}
iled-coil ' ining 141 H
5,17603373 0,000950909 0,003610515 ccDC141 coiled-coi i;ﬁ?;‘&’?;géﬁcz 68[;0]‘”“ GNC
MLX interacti tein like [Source: HGNC
5,046335776 0,000308441 0,001285262 MLXIPL mn esr;fnkz)gl;ir:c;zl; é’g zc;zze
4,893743879 0,000684637 0,002685845 ABCAG6 AT[I;::E:E é;séetst;;‘;ﬁaﬁizéggggr 6
4,833093918 0,000671547 0,002639133 MYO3B myosin I11B [Source:HGNC Symbol;Acc:HGNC:15576]
1 famil B 1
4,61322166 0,001664657 0,005997833 NROB1 m‘C[gzzjfzg’g’;?gyﬁoiziﬁgl\l g;;g(l;]er
BMP/retinoic acid inducibl 1 specific 2
4,209464233 8,72E-49 3,79E-47 BRINP2 S0 é ii:;;’gl\?g s;; ;Ocll A:Cr;‘g; CSple;; 416C]
li iption factor 1 H
4,14395554 3,14E-56 1,63E-54 OLIG1 Olg(’der‘drocys;er;f;;szg ;OgNaCC:tfgggé]source GNC
ti intestinal tid tor 2 H
4,098260245 9,88E-10 8,12E-09 VIPR2 vasoactive In Z;EZOE'Z;;; G“;\Clec}z’lgg%[]source GNC
lutamate decarboxylase like 1 [Source:HGNC
4,045152398 0,010859416 0,031915468 GADL1 glutama esyiill?z:;ec;\Izzz%zlgl]rce
4,040260302 0 0 CALB1 calbindin 1 [Source:HGNC Symbol;Acc:HGNC:1434]
3,884674476 6,39E-56 3,29E-54 ADRA2B adrenog‘;ﬁ’;‘;ﬁ)iﬁ?jé’éEZ‘:‘;;;HGNC
it -activated tein ki ki H
3,851778745 2,95E-164 8,54E-162 MAP2K6 mitogen-activa Zyifoifccﬁaéf\l le;a;f; [SourceHGNC
3,781991829 1,02E-07 6,96E-07 ca4 Carbog;;gi‘ﬁﬁgéﬁ‘é‘j{;‘;chC
lexin domain containing 1 H
3,779053021 2,56E-20 4,18E-19 PLXDC1 plexin ;;“;gloi‘ji‘cjgé‘i Cz[sgg‘;;e GNC
-aminobutyric acid type A receptor betal subunit
3,755619602 7,33E-05 0,00034326 GABRBI gamma éi‘:r‘;lééﬁg;mgf Acg’;eé’l\?é 4%;1]“ unt
3,755154428 6,81E-10 5,69E-09 SNCB synuclein beta [Source:HGNC Symbol;Acc:HGNC:11140]
li latory factor like [Source:HGNC
3,737647022 0,000573558 0,002276636 MYREL myetn rg‘i&g&f&é& é £ 63‘;2?
li iption factor 2 H
3,706728864 2,64E-29 6,28E-28 OLIG2 °lgodE“dr°Cyg;:;f)‘iiﬁgg1\?2(9’;98[]50““‘? GNC
line rich and Gla domain 3 [Source:HGNC
3,687092192 1,63E-05 8,42E-05 PRRG3 protine HCSyiLol; Aic:?{rgirnc 3[07091;@
3,674343799 1,56E-05 8,06E-05 SHH sonic hedgehog [Source:HGNC Symbol;Acc:HGNC:10848]
3,558490156 1,65E-12 1,73E-11 CCK cholecystokinin [Source:HGNC Symbol;Acc:HGNC:1569]
lutamate rich 3 [Source: HGNC
3,532473069 2,64E-10 2,29E-09 ERICH3 & “S;EE(;;CCCZH[G?(EC; 346]
3,522316194 3,80E-52 1,76E-50 ADCYAPIR1 ADCYA;);?(E:ZTC?EBGE?;ET:HGNC
3,479945055 8,96E-11 8,03E-10 CA10 carbonic anhydrase 10 [Source: HGNC

Symbol;Acc:HGNC:1369]
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3,47310001

0,000579658

0,002298965

NEU4

neuraminidase 4 [Source: HGNC

Symbol;Acc:HGNC:21328]
transmembrane serine protease 2 [Source:HGNC
3,453308079 5,16E-26 1,08E-24 TMPRSS2 Symbol;Ac:HGNC:11876]
3,444824636 9,45E-59 5,22E-57 CPNE5 copine 5 [Source:HGNC Symbol;Acc:HGNC:2318]
von Willebrand factor C domain containing 2
432 26332 121144 2
3,35543286 0,00362633 00 08 VWE [Source:HGNC Symbol;Acc:HGNC:30200]
protocadherin alpha subfamily C, 1 [Source:HGNC
43667 A7E- 42E- PCDHAC1
3,343667605 8 0 6 08 c ¢ Symbol;Acc:HGNC:8676]
neurotensin receptor 1 [Source:HGNC
3,330909049 3,40E-24 6,62E-23 NTSR1 Symbol:Ac:HGNC:8039]
DS cell adhesion molecule [Source:HGNC
29746137 17957 14932454, DSCAM
3,297461375 0,017957989 0,049324545 SC. Symbol;Acc:HGNC:3039]
solute carrier family 7 member 8 [Source:HGNC
3,275274791 1,07E-42 3,93E-41 SLC7A8 Symbol; AccHGNC:11066]
dopamine receptor D2 [Source:HGNC
24869422 79E-24 1,12E-22 DRD2
3,248694225 579 ! Symbol;Acc:HGNC:3023]
RUN and cysteine rich domain containing beclin 1
3,230315602 1,26E-27 2,79E-26 RUBCNL interacting protein like [Source:HGNC
Symbol;Acc:HGNC:20420]
3,214713593 0 0 SCG2 secretogranin II [Source:HGNC Symbol;Acc:HGNC:10575]
cerebellin 4 precursor [Source: HGNC
198374 203752 77. BLN4
3,19837455 0,00020375 0,0008775 C Symbol;AcHGNC:16231]
3,164646177 0,007588926 0,023328164 CDH7 cadherin 7 [Source:HGNC Symbol;Acc:HGNC:1766]
hes family bHLH transcription factor 5 [Source: HGNC
1510794 E-2 1,66E-2 HE
3,151079499 8,36E-25 /66E-23 55 Symbol; Acc:HGNC:19764]
tachykinin receptor 1 [Source:HGNC
3,078845866 0,00021207 0,00091009 TACR1 Symbol;Ac:HGNC:11526]
3,078516119 2,75E-28 6,28E-27 SEMAS3E semaphorin 3E [Source:HGNC Symbol; Acc:HGNC:10727]
RIMS binding protein 3 [Source: HGNC
7703774 25532 1079371 RIMBP.
3,057703 0,0002553 0,0010793 MBP3 Symbol;Acc: HGNC:29344]
calcium/calmodulin dependent protein kinase IG
3,056063664 8,17E-12 8,00E-11 CAMK1G
’ [Source:HGNC Symbol;Acc:HGNC:14585]
potassium two pore domain channel subfamily K member
181054 1310987 75957 KCNK
3,018105459 0,0131098 0,037595705 CNK9 9 [Source:HGNC Symbol; Acc:HGNC:6283]
odd-skipped related transciption factor 2 [Source:HGNC
119692 1121287 2844 R2
3,011969235 0,0 875 0,032844839 os Symbol;AccHGNC:15830]
growth hormone releasing hormone receptor
2,960519906 0,002149355 0,007576818 GHRHR [Source: HGNC Symbol; Ac:HGNC:4266]
2,9593304 0,013546609 0,038722271 PRSS2 serine protease 2 [Source:HGNC Symbol;Acc:HGNC:9483]
microtubule associated protein 1 light chain 3 gamma
2,94845674 L17E-30 294829 MAPILC3C [Source:HGNC Symbol; Acc:HGNC:13353]
dipeptidyl peptidase 4 [Source:HGNC
2,944404114 4E-21 4E-2 DPP4
94440 38 65 0 Symbol; Acc:HGNC:3009]
kelch like family member 31 [Source:HGNC
2,93635343 0,01441231 0,040788288 KLHL31 Symbol;Acc:HGNC:21353)]
unc-5 netrin receptor D [Source: HGNC
2 2 1,90E-81 1,64E-7 D
930383925 AOE-8 AET UNCS Symbol;Acc:HGNC:18634]
: : prostaglandin-endoperoxide synthase 2 [Source: HGNC
2,899302525 5,73E-30 1,40E-28 PTGS2 Symbol: Ac:HGNC:9605]
leucine rich repeat containing 10B [Source: HGNC
2 4522 44E-31 E- LRRC10B
8953045 3 3 8,83E-30 c10 Symbol; Acc:HGNC:37215]
ST8 alpha-N-acetyl-neuraminide alpha-2,8-
2,886060061 3,12E-90 3,17E-88 ST8SIAS sialyltransferase 5 [Source: HGNC
Symbol;Acc:HGNC:17827]
] ] prostaglandin D2 synthase [Source:HGNC
2,884381878 2,47E-07 1,61E-06 PTGDS Symbol: AccHGNC:9592]
glutamate ionotropic receptor kainate type subunit 1
2,87982284 4E-34 2,47E-32 RIK1
B798228 88483 A7E-3 G [Source:HGNC Symbol; Acc:HGNC:4579]
2,874737775 4,48E-55 2,25E-53 G0S2 GO0/G1 switch 2 [Source:HGNC Symbol; Acc:HGNC:30229]
2 838098672 6.86E-69 4 GAE-67 RHOU ras homolog family member U [Source: HGNC

Symbol;Acc:HGNC:17794]
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2,788879402 0,006771367 0,021119439 SYN2 synapsin Il [Source:HGNC Symbol;Acc:HGNC:11495]
Ipha-1-microglobulin/bikuni HGN
2,778078029 9,77E-06 5,21E-05 AMBP alpha-i-microg ‘;';‘;fﬁ;::ggﬁé‘:;;r [Source: HGNC
2,762765686 7,74E-30 1,88E-28 SMOC1 SPARC related ';‘;ilgzrgicga\? ggg;‘% [Source:HGNC
2,755090286 2,90E-162 8,04E-160 STC1 stanniocalcin 1 [Source:HGNC Symbol;Acc:HGNC:11373]
2,753224756 1,13E-12 1,20E-11 plee bee r;;;i;iifégg‘;fﬁcl\]c
death associated protein like 1 H
2,724127654 0,00675692 0,021084546 DAPL1 ea ass‘;;fniollfgzc‘fg GINGCQ[EC;‘(‘)TG GNC
SLIT and NTRK like famil ber 6 [Source:HGNC
2,706964818 0,000859108 0,003300689 SLITRK6 an Sy@;}iﬁ%gﬁg 28;5 03[] ouree
AP i in2 H
2,704979722 7,17E-12 7,04E-11 AMER? Cmembrag;;‘;f;ﬁiﬁf;g’ﬁ’ctg& 6([)]S°urce GNC
SPARC (osteonectin), d kazal like domai
2,695473656 0001006019 0,003801908 OOk tvean 3 [oource IONC ymbon AceIONC 13565
1 1q like 2 H
2,693742104 3,05E-32 8,13E-31 C1QL2 comp g;:@;lc Acclc:lHEé}l\I[g(:);ALrlcgl] GNC
CUB and Sushi multiple domains 1 [Source:HGNC
2,68909377 6,88E-08 4,78E-07 CSMD1 an u;y‘mIE‘;b :’C:H"Gnl‘\?én; 40[2 6‘]“”“
2,687866482 2,03E-61 1,21E-59 ESR2 e““’g;;;iifgifé G[Sl\c;gr;;I;GNC
i in channel subfamily K
2,677415442 1,58E-07 1,05E-06 KcNk1s P Otassalgr[‘s:ﬁcif’;ecﬁrcnglyn;bz? 2‘;:;2;“&1 1y3 o 12r]‘ember
2 675222128 2 00E-100 2 42E-98 TMCC3 transmembrane and coiled-coil domain family 3
. . . [Source:HGNC Symbol; Acc:HGNC:29199]
2,663419437 0,007980571 0,024381449 CACNAII Calc[;‘;?rzgﬁ’é;%a;‘i:;‘;“;‘iSI:IIZ‘;\’I‘S j‘;l;’;‘]a“
TINCR ubiquitin domain containing [Source:HGNC
2,647521207 1,54E-23 2,88E-22 TINCR " lquslylrrr‘lbSi?;gg‘;gﬂ%ﬂoume
2,64142465 0,001352295 0,004975851 IRS4 insulin r‘;fif;&g:fg‘éﬁéiﬁge:HGNC
TNF recept famil 1B HGN
2,633430502 2,79E-100 3,35E-98 TNFRSF1B NF recep org;‘riegoir:‘ccy;ce;‘z‘;rw 1%50““‘3 GNC
2,620474971 3,36E-07 2,15E-06 FRK fyn related Sr;;ﬁggjfﬁ'&fﬁ?g;ﬁéf ource: HGNC
hospholipid phosphatase related :HGN
2,620454518 1,62E-12 1,69E-11 PLPPR5 PhoSpoupt S}ljmgl’; :C::S:Iéel\? C‘; 157(£§§)urce GNC
SH3 domain binding kinase famil ber 3
2,612789469 0,001636597 0,005905506 SBK3 [Sou;’;::;"cl\}‘é ;‘;fnb‘;azecca;éilrc“zzz%
BTB i ining 1 H
2,602122154 0,000168054 0,000736839 BTBD16 don;j;‘;ﬁ?ﬁﬁgﬁ&ggﬁﬁ? GNC
2,580283541 1,52E-09 1,23E-08 GSX2 GS homeobox 2 [Source:HGNC Symbol; Acc:HGNC:24959]
2,568098313 2,63E-243 1,76E-240 NOG noggin [Source:HGNC Symbol;Acc:HGNC:7866]
2,567963015 7,56E-212 3,41E-209 FAM181B fa’[Is‘gzr:’;gS&‘é?;;?g‘fi%g&é“;g; B
distal-less h 2 :HGN
2,567398036 3,94E-07 2,50E-06 DLX2 1sta se;fnbcc);nzzggcl\[fg;;:] GNC
2,56515218 6,72E-32 1,77E-30 CHGB chromogranin B [Source:HGNC Symbol;Acc: HGNC:1930]
Wnt famil ber 4 [Source: HGNC
2,56226494 1,53E-23 2,86E-22 WNT4 n grynl;goTZIZ‘CgGI\[I (2111;;23]
LR famil is inhibi i H
2,552369648 0,003127187 0,010616899 NAIP N amlyap‘g;ﬁ;:;i’ggﬁggg;‘;[Source GNC
Idehyde dehyd famil Al
2,537634347 0,000510474 0,002044213 ALDHSAT a [ ;OZTC‘Z; GYN é"sie;;s:li;ﬁ é’l\?‘cefgi‘;rl]
th arrest specific 1 [Source: HGNC
2,525657239 2,05E-297 2,66E-294 GAS1 grow S;zfoi’i:‘;{“cl\[l C‘?ergg]
inoic acid earl ipt1 H
2,50784542 0,00118288 0,00440172 RAETIG retinoic acg}:;(i}:i:;g’:} Cig;;’;‘]rce GNC
2507442214 1,50E-09 1,21E-08 CREG? cellular repressor of E1A stimulated genes 2

[Source:HGNC Symbol;Acc:HGNC:14272]
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2,507403176

0,000502524

0,002014874

CLIC2

chloride intracellular channel 2 [Source:HGNC

Symbol;Acc:HGNC:2063]
aldo-keto reductase family 1 member B10 [Source: HGNC
2,486474496 2,15E-08 1,57E-07 AKR1B10 Symbol;AcHGNC:382]
2,477912904 1,93E-09 1,55E-08 KRT15 keratin 15 [Source:HGNC Symbol;Acc:HGNC:6421]
aldo-keto reductase family 1 member C2 [Source:HGNC
2,475602791 79E-07 2,42E- AKR1C2
47560279 3,79E-0 ’ 06 c Symbol; Acc:HGNC:385]
negative regulator of reactive oxygen species
2,4740434. 1E- 25E- NRR
474043433 591E-06 325E-05 S [Source:HGNC Symbol; Acc:HGNC:24613]
cholinergic receptor nicotinic alpha 9 subunit
2,469592816 0,001366562 0,005023584 CHRNA9 [Source:HGNC Symbol; AccHGNC:14079)]
2,466172504 1,77E-33 4,89E-32 NPNT nephronectin [Source:HGNC Symbol;Acc:HGNC:27405]
leucine rich repeat and Ig domain containing 1
2,464424131 7,65E-07 4,71E- LI 1
A6 3 /65E-0 71E-06 NGO [Source:HGNC Symbol; Acc:HGNC:21205]
2,450467735 1,04E-58 5,76E-57 ARRB1 arrestin beta 1 [Source:HGNC Symbol;Acc:HGNC:711]
serine palmitoyltransferase small subunit B
2,435321367 27091 1934 PTSSB
43552136 0,00082709 0,003193498 SPTSS [Source:HGNC Symbol; Acc:HGNC:24045]
solute carrier family 30 member 10 [Source:HGNC
2,429492985 0,011171318 0,032752773 SLC30A10 Symbol; Acc:HGNC:25355]
RAB27B, member RAS oncogene family [Source:HGNC
2,429464184 43E-2! 1,51E-27 RAB27B
42946418 6,43E-29 A Symbol;Acc:HGNC:9767]
synaptotagmin 6 [Source: HGNC
2,42797404 18181 79231 YT
A279740 0,0001818 0,000792319 SYT6 Symbol; Acc:HGNC:18638]
RAS like family 12 [Source:HGNC
2,408173228 0,006827211 0,021279931 RASL12 Symbol; Acc:HGNC:30289)]
glutamate metabotropic receptor 8 [Source: HGNC
2,4 287 2632 1 R
,405692873 0,002632383 0,009081603 GRMS Symbol;Acc:HGNC:4600]
2,40315562 0,000112672 0,000510747 FGL2 fibrinogen like 2 [Source:HGNC Symbol;Acc:HGNC:3696]
solute carrier family 16 member 6 [Source:HGNC
2,39816291 1,63E-1 2,05E-14 LC16A
398162913 63E-15 05 SLCI6A6 Symbol; Acc:HGNC:10927]
2,396274038 7,01E-10 5,84E-09 CPLX2 complexin 2 [Source:HGNC Symbol;Acc:HGNC:2310]
ADAM metallopeptidase with thrombospondin type 1
2,395614518 711E-54 345E-52 ADAMTSI8 motif 18 [Source:HGNC Symbol;Acc:HGNC:17110]
coiled-coil domain containing 177 [Source:HGNC
2,386863723 5,12E-05 0,000246627 CCDC177 Symbol;AccHGNC:23243]
solute carrier family 52 member 1 [Source:HGNC
2 4 1212 4501281 LC52A1
,366648689 0,00121265 0,00450128 SLC5 Symbol:Acc:HGNC:30225]
LIM domains containing 1 [Source: HGNC
2,366307084 1,75E-225 9,46E-223 LIMD1 Symbol:AccHGNC:6612]
spermatogenesis associated 12 [Source: HGNC
2 2 2 11957 PATAI2
,365925083 0,0002856 0,001195763 S Symbol;Ac:HGNC:23221]
: : aquaporin 1 (Colton blood group) [Source:HGNC
2,350387438 2,65E-53 1,27E-51 AQP1 Symbol:Ac:HGNC:633]
regulator of G protein signaling 16 [Source:HGNC
2,348101631 4,88E- 2,72E-57 RGS1
»34810163 B8E-59 ’ 5 GS16 Symbol;Acc:HGNC:9997]
ADP ribosylation factor like GTPase 14 effector protein
2,335387634 0,002035622 0,007208627 ARLI4EPL .
" like [Source:HGNC Symbol; Acc:HGNC:44201]
FERM and PDZ domain containing 2 [Source:HGNC
2,33436512 420691 20207577 FRMPD?2
»334365129 0,00642069 0,0202075 M Symbol;Acc:HGNC:28572]
glycosylphosphatidylinositol anchored high density
2,318824472 0,012454415 0,035981892 GPIHBP1 lipoprotein binding protein 1 [Source:HGNC
Symbol;Acc:HGNC:24945]
C2 calcium dependent domain containing 4B
2,309681996 0,016523514 0,045985275 C2CD4B
” [Source:HGNC Symbol;Acc:HGNC:33628]
potassium two pore domain channel subfamily K member
2,299480224 71E- 16832 KCNK12
1299480 6 05 0,00031683 N 12 [Source:HGNC Symbol;Acc:HGNC:6274]
leucine rich repeat transmembrane neuronal 3
2,278977 116532 271 LRRT.
278977939 0,00011653 0,000527139 M3 [Source:HGNC Symbol; Acc:HGNC:19410]
ecotropic viral integration site 2A [Source:HGNC
2,278670962 0,000373207 0,001533767 EVI2A Symbol:Acc:HGNC:3499)]
2 270680972 2 93E-41 1.02E-39 IL13RA2 interleukin 13 receptor subunit alpha 2 [Source: HGNC

Symbol; Acc:HGNC:5975]
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2,264732151

2,81E-36

8,57E-35

PROX1

prospero homeobox 1 [Source: HGNC

Symbol; Acc: HGNC:9459]
fermitin famil 1 H
2,263936899 1,57E-130 2,96E-128 FERMT1 Erm‘tlr‘syﬁoﬁ;:::gg\m[i?;g GNC
ATPase Na+/K+ t ting subunit alpha 2
2,26029233 2,64E-288 2,69E-285 ATP1A2 : SzlsliceaHJr/GIG Cr g?iﬁg;ﬂi:;gg C?SEO]a
2,2578222 4,27E-05 0,000208152 RFX8 REX fa“[‘ggurr“;‘;‘{bé;félg;ﬁﬁilf;%gﬁgg%ggdomai“
tein-coupled receptor 1 ‘HGN
2,252872618 2,05E-28 473827 GPR158 G protein ;;‘Ig]’ozl; PR éi_oi;;]me GNC
2,242220883 3,59E-75 2,69E-73 ADA adenosgry‘fnizi’ir;‘;ec[;‘g%HGNC
2,239559328 0,004371482 0,014311254 C301f80 chromosome g;fiﬁ’;ﬁfﬁ;ﬁggj&i Source:HcNC
t brane channel like 1 [Source:HGNC
2,233555958 2,49E-18 3,70E-17 TMC1 ransmems;;foi ::Cn; G‘NeC: 1[6501‘;C€
2,220901727 8,79E-14 1,01E-12 RIMBP2 RIMS gly“fl;‘:)gliiitg’é;[g‘;‘sggechNc
ine rich and t domain containing 1
2,219449381 3,42E-05 0,00016902 SERTMI1 se““‘fszircae’_fH Gr;r‘csr;‘;:n“bb;i’:“:{"éalilncf;’;;‘zr]““g
2,2039749 1,13E-58 6,18E-57 EOMES eomesodermin [Source:HGNC Symbol; Acc:HGNC:3372]
lator of G protein signaling 2 [Source: HGNC
2,197850114 2,92E-37 9,18E-36 RGS?2 reguatoro SYII;LZE i‘;lg}?ég (‘(:5: 99[9;“@
interleukin 1 alph H
2,194116655 9,20E-05 0,000424681 IL1A mtersey‘;ng;l;i :Ijl ([;Slggr;gg l]GNC
XXC fi tein 4 H
2,174582314 2,28E-22 4,06E-21 CXXC4 < Csylig;(fﬁzfﬁlcl\%;i;a] GNC
2,170781632 8,16E-09 6,20E-08 TTC39A tetramc°pep;‘;;g’jz3;2?\1%:3;125[75]0““:HGNC
BAI1 associ i H
2,163489435 1,23E-17 1,77E-16 BAIAP3 assg;ifi}:ii%ﬁggjge GNC
FRASI related extracellular matrix protein 2
2,160695815 1,39E-21 2,39E-20 FREM2 [Soum;:GQN gxs;?iebo?:zcmg ég g:rz‘; ;;2]
herin related 2 H
2,157362705 3,19E-20 5,17E-19 CDH23 cad ;;;‘leiifﬂg;?ﬁ%;h}c
kurin, TRPC channel interacti tein [Source: HGNC
2,151320251 6,92E-08 4,81E-07 ENKUR eniurin Csyaigzlgcif;:;%’;;sgg[ ource
2,151072686 5,14E-08 3,62E-07 CLEC2B Ctype lectin dosnylfrllg (ffillcyé g‘g?‘;gg; [Source: HGNC
thyroid h like h H
2,144979001 9,15E-46 3,65E-44 PTHLH parathyror S‘y’ﬁ;ﬁ;;;g%gzo[%oum GNC
2,144559036 0,000197185 0,000852972 ABCA9 AT[I;::E:E é;séetst;;‘;ﬁaﬁizéggg? 9
tei he hat talyti it alph
2,139450081 1,35E-210 5,94E-208 PPP3CA pr;’ssz‘ri:;sé’Nza;;i;zl;Z:;ébNug%al i’] a
b-b2 recept ine kinase 3 [Source:HGNC
2,138003722 3,76E-05 0,000184549 ERBB3 er reCef;y";gl‘;’::sHZ‘;?é:3i3;’]urce
2,134847106 2,35E-05 0,0001187 NHLRC4 NHL r';‘;}ii;(l’rzz“;‘gé g;:;ggiHGNC
~aminobutyric acid type A receptor alpha2 it
2,133557789 0,000244415 0,001036975 GABRAz &M@ ?;T)?ETH}ZEEC;;/;YE; Azsclilé;rca 4%72] subuni
2,131783742 4,44F-44 1,69E-42 TNFRSF11B TNF receptor Z‘;’;ﬁ;ﬁ?ﬁig&ﬁg gggl]s‘mrce:HGNC
interleukin 1 recept tein like 1
2,127909217 0,000476156 0,001920258 ILIRAPL1 m [es;ilrlc:;{ éﬁ?‘;;;;iiif{lgz (?;1;9 9‘ 6;
2,125701482 3,51E-59 1,96E-57 SPONT1 spondin 1 [Source:HGNC Symbol;Acc:HGNC:11252]
C-X-C motif chemoki tor 4 [Source: HGNC
2,116544701 2,30E-103 2,88E-101 CXCR4 ot S“y;?;;f:;_’;cel’l\gzsé 1‘]’“r°e
2,108999558 1,53E-115 2,30E-113 ETV1 ETS variant 1 [Source:HGNC Symbol;Acc:HGNC:3490]
2,105471049 0,003485767 0,011685058 CYP19A1 cytochrome P450 family 19 subfamily A member 1

[Source:HGNC Symbol; Acc:HGNC:2594]
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ectonucleoside triphosphate diphosphohydrolase 3

2,103553174 5,68E-58 3,07E-56 ENTPD3
ource: 'mbol;Acc: :
. [S HGNC Symbol; Acc:HGNC:3365]
: : oxysterol binding protein 2 [Source:HGNC
2,098499092 8,06E-126 1,37E-123 OSBP2 Symbol;AccHGNC:8504]
Rho GTPase activating protein 28 [Source: HGNC
2 7 79E-21 46E-2 ARHGAP2
10895353 379 6,46E-20 GAP28 Symbol; Acc:HGNC:25509]
: : protein tyrosine phosphatase, receptor type T
2088444855 840E-17 L15E-15 PTPRT [Source:HGNC Symbol; Acc:HGNC:9682]
2,086605919 4,80E-14 5,58E-13 KIAA0040 KIAA0040 [Source:HGNC Symbol;Acc:HGNC:28950]
UDP-GIcNAc:betaGal beta-1,3-N-
2,085319848 1,72E-07 1,14E-06 B3GNT7 acetylglucosaminyltransferase 7 [Source:HGNC
Symbol;Acc:HGNC:18811]
2 075322946 3 38E-05 0,000167021 PLEKHDI pleckstrin homology and coiled-coil domain containing
! ! ! D1 [Source:HGNC Symbol; Acc:HGNC:20148]
ALK receptor tyrosine kinase [Source:HGNC
2,07202682 14E- 7,61E-7 ALK
1072026825 % 80 6 8 Symbol;Acc:HGNC:427]
HtrA serine peptidase 3 [Source:HGNC
2,07097734 3,40E-44 1,29E-42 HTRA3 Symbol; Acc:HGNC:30406]
2,068370946 2,10E-142 4,62E-140 PCDH1 protocadherin 1 [Source:HGNC Symbol; Acc:HGNC:8655]
LEM domain containing 1 [Source:HGNC
2 2! E-1 4E-14 LEMD1
106589293 3,08E-15 38 M Symbol; Acc:HGNC:18725]
beta-1,3-glucuronyltransferase 2 [Source: HGNC
2,044750702 4,00E-07 2,54E- B3GAT2
104475070 /00E-0 S4E-06 3G Symbol;Acc:HGNC:922]
histidine decarboxylase [Source:HGNC
2,040245763 6,56E-21 1,10E-19 HDC Symbol;AcHGNC:4855]
myosin heavy chain 15 [Source: HGNC
2 77852 E-1 71E-12 MYH1
103967785 3,36E-13 3 5 Symbol; Acc:HGNC:31073]
heme oxygenase 1 [Source: HGNC
2,039304152 8,72E-140 1,84E-137 HMOX1 Symbol: AccHGNC:5013]
2,036192413 3,00E-74 2,22E-72 ESPN espin [Source:HGNC Symbol;Acc:HGNC:13281]
transducin like enhancer of split 6 [Source:HGNC
2,035776565 6,31E-15 7,68E-14 TLE6 Symbol; Ac:HGNC:30788]
potassium voltage-gated channel modifier subfamily F
2,02 2 E- 7E-54 KCNF1
102659035 6,98E-56 3,57E-5 c member 1 [Source: HGNC Symbol;Acc:HGNC:6246]
solute carrier family 2 member 13 [Source:HGNC
2,025666927 1,07E-43 4,02E-42 SLC2A13 Symbol; Acc:HGNC:15956]
FosB proto-oncogene, AP-1 transcription factor subunit
2,020644524 E-1 4,51E- FOSB
10206445 536E-10 STE-09 0s [Source:HGNC Symbol; Acc:HGNC:3797]
glycogen phosphorylase, muscle associated
2,015298148 1,94E-09 1,56E-08 PYGM
’ [Source:HGNC Symbol; Acc:HGNC:9726]
aldo-keto reductase family 1 member C1 [Source: HGNC
2 2| E-2 1,80E-2 AKRI1C1
100502089 8,06E-28 B0E-26 ¢ Symbol;Acc:HGNC:384]
mediator complex subunit 12 like [Source: HGNC
1 4274 4,81E- 1,41E- EDI2L
99966 BLE35 ALE33 M Symbol;Acc:HGNC:16050]
] ] phosphate regulating endopeptidase homolog X-linked
1,985477044 2,38E-09 1,89E-08 PHEX [Source:HGNC Symbol;Acc:HGNC:8918]
huntingtin associated protein 1 [Source:HGNC
1,98269112 1,68E- E- HAP1
982691123 /68E-39 560E-38 Symbol;Acc:HGNC:4812]
IGF like family member 4 [Source:HGNC
1,982437505 0,009315179 0,027921605 IGFL4
§ Symbol;Acc:HGNC:32931]
calcium voltage-gated channel subunit alphal A
1,97 7. 2,36E-11 E-11 ACNAIA
979696573 36 8 3,60 6 CACN [Source:HGNC Symbol; Acc:HGNC:1388]
laminin subunit beta 3 [Source: HGNC
1,977999272 2,36E-57 1,26E- LAMB
77399 36E-5 26E-55 3 Symbol; Acc:HGNC:6490]
neuronal guanine nucleotide exchange factor
1,974691007 L15E-16 1,56E-15 NGEE [Source:HGNC Symbol;Acc:HGNC:7807]
inka box actin regulator 2 [Source:HGNC
1 42012 E- 76E-07 INKA2
19693420 8,39E-08 576E-0 Symbol; Acc:HGNC:28045]
; ; guanosine monophosphate reductase [Source:HGNC
1,968877502 6,30E-82 5,45E-80 GMPR Symbol; Ac:HGNC:4376]
1.962532834 1.63E-26 3 49F-25 NEKI0 NIMA related kinase 10 [Source:HGNC

Symbol;Acc:HGNC:18592]
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1,955799386 6,19E-31 1,57E-29 CRYM crystallin mu [Source: HGNC Symbol;Acc:HGNC:2418]
tassi ltage-gated channel subfamily E regulat
1945421056 410607 260506 KONES P e HHONG. Symbob A HONC 243
1,944935024 5,60E-07 3,50E-06 ALOX5 arac}“dO“Etyerjl;iiop"?fgg;eéig‘;]“e:HGNC
DNA inducibl ipt 4 li H
1,944081926 1,54E-10 1,36E-09 DDIT4L NA damage ;}i‘gﬁ}iﬁ;ﬁ;‘gw;ﬁ][Source GNC
21 (RAC1) activated kinase 6 [Source:HGNC
1,939395801 2,60E-06 1,50E-05 PAK6 p2L( S;Iifblovl?:cc:HuéaIfTi:: 1[600615“
1 ier family 2 H
1,939255231 5,94E-06 3,27E-05 SLC26A9 solute Camesry;r;;g;iEeclﬁgliﬁg]urce GNC
in h hain 7 H
1,938339464 2,82E-05 0,000141164 MYH7 myos‘gyi;g;ci‘; 61[\?2?557] GNC
1,932942107 5,24E-05 0,000252048 C50rf49 chromosome g;ﬁiﬁi;ﬁ%ﬁ?@;%i S ource: HGNC
tri t containi 1 lope famil
1918794456 9,27E-60 529558 SYNE3 meember 3 [ouree HGNC SymbolAaeHONC9861]
family with imilarity 84 member A
1,917938312 7,13E-221 3,64E-218 FAMBS4A a[I;l(l)L}lIr‘C/:H é?g%?;;ﬁ?i?g GN@;%}Z;]
hes related family bHLH iption ith YRP
1913831152 169E51 775650 HEY1 ot 1 (e HONG Symbol A ONCAS80]
tein kinase C theta [Source:HGNC
1,912717359 6,71E-29 1,58E-27 PRKCQ pro elrsly;lljj; ACC:;&[\IS:‘;ZQO]
LI in only 2 H
1,91239052 2,69E-72 1,95E-70 LMO2 M g}?gg:l‘zrc‘cyH éﬁ’érgz 42]GNC
1,90328142 3,06E-101 3,81E-99 Cllorf87 chromosome 151;55;;‘?:i‘gégg;%{ggsoumeﬂch}c
1,902527453 3,05E-25 6,18E-24 TRIL TLR4 mteradog;";::;ﬁ:;;gi‘ é?;ggg][source:HGNC
1l IX alpha 3 chai H
1,90043919 4,45E-201 1,76E-198 COL9A3 cotlagen tg‘:nboiicz;él\agz[i(l’;]rce GNC
1,897735213 0,004578588 0,014930612 KIAA1257 KIAA1257 [Source:HGNC Symbol;Acc:HGNC:29231]
tocadherin alpha subfamily C, 2 HGN
1,897477354 1,17E-08 8,75E-08 PCDHAC? protoca e“gyﬁ)o"‘bi‘i?gl\yl CCS 67[7S]°“rce GNC
1,896388867 0,01227589 0,035556107 GRIP2 glutamate receg;ﬁéﬂfiiiﬁéﬁﬁgg 421][S°“rcezHGNC
in family F 1 H
1,885938319 1,87E-53 8,93E-52 SERPINF1 serpin asr;‘;iolriirc“;‘zl\}[csgg: GNC
t b tein 132B [Source:HGNC
1,885451536 3,53E-148 8,05E-146 TMEM132B rammergyﬁg;f’z:;GN o 2[ 93;1;;8
' in channel subfamily K
1,877282577 3,07E-06 1,75E-05 kcNk1o P Otassullg“[;z'srfeo; g;rgasl;‘;bzzrlfcj;bG?\InE:gy;]“ember
te dehyd kinase 4 H
1,877161717 1,22E-16 1,65E-15 PDK4 pyruvate esgmfg‘fzij;éﬁs‘ceﬁg[lsz‘;me GNC
1,871552274 9,54E-18 1,38E-16 EML6 ec}lgﬁfg“lﬁggﬁsﬁjff;ﬁfgl\’]’?;;z 121]ke 6
REST 2 H
1,86699806 7,69E-28 1,72E-26 RCOR2 S S;;fgf::; G[;OCLT;Z%]GNC
don-bleu WH2 t protein [Source:HGNC
1,8616223 1,79E-45 7,07E-44 COBL cordon: egymbollez:;gﬁ é‘;[lg‘;‘]me
ATP bindi famil 1
1,858500986 0,000170367 0,000745973 ABCG1 [ S::r“j:g éﬁé?;ﬁ:ﬁg%%ﬁg;g?
tassi Icium-activated channel subfamily N
1,858244488 0,006148459 0,019439066 KCNN1 rﬁ:ﬁi‘f“ﬂ ggu?;mHg\‘IVCaseyr:bjfziC S;Il Ggé“ 65; 0]
1,857645733 1,10E-95 1,23E-93 RASDT ras related deg‘;gﬁ;fg?;g;‘gii Slzgs]ource:HGNC
ient helix-loop-helix 2 [Source:HGNC
1,857370635 0,014592796 0,041196943 NHLH?2 nescien S;I;’;OEEC;Z‘N é;;rg]e
1,851555256 2,46E-92 2,60E-90 APCDDIL APC do‘g’;‘ﬂiiﬁiﬁéﬁéfggﬁ HGNC
1,833988705 4,64E-71 3,30E-69 TENT5A terminal nucleotidyltransferase 5A [Source:HGNC

Symbol;Acc:HGNC:18345]




Genes 2023, 14, 853

11 of 140

1,829776632

0,002363208

0,008249761

GPR146

G protein-coupled receptor 146 [Source: HGNC

Symbol;Acc:HGNC:21718]
1 _cysteine li Iyti ; H
1,82765654 8,92E-128 1,59E-125 GCLC glutamate Cysw‘;‘;ﬁ:ﬁg;ﬁ;ﬁ; éugﬁ}t [Source: HGNC
tate androgen-regulated mucin-like protein 1
1524259381 228E-10 1,99E-09 PARMI P onrerHONC SymbolActHONC.245%6]
1,82374317 1,10E-14 1,32E-13 CACNB2 Caldm?sfl’llrt:eg:;ig?g ;;‘ii‘;‘;lz::ﬁgﬁzui’:g;]t beta2
leckstrin homology domain containing Al
1,822235223 3,37E-111 4,70E-109 PLEKHA1 IE ;;urscrelg G‘;II“CO SofribocifZTZI?GnNagllE35]
1,821640223 2,83E-08 2,04E-07 Clorfo4 chromosome ;y"iﬁr;liac‘iggcfggzsgg [[)? ource: HGNC
ADAMTS like 2 H
1,812857796 1,18E-07 7,94E-07 ADAMTSL2 Syrb;;;iiﬂ[éﬁgle o S;IC
llagen beta(1-O)galactosyltransferase 2 [Source:HGNC
1,808498156 6,98E-131 1,33E-128 coLgarry ~ llagenbeta( Syf;‘(;f ::z;g;g;;ego][ ource
tallothionei H
1,804688103 2,49E-27 5,46E-26 MT3 me nynbﬁlfﬁigf\}gc; 0 S?NC
1,799185754 0,013647592 0,038947818 KCNN2 IE;’E;Z“;};gllfr‘:emH‘g;‘éatse}xé‘jfzilcSﬁgﬁg%é\l}]
t tein 132 HGN
1,798454864 0,003663706 0,012224531 TMEM132C ransmerr;zi’;f)s:zz;c;gz[izgg]ce GNC
1,796294095 1,65E-10 1,45E-09 ANO1 anoctamin 1 [Source:HGNC Symbol;Acc:HGNC:21625]
tophysin like 2 H
1,793705932 0,013821602 0,039374928 SYPL2 sy“af;;ribzls;‘c;; Gl[\?g:‘;r;ées B]GNC
1,793459517 3,13E-152 7,89E-150 DRAXIN dorsal mhlb‘“’?;;’g:;}i‘;fgg;g;;ggsomce:HGNC
leucine rich colipase like 1 H
1,791363208 0,000138207 0,000615854 LRCOL1 eucine gl;mizlliiiengl’\I C[ZZ‘;ZB? GNC
Rho GTPase activati tein 20 [Source: HGNC
1,787353752 9,03E-06 4,84E-05 ARHGAP20 © asg;;;‘z}gfc P;‘égrc‘ 183[’5‘7’31“6
1,786192004 3,58E-28 8,11E-27 OSGINT (E;iarz;sg;sé ;ﬁgﬁfivgg;‘é‘g’ (;g;rg]l
RTK signaling antagonist 1 [Source:HGNC
1,785785156 9,77E-60 5,56E-58 SPRY1 sprouty s;gnr;ifrfc:r:cg;?i uég‘]’“rce
1,775991989 4,48E-84 4,08E-82 SOX13 SRY-box 13 [Source:HGNC Symbol;Acc:HGNC:11192]
hospholipase A2 I [Source: HGNC
1,774677848 476E-15 5,85E-14 PLA2G3 phosp Oslypriie(ﬂ; Afcr;g’N C:[l;’;;:]e
1,774322645 0,000104758 0,000477915 PENK proenkephalin [Source:HGNC Symbol;Acc:HGNC:8831]
llagen type XXI alpha 1 chain [Source:HGNC
1,772608388 1,06E-06 6,46E-06 COL21A1 cotagen ysp;mbd;&; GCI\I?E;O;’:]M
1, cell polari 1
1,769517367 2,20E-06 1,28E-05 CRB1 Cféﬁie:iféNpcos?ﬁﬁiﬁfieﬁ éONrEPZ‘;’Z;r]‘t
Jut te i t i tor kainate t bunit 2
1,768534852 6,15E-53 2,93E-51 GRIK2 g aﬁiﬁi‘ﬁé’ﬁg ;C;pb;r A:CIZII‘; SNYCP:Z;&J]““‘
ine i :H
1,76813416 8,83E-208 3,81E-205 SERINCS Sermg}‘fﬁggﬁ:’;{éI[\?COEZC;S]GNC
! i iated 6 like [Source:HGNC
1,768091553 0,001231227 0,004565868 SPATAGL sperma Oge;;zzsii’if:GN C‘: 2;4[;2’?“9
1,766403911 1,82E-44 6,97E-43 FAXDC2 f?gg’éifgé‘gg"g;ﬁ;;02?;2’;?‘;‘;‘;22
1,765551579 0,001742807 0,006249246 TXLNB taxilin beta [Source: HGNC Symbol;Acc:HGNC:21617]
1 ier family 1 11 H
1,762513124 0,010185596 0,030191182 SLC16A11 solute Came;yranr;i Afcﬁgﬁgzaogsiurce GNC
R iation domain famil 1 HGN
1,761692966 145E-20 2,40E-19 RASSF10 as association s;’::g(‘)rl‘; :;‘géifg:;;s 4(; [Source:HGNC
1,760200871 1,19E-205 5,01E-203 HMGA1 high mObllg;'ﬁEZ‘ipAizng’;lé:lSBSl%‘fce:HGNC
1,759329346 1,06E-15 1,35E-14 HES? hes family bHLH transcription factor 2 [Source: HGNC

Symbol;Acc:HGNC:16005]




Genes 2023, 14, 853

12 of 140

APC down-regulated 1 [Source:HGNC

1,757731011 4,01E-98 4,72E-96 APCDD1
§ Symbol;Acc:HGNC:15718]
1,74930107 0,000104773 0,000477915 SEN stratifin [Source: HGNC Symbol; Acc:HGNC:10773]
ankyrin repeat domain 20 family member A2
1,742389784 0,006766317 0,02110708 ANKRD20A2 [Source: HGNC Symbol; AccHGNC:31979)]
calcitonin receptor like receptor [Source: HGNC
1,7, 4 E-34 2,42E-32 ALCRL
/735389548 8,65E-3 ’ 3 cALC Symbol; Acc:HGNC:16709]
1,733449606 3,02E-06 1,72E-05 CLDN3 claudin 3 [Source:HGNC Symbol;Acc:HGNC:2045]
ATP binding cassette subfamily D member 2
1,7301. 2 2,91E- 145272 ABCD2
73013800 S1E-05 0,000145 c [Source:HGNC Symbol; Acc:HGNC:66]
1,714582758 1,92E-36 5,92E-35 FOXN2 forkhead box N2 [Source:HGNC Symbol;Acc:HGNC:5281]
transmembrane protein 100 [Source: HGNC
1,71 784 16E- 792 TMEM1
,71366878 8,16E-05 0,000379286 M100 Symbol;Acc:HGNC:25607]
ectonucleoside triphosphate diphosphohydrolase 8
1,712514651 0,000184929 0,000804289 ENTPDS [Source:HGNC Symbol; Ac:HGNC:24860]
growth arrest and DNA damage inducible gamma
1,710252 1,10E-2 1,83E-1 ADD4
710252936 /10E-20 B3E-19 G 5G [Source:HGNC Symbol; Acc:HGNC:4097]
adenylate cyclase 8 [Source:HGNC
1,708390182 1,42E-05 7,37E-05 ADCYS8 Symbol:Ac:HGNC:239]
collagen type XXIII alpha 1 chain [Source:HGNC
1,707047792 1E- 2861 L23A1
70704779 601E-05 0000286159 CoL23 Symbol; Acc:HGNC:22990]
ATPase phospholipid transporting 8 A2 [Source:HGNC
1,702 2,10E-11 1,99E-1 ATP8A2
/702353803 10 9E-10 8 Symbol; Acc:HGNC:13533]
1,700247582 0,006557772 0,020575606 SNHG28 small nucleolar RNA host gene 28 [Source:NCBI
gene;Acc:284677]
collagen type XXII alpha 1 chain [Source:HGNC
1 22 13E-7" E-77 L22A1
/69868229 6,13E-79 500 co Symbol; Acc:HGNC:22989]
: ] nephroblastoma overexpressed [Source:HGNC
1,696394568 1,56E-10 1,38E-09 NoOvV Symbol: Ac:HGNC:7885]
forkhead associated phosphopeptide binding domain 1
1,694842384 12841 12174 FHAD1
69484238 0,012841085 0,0369 [Source:HGNC Symbol;Acc:HGNC:29408]
syntaxin binding protein 5 like [Source:HGNC
1,691304772 1,73E-05 8,87E-05 STXBP5L
i Symbol;Acc:HGNC:30757]
ST8 alpha-N-acetyl-neuraminide alpha-2,8-
1,6871501 1,32E-16 1,78E-15 ST8SIA4 sialyltransferase 4 [Source: HGNC
Symbol;Acc:HGNC:10871]
regulator of G protein signaling 8 [Source: HGNC
1,684511 47047 7. R
,684511896 0,0009470 0,003600078 GS8 Symbol;Ac:HGNC:16810]
DIRAS family GTPase 2 [Source:HGNC
1,683025245 1,19E-16 1,60E-15 DIRAS2
i Symbol;Acc:HGNC:19323]
regulator of G protein signaling 17 [Source: HGNC
1,677051 7,24E-2 1,45E-2 RGS17
/677051666 ’ > ASE-23 GS Symbol; Acc:HGNC:14088]
PDZ domain containing 1 [Source:HGNC
1,67. 1 4 204 PDZK1
,67368659 0,000864936 0,003320465 Symbol;AccHGNC:8821]
NAD(P)H quinone dehydrogenase 1 [Source:HGNC
1,654795733 2,27E-203 9,16E-201 NQO1 Symbol;AcHGNC:2874]
calcium voltage-gated channel subunit alphal G
1,64910282 79E-11 7,88E-1 ACNA1
649102828 879 BBE-10 CACNAIG [Source:HGNC Symbol; Acc:HGNC:1394]
transmembrane protein 154 [Source: HGNC
1,649088286 2,75E-27 6,03E-26 TMEM154
. Symbol;Acc:HGNC:26489]
coiled-coil domain containing 102B [Source: HGNC
1,648562 4,80E-14 E-1 DC102B
/648562685 80 558E-13 CCDhCI0 Symbol; Acc:HGNC:26295]
1,644827442 2,63E-12 2,71E-11 GCK glucokinase [Source:HGNC Symbol;Acc:HGNC:4195]
protocadherin gamma subfamily C, 5 [Source:HGNC
1,641725232 7,48E-21 1,25E-1 PCDH
o 523 A48 25819 CDHGCS Symbol;Acc:HGNC:8718]
seizure related 6 homolog like [Source:HGNC
1,641183378 5,96E-59 3,31E-57 SEZ6L Symbol; Acc:HGNC:10763]
solute carrier family 9 member A9 [Source: HGNC
1,6372001 E-11 4E-1 LCI9A
/637200138 9,56 85 0 SLCIAI Symbol; Acc:HGNC:20653]
1,636728383 9,08E-76 6,89E-74 PCDH19 protocadherin 19 [SourceIGNC

Symbol;Acc:HGNC:14270]
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phosphatidylinositol transfer protein cytoplasmic 1

1,636494366 8,57E-81 7,26E-79 PITPNC1 Bomroa FIGNG Symbol At IGNG210]
1,635746519 0,003902943 0,01293604 SLC22A18AS sfé‘;ffrﬁirﬁgﬁcmsifnfoﬁnzzbgcﬁ é“lt(;;‘:;e
tei tase subtilisin/kexin type 9
i 1 ly £ H
1,6329103 0,001006484 0,003802926 DNAAF3 dynein axonse;“nalbzi’i:ffgcIzcé‘fgoi[gi(]’“rce GNC
hogenetic protein 2 H
1,632891006 4,54E-129 8,30E-127 BMP2 bone morpsycl’ﬁzzifcgg’é;‘o1[32;‘]@ GNC
1,631825248 6,81E-12 6,71E-11 FABP3 fatty aCld;;ﬁigiii?génl\%zg‘;;e:HGNC
1,629875655 1,72E-21 2,96E-20 AMPD3 adenosine mo“%i’:;i;:;ﬁacrﬁga;’o? [Source:HGNC
bonic anhydrase 11 [Source: HGNC
1,626112882 2,60E-44 9,90E-43 CA11 car O“S‘;;boi Arj:eH GIEI 83?760]
1,625304713 2,23E-127 3,91E-125 CA12 Carbo“;;gﬁf;jjgéﬁgﬁgﬁ?GNC
ta- t 1 :H
1,624720727 7,94E-06 4,29E-05 BCO1 beta Cargy:s(gz‘AyfiﬁéeN C[‘T;;i; GNC
- i tyri id A t ho2 it
1,624234331 0,005443789 0,01741546 GABRR2 gamma[gxi‘c‘f;g;ccaé;ngs AC;;E’N%L og HS“b“m
Clq and TNF related 1 [Source: HGNC
1,621329815 1,29E-53 6,21E-52 CIQTNF1 1 ars‘ymbol;r:;; GI& C‘:’K;;]
ium calcium-acti hannel subfamil
1616012266 7,84E-89 780887 KCNN4 omber 4 oot HONC. SymbobAce HONC£95]
insulin lik th factor bindi tein 5
1,615419429 7,55E-238 4,58E-235 IGFBP5 H[lgzﬁcgé gf\;’ g Syn?ljo?;r A;?:nggI\I}g:(’;f;Z]
1,61379757 6,20E-15 7,55E-14 RORB RAR relat;i;?g;‘;ﬁﬁg;’rci([;g;]rce:HGNC
in bindi tei H
1,612929425 4,19E-08 2,96E-07 RENBP renn ';;‘mi)r;gbiz;gggggg o) GNC
inc fi tein 436 [Source: HGNC
1,612834338 1,19E-158 3,12E-156 ZNF436 Zne lgfrirbz;eclcerGI\E C";ggf 4
K if i i H
1,612718123 0,000188807 0,000819869 KANK3 N motif and asr;lz;g;fie: gl(\’;é‘:az‘:;;;][source GNC
1,609905406 8,04E-23 1,46E-21 PANX2 pannexin 2 [Source: HGNC Symbol;Acc:HGNC:8600]
MAM domain containing 2 H
1,609609652 6,14E-80 5,13E-78 MAMDC?2 ‘S’r;;g‘oii‘cjlﬁggl\] C[i’;’:;;]e GNC
1,607647554 0,000551585 0,002196155 GAS2 grOWthS;rr;e;(:lfi‘zigé&?;‘lr;;HGNC
ki d mi t le int ti tei
1,604579354 5,93E-06 3,26E-05 JAKMIP3 J a““[SSOE‘ETQEN‘?;;;L;TI‘:C‘?:Irélc\fcngz 3p5r203]e1n 3
texin domain containing 1 [Source: HGNC
1,600422591 2,37E-12 2,46E-11 CTXND1 cortexin S‘;ﬁ?g&’lgé‘;\?c:gogg;fe
1,596268359 1,87E-108 2,49E-106 ZIC1 Zic fa;;ﬁ:;‘ﬁgiéﬁg‘;f;;@w
TSC22 domain famil 1 H
1,59219338 0 0 TSC22D1 ¢ Or‘;;l;birlr‘z;ﬁggg h 6[3?20;]1“8 GNC
1,590068003 5,07E-86 4,80E-84 TACC2 trans[g’;ﬂrfg‘gﬂg ;‘;ﬁsoﬁlc‘:ﬁg;‘?‘f 1’:20;]6“ 2
family with imilarity 11
1,580358544 0,012998803 0,037328383 FAM110C ag;ﬂ::;Héegéeg;fntE‘ ,:itlyq Ggggg‘f& ¢
NOVA alternative splici lator 1 [Source: HGNC
1,576350678 3,26E-46 1,32E-44 NOVA1 4 er“asly";z&?z?iézg;é:;’gs 65 ouree
i ing ion channel it famil 4
1,573202315 0,014969395 0,042106983 ASIC4 ac‘d[;zt?:eg:ég\? Ca;‘;;bsgix::;gﬁ g ;;2?“
1,569731971 8,07E-20 1,29E-18 NMNAT2 nicotinamide nucleotide adenylyltransferase 2

[Source:HGNC Symbol; Acc:HGNC:16789]




Genes 2023, 14, 853

14 of 140

1,569026811

0,008437604

0,025636472

SLC11A1

solute carrier family 11 member 1 [Source:HGNC

Symbol;Acc:HGNC:10907]
in 51 H
1,565903964 4,04E-32 1,07E-30 TMEMS51 tra“Sme;:;;’;ii;g}ggic[;gzgg GNC
iled-coil domain containing 17 [Source: HGNC
1,564862121 0,00118247 0,004401038 ccDC17 corled-cot s;:;?;;?;;g;gc;z 6[57‘2]‘“8
1,564047331 3,05E-141 6,51E-139 KITLG KIT ligand [Source:HGNC Symbol; Acc:HGNC:6343]
iopoietin like 1 [Source:HGNC
1,563162998 1,50E-05 7,78E-05 ANGPTL1 anglc;pyiebﬁ;;;H[G(ﬁéfgg]
1,560913299 3,04E-06 1,73E-05 ASGR1 aSia1°glycosziﬁge;g‘ifgtg;c{?z]“e:HGNC
fucosyltransf H
1,559696107 0,000172079 0,000752959 FUTY “Cosg’y:ﬁbijfgc[;ﬁﬁzofl\lc
1,554154774 1,41E-150 3,41E-148 ETV5 ETS variant 5 [Source: HGNC Symbol;Acc:HGNC:3494]
laudin domain containing 2 [Source:HGNC
1,553913089 0,006968397 0,021643521 CLDND2 claudin s";‘;’gzlcz:cagéﬁcés‘;‘l‘;]ce
ATB h 1 H
1,553141359 8,75E-71 6,17E-69 SATB1 S Syr:brzfiszéi’grfSS 4§NC
ligand of numb-protein X 1 [Source: HGNC
1,549685298 1,21E-15 1,54E-14 LNX1 lgand o sr;;riof/:i;gcl\l C{g;‘;;;e
EFR3 homolog B H
1,547222436 8,98E-85 8,22E-83 EFR3B Simzz;vong’gg; 15§]NC
hosphatidylinositol-4-phosphate 5-ki 1
1,546036553 1,49E-06 8,88E-06 PIP5K1B phosp [g:jri:ggg . Simffl;ztci;lgﬁé;g;%‘]’ beta
llagen type XVII alpha 1 chain [Source:HGNC
1,543701099 3,68E-08 2,63E-07 COL17A1 cotlagen yzeymbolxcil GCNEH; 1[92]‘“@
homboid li H
1,538302011 1,15E-12 1,22E-11 RHBDL3 ! ‘;?;;ﬁ;iigéﬁgle 650621]\IC
CD226 molecule [Source:HGNC
1,537882283 0,002865245 0,009811706 CD226 Symg)‘l’;:i‘z;g;‘gf; o61]
1,537734052 5,57E-63 3,43E-61 ADM adrenomedullin [Source:HGNC Symbol; Acc:HGNC:259]
1A di tor domain and SOCS b
1,533960308 507E-08 3,57E-07 SPsba contsznir/lrgyzrgo;?:ergg\r(g s;rr:;‘:ll;:l;c:HcNC:;&so]
1 specificity phosph H
1,531108895 5,51E-54 2,69E-52 DUSP6 dua SPECISI;XEI;Z?Z 13215\? Céze[,g;;]rce GNC
inergi tor P2X 6 [Source: HGNC
1,529650011 2,53E-29 6,05E-28 P2RX6 purmerf‘él;;fg :C rC:H GN[C:;’;;;
1,52690349 1,54E-82 1,36E-80 ABCAT AT[I;ELTS:;‘I éﬁéfj;‘;ﬁﬁﬁ%ﬁﬁﬁ? !
inc fi trin-t 4 ‘H
1,525000531 1,08E-07 7,30E-07 ZMATA4 zmne lng;;?;;izczﬁéN és:;’:;ﬁ] GNC
th te selecti iated famil ber 2
1,51891044 5,00E-07 3,14E-06 THEMIS? yg;’iiﬁif&?g;fﬁﬁxcﬁg&yctifggfr
1 ier family 22 1 H
1,51271283 0,008454324 0,025679231 SLC22A1 solute Camesry;?;&m?gﬁgl 09[2;’]‘1 ree:HGNC
hes related family bHLH t iption factor with YRPW
1,510863842 0,003448136 0,011567393 HEY?2 s i;ﬁi ) [ZTL‘HYCG:H N é;‘;ﬁg;gﬁ;‘; G"Ir\l‘gl 4581)
i in 44 H
1,507622888 7,54E-29 1,77E-27 ANKRD44 a“kyrmsr}fi‘lﬁi’zggNéi‘;;gcg? GNC
NEDDA4 bindi tein 2 like 1 [Source:HGNC
1,504535177 2,81E-05 0,000140586 N4BP2L1 ‘gy;‘gﬁ}rz;‘; G;I Ce: 25[0 ;’;}rce
1,502455442 1,25E-247 9,67E-245 ITPRID2 ITPR lnteram;fn?;’;i:i‘:gg;’gl‘% 321 SOMCE:HGNC
1,498646386 0,010660542 0,031397552 C201f50 chromosome g;i;’;lrif’i‘ggcf?é“; 61;025 ource:HGNC
1,496928807 6,82E-14 7,84E-13 RGCC regulg;‘i;’i ICEAHCCCEISI&SS%;Z;GNC
H3 d i d tetratri tid ts1
1,496022236 6,26E-07 3,89E-06 SH3TC1 S[Sc?urgén:ll(r}llflg S;;Z:ﬁi’fjﬁllc;gfggo;
1,492918839 9,03E-12 8,81E-11 SUSD4 sushi domain containing 4 [Source: HGNC

Symbol;Acc:HGNC:25470]
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multiple C2 and transmembrane domain containing 1

1492713698 482E-12 482E-11 MCTP1L [Source:HGNC Symbol;Acc:HGNC:26183]
hi Juster 1 H3 famil h H
1,48929263 1,23E-08 9,18E-08 HISTIH3H lsm“eC“Stersymg’oE;“CICTH”(‘%“E’XW;]SOMW GNC
t iption elongation factor A3 [Source:HGNC
1,48670599 5,32E-12 5,30E-11 TCEA3 ranscrip lors‘;:;(ﬁ? A:::HE‘GCI\OIE ) 16[ ; ;’]“rce
inc finger DHHC- ining 22 H
1,484332025 0,000798106 0,003090193 ZDHHC22 #Inc tnger Synszfsccc(:):ltggggo10501”03 GNC
1,479349493 2,98E-08 2,14E-07 NEUROG2 neurogenin 2 [Source:HGNC Symbol;Acc:HGNC:13805]
inc fi HC- ining 12 H
1,478308769 8,09E-05 0,000376278 ZCCHC12 #Inc tnger ngﬂigiggg;ggn7[3810““8 GNC
leucine rich ts and i lobulin like domains 1
1,475953144 2,83E-148 6,54E-146 LRIG1 e“C‘“e[gzurrcil?I:"‘Gsi\?g S;E?;fffci’glg‘cfl% 681““““3
1,475583804 0,004820494 0,01562494 FERIL6 fer-1 hkg}f;“;iigzg’é;\%izggﬂcl\m
MOB ki tivator 3B H
1,471815932 1,07E-07 7,29E-07 MOB3B o ;}ﬁi;&gg gNéS;’;Srgg] GNC
tassi ltage-gated channel subfamily B member 1
1,469951074 4,89E-36 1,47E-34 KCNBI1 po asSl‘;;f)gfce?fl‘*ciaces;nabgiCSEHE‘;E‘C{'&;‘]““ er
landin F H
1,468960923 0,000130562 0,000585822 PTGFR Prostagsayr;:;)r(‘ﬂ;;fgglr\][g;‘;roﬁ GNC
hi, nid d EGF like domains 1 [Source:HGNC
1,459108705 5,87E-62 3,55E-60 SNED1 susit, i Ogense;; bol, ACL:I G‘I’\Ing;zzg 6[] ouree
interleuki H
1,456453516 9,26E-12 9,03E-11 IL6R inter esirlﬁ;zif;:fgél[\?gggfg] GNC
hi RNA bindi tein 2 H
1,456023492 2,42E-205 9,98E-203 MSI2 frusash I;Iymlz;;:lgcgé;‘é‘: 18[555’;rce GNC
1,452724651 1,06E-212 4,90E-210 SPP1 secre“’dss}ﬁsgifzgzgfleg;\:c[ji’;;;‘;:HGNC
ing fi FYVE Ii i ining B3 ubiquiti
1451003482 479854 434682 REEL e [Sourcet 1ON SymbaAce 1ONC2821]
Rac/Cded2 guani leotide exchange factor 6
1,450490929 3,41E-110 4,63E-108 ARHGEF6 ac/ [ SOErCf:g;‘g g;;eb‘:ﬂl Aec::);; Gﬁ‘gf . ;;] or
iption elongati lator 1 1i H
1,448455073 0,000161236 0,000709493 TCERGIL transcription e;f;i;gﬁ;é:ﬁgg&23151;‘;][S°urce GNC
derived trophic factor [Source: HGNC
1,442347222 2,84E-20 4,63E-19 NDNF neuron ems‘;mr{f;f,i;‘fﬁ Gf\}écz‘;g 6‘]’““9
1,439349981 0,001443382 0,005276992 SH3GL2 SH3 éi’;‘fé:ggg&“‘s‘;ilcbif iilcklié;r(‘jdl"g;‘i‘]“ Al
lute carrier family 14 1 (Kidd blood
waons sma e sowr MRS Smy e (0ot
1,432726131 0,000286877 0,001200329 KIAAI211L  KIAA1211 like [Source:HGNC Symbol; Acc:HGNC:33454]
inositol-trisphosphate 3-kinase B H
1,431859918 3,20E-109 4,28E-107 ITPKB mnostto “srs’yzfol?:ci};g;?é . 1[5;’]““9 GNC
1,429118807 1,29E-56 6,80E-55 CHST11 Carb°hydrf’;;;‘géiii:ﬁéﬁec}ll7asz‘;‘]‘rce:HGNC
dedicator of cytokinesis 4 HGN
1,428241033 6,92E-52 3,18E-50 DOCK4 edica g;;bi};;Zc?s(l;sN C[Slc;‘;r;;] GNC
1,427621342 1,46E-67 9,68E-66 ASTN1 astrotactin 1 [Source:HGNC Symbol;Acc:HGNC:773]
C3 and PZP like, alpha-2- lobulin domai
1423562803 1,84E-08 1,35E-07 CPAMDS Contai:il;g 8 [Soér:e:aII-IpG;IC ;I}IITICILC;%;ZCE:G&)?:;;I;ZS]
1,422996291 1,25E-47 5,29E-46 RGS20 regulator of s(; iﬁfi‘;‘%‘l‘éﬁ‘g 122 6[05(;““6:HGNC
TP bindi tei d in skeletal muscl
. I
1,421122652 0,016992867 0,047028503 TBC1D30 TBCI domgi; Hﬁiﬁg’iﬁ;‘g‘;\iﬁ;ﬁﬁme:HGNC
DP- 4,6-dehydrat H
1,420498186 3,48E-60 2,01E-58 GMDS G manr;c;sibfl; Aecc?,HE}al\?éZgS;;]lrce GNC
1,420295036 1,05E-07 7,16E-07 TNXB tenascin XB [Source:HGNC Symbol;Acc:HGNC:11976]
1,419468927 0,000198802 0,000859109 ADAMTS4 ADAM metallopeptidase with thrombospondin type 1

motif 4 [Source:HGNC Symbol; Acc:HGNC:220]
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1,417640731

2,03E-12

2,12E-11

RBM47

RNA binding motif protein 47 [Source: HGNC

Symbol;Acc:HGNC:30358]
interferon induced protein 44 like [Source:HGNC
1,417540985 5,54E-18 8,11E-17 IFI44L Symbol;Ac:HGNC:17817]
LHFPL tetraspan subfamily member 3 [Source: HGNC
1,417134541 20862572 LHFPL
,4171345 0,006665358 0,0208625 3 Symbol;Acc:HGNC:6589]
neuronal pentraxin 2 [Source:HGNC
1,417029113 2,51E-28 5,74E-27 NPTX2 Symbol: AccHGNC:7953]
fibronectin type Il domain containing 11 [Source: HGNC
1,41 781 2464787 7351 FNDC11
41606578 0,00246478 0,008573518 c Symbol; Acc:HGNC:28764]
HtrA serine peptidase 1 [Source:HGNC
1,414215634 2,72E-200 1,05E-197 HTRA1 Symbol; Ac:HGNC:9476]
thrombospondin type 1 domain containing 7A
1413948511 297812 304E-11 THSD7A [Source:HGNC Symbol;Acc:HGNC:22207]
tyrosine hydroxylase [Source:HGNC
1,412482 7! 2681 TH
,412482303 0,008887038 0,026813099 Symbol;Ac:HGNC:11782]
cold shock domain containing C2 [Source:HGNC
1,410427948 1,15E-60 6,73E-59 CSDC2 Symbol;Acc:HGNC:30359]
1,409864889 3,78E-121 5,96E-119 ADD3 adducin 3 [Source:HGNC Symbol; Acc:HGNC:245]
ADAM metallopeptidase with thrombospondin type 1
1,4092 4 1552 ADAMTS1
40926589 0,001552363 0,005635083 MTS19 motif 19 [Source:HGNC Symbol;Acc:HGNC:17111]
BTG anti-proliferation factor 1 [Source:HGNC
1,4062101 2,44E- 2,89E- BTG1
A06210198 ALED8 B9E-96 c Symbol;Acc:HGNC:1130]
tripartite motif containing 9 [Source:HGNC
1,402520967 5,33E-70 3,68E-68 TRIM9 Symbol;AccHGNC:16288]
Wnt family member 11 [Source: HGNC
1,400284 1,29E- 75E- WNT11
400284885 29E-05 6,75E-05 Symbol; Acc:HGNC:12776]
calcium voltage-gated channel subunit alphal D
1,398631659 0,004949674 0,016003561 CACNA1D [Source:HGNC Symbol; AcHGNC:1391]
hyperpolarization activated cyclic nucleotide gated
1,39166917 4,87E-05 0,000235226 HCN1 potassium channel 1 [Source:HGNC
Symbol; Acc:HGNC:4845]
ELKS/RABG6-interacting/CAST family member 2
1,3884554. 1,14E-11 1,10E-1 ERC2
38845543 ! 0E-10 c [Source:HGNC Symbol; Acc:HGNC:31922]
cerebral dopamine neurotrophic factor [Source: HGNC
1,384516966 0,000645461 0,002545899 CDNF
§ Symbol;Acc:HGNC:24913]
transmembrane protein 63C [Source:HGNC
1,382834412 7,73E-21 1,29E-1 TME
38283 73 29E-19 MEM63C Symbol; Acc:HGNC:23787]
alpha-1,3-mannosyl-glycoprotein 4-beta-N-
1,382672126 3,30E-12 3,36E-11 MGAT4A acetylglucosaminyltransferase A [Source:HGNC
Symbol; Acc:HGNC:7047]
sushi repeat containing protein X-linked [Source: HGNC
1,380779662 1,70E-115 2,54E-113 SRPX
” Symbol;Acc:HGNC:11309]
adhesion G protein-coupled receptor B1 [Source:HGNC
1 464 2,61E-07 1,70E- ADGRB1
380564643 61E-0 70E-06 G Symbol;Acc:HGNC:943]
ubiquitin associated and SH3 domain containing B
1,38023311 1,91E- 2,11E- BASH3B
380233113 O1E-95 . %3 UBASH3 [Source:HGNC Symbol; Acc:HGNC:29884]
stum, mechanosensory transduction mediator homolog
1,380067719 0,014636572 0,041302502 STUM [Source:HGNC Symbol; Ac:HGNC:30491]
sprouty RTK signaling antagonist 4 [Source:HGNC
1,378842714 4,11E-7" E-77 PRY4
788 ! 9 3,38 5 Symbol; Acc:HGNC:15533]
1,377976038 2,02E-45 7,95E-44 BCL2L11 BCL2 like 11 [Source:HGNC Symbol; Acc:HGNC:994]
potassium voltage-gated channel subfamily Q member 3
1,3767144 4,87E- 2,70E- KCN
376 53 B7E-06 70E-05 CNQ3 [Source:HGNC Symbol; Acc:HGNC:6297]
MER proto-oncogene, tyrosine kinase [Source: HGNC
1,375685203 3,93E-06 2,21E-05 MERTK Symbol:AccHGNC:7027]
1,374940309 5,88E-14 6,80E-13 EFNA5 ephrin A5 [Source:HGNC Symbol;Acc:HGNC:3225]
vav guanine nucleotide exchange factor 3 [Source: HGNC
1,374 1 7,86E- 42E-07 A
37460558 BOE-08 5 0 vAv3 Symbol; Acc:HGNC:12659]
1,372915098 0,00020084 0,00086592 LRRK2 leucine rich repeat kinase 2 [Source:HGNC

Symbol;Acc:HGNC:18618]
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human immunodeficiency virus type I enhancer binding

1,370505662 2,12E-51 9/68E-50 HIVEPS protein 3 [Source:HGNC Symbol;Acc:HGNC:13561]
inl H
1,369217915 1,37E-16 1,84E-15 TMEM163 transmeg‘;;a;‘;g:é:él\?éf;gocf GNC
Ras related GTP binding D [Source:HGNC
1,364784467 7,23E-30 1,76E-28 RRAGD asrela Seymbol; AZIC‘:;I“GgN CE 1‘9’;‘5;;
1,363407717 7,33E-17 1,01E-15 PLCD4 PhosPh;’ylEiEii’fg%ﬁz?;fg;HGNC
BX domain protein 1 HGN
1,362937078 7,23E-09 5,526-08 UBXN10 u ‘S’;“Iz;’(‘)lp;ocfgcol\][g;‘g;] GNC
1,362768794 0,000940677 0,003582177 PVRIG PVI[{Sfi?delgggg‘;i‘ﬁﬁncS;’{n(‘;%?;’;t;g]‘mg
RAB3A i i in like 1 H
1,361612321 9,28E-09 7,02E-08 RAB3IL1 3 mte;;f;i‘i}::;%%gé:97[2(()’]““8 GNC
kelch domain containing 8A [Source:HGNC
1,360020803 2,06E-09 1,64E-08 KLHDC8A el Og;i;lbi)?;ilc?géN Cé;;‘;;e
1,359701203 0,0010047 0,003798405 EYA1 EYA [tsrgziz:gg’;‘g ;‘;ﬁigigiﬁ%ﬂgﬁggm !
1Q motif containi HGN
1,356209195 477E-14 5,55E-13 IQCN ch;;rﬁﬁzliﬁﬂ?ﬁg\[fs'c?;;‘EO]G ¢
1,353775132 1,86E-26 3,96E-25 MCF2L MCF[Szoierli:‘;‘I‘Eﬁg‘;‘iﬁ?iﬁ;‘éﬁéql‘jg;z like
DL iated protein 1 H
1,352119757 3,54E-24 6,88E-23 DLGAP1 Gasséc;fxfb21;£f:2;§gN[cS§(z)g(r);? GNC
1,351622946 0,010691552 0,031469779 Cc7 complement C7 [Source:HGNC Symbol;Acc:HGNC:1346]
t fact th inhibitor 2 ‘H
1,349862955 2,09E-27 4,61E-26 TEPD2 1ssuetac Osryf;zbovl‘:zycé:Hg’;\I‘é ) 1[75601‘]‘“‘3 GNC
1,349393715 2,52E-09 2,01E-08 ST6GALNACs 10 Nag;ﬁ%:ﬁg’;%“g;ﬁs;ﬁﬁég;gﬁgﬁmm 5
lamin 2 H
1,347481007 5,38E-84 4,86E-82 TCN2 trar;?;til‘"’z:Hgg‘gﬁ 65?]NC
thyltransferase like 7B [Source:HGNC
1,346312571 8,59E-12 8,40E-11 METTL7B methy sr;rr:b:a:ecclHecN (E:;’S‘;r;g]
1 icoid i 1 H
1,345163949 5,54E-22 9,70E-21 GLCCI & “COCOST;;?S;XS;SSN ési’;;lcg] GNC
1,342476835 1,36E-05 7,11E-05 YPEL4 yippee like 4 [Source:HGNC Symbol;Acc:HGNC:18328]
family with imilarity 4 A
1,338988145 2,52E-28 5,76E-27 FAM49A a[r;‘(‘)zr‘::H é‘;‘?gesr;f;z‘;’{‘zrsz G?\;gfg:;;]
1 tein nmb [Source:HGNC
1,337346656 2,62E-17 3,70E-16 GPNMB & yC;”y’gbzl; £2H2§12334 &)
1 i ic ard famil
1,33495626 0,00728276 0,022508239 SLCOACT 80 “Z’Ccff;fjriigﬁgfé‘?;nﬁr{ffztﬁfcﬁgl zyazznber
ATP lasmic/endoplasmic reticul 2
1,334495427 0,005892807 0,018716174 ATP2A3 transpszisgrgigozsﬁfg&\]ocp ;;2;{1‘2‘;&“1\% 8; 3
1,334054653 5,28E-31 1,34E-29 INSM1 INSM “améryﬁﬁj?ﬁéi‘)éé O[;(‘)’]urce:HGNC
lycerol-3-phosphate acyltransf HGN
1,333479684 1,27E-20 2,10E-19 GPAT3 glycerol-3-p oss;f’mz;aAccycggsN‘ga;;i;]s ource: HGNC
ATPase phospholipid t ting 8A1 [Source: HGNC
1,332368694 8,23E-14 9,43E-13 ATP8A1 asep OSPS;’I:;LLZ?EE?C‘%B% 15 ouree
RIB43A in with coiled-coils 1 H
1,331072716 0,000924773 0,00352854 RIBC1 3 dm;:;xi AZ:‘P‘;E;IOC‘; 65[387?““8 GNC
ASXL t iptional regulator 3 [Source:HGNC
1,330213982 0,001320121 0,004864845 ASXL3 ranssc;iibglr;‘:Cfg‘lc;‘&gg;;‘]me
Rho GTP ivati in 21 H
1,329826833 8,86E-149 2,07E-146 ARHGAP21 oG asg;;:gfﬁ:fc gg§2:237[ig;1rce GNC
21 (RACT) activated kinase 3 [Source: HGNC
1,329652578 4,38E-58 2,37E-56 PAK3 p21( S);;;Zizcc::&s\? Czésg;]m
1,329329765 7,51E-11 6,77E-10 ALDHIAT ald[e;‘gliigg‘é’ﬁggseyﬁii i?gg;ecng;] Al
1,326048378 0,00082051 0,003169349 CHST9 carbohydrate sulfotransferase 9 [Source: HGNC

Symbol;Acc:HGNC:19898]
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grainyhead like transcription factor 3 [Source:HGNC

1,326726726 0,000126783 0,000570184 GRHL3 SymbobAGCHONC25839]
1,32412287 8,05E-05 0,000374976 ATP13A4 ATPase 13A4 [Source:HGNC Symbol;Acc:HGNC:25422]
1,322168728 4,35E-11 4,02E-10 PLXNC1 plexin C1 [Source:HGNC Symbol;Acc:HGNC:9106]
totagmin like 1 H
1,318806668 4,24E-05 0,000207035 SYTLI symf;;;g;fcéfl Gl[\fg:‘;;cses 4]GNC
1,318167895 4,52E-06 2,52E-05 GDF10 growth dlffseyr:ngfif;céﬁél[zsl(;‘]me:HGNC
1,315990691 1,57E-14 1,87E-13 MYO5B myosin VB [Source: HGNC Symbol;Acc:HGNC:7603]
K6 h 2 H
1,315586242 0,009239158 0,0277344 NKX6-2 N Syrzgﬁi’:;Hgﬁ‘gi;ziNc
1,315581919 0,011533126 0,033676172 HOXBS homeobox B8 [Source: HGNC Symbol;Acc:HGNC:5119]
-myc downst lated 1 HGN
1,312657673 6,53E-45 2,54F-43 NDRGI1 N-mye O“;r;:s;m;igﬁég Cyés;g’;‘me GNC
bohydrate sulfotransferase 1 [Source:HGNC
1,310654043 3,21E-19 5,01E-18 CHST1 carbony rz;;‘;;l’;irC‘Eéﬁec 1[9 6(;‘]1“6
Ikali idase 2 H
1,309767563 1,54E-07 1,02E-06 ACER2 a al;‘;;?jﬁfiij GIEISCO:‘ZZ‘%]GNC
leucine rich tt 14
1,309517474 0,00196135 0,006963402 LRRTM4 e‘[lsf;rl‘:iCr;CHgﬁé%yiﬁi?{i‘:fﬁg;’&e;‘;ﬂ;
1,309373701 2,38E-27 5,24E-26 CREBRF CREB3;;;{‘;%‘2;?&"&g;’:;;g}HGNC
D-box binding PAR bZIP t iption fact
130927508 116509 943609 DBP ot e Symbab A ONC267)
lci ltage-gated channel subunit alphal E
1,308107364 7,73E-09 5,88E-08 CACNAIE ca ?;xlzgé‘;\lgg Sey;bzﬁzem: GIEE::?;;Z?
Hinbi : .
1,307308605 1,29E-57 6,93E-56 LSAMP Igz:frZZ:SI:I"(I;“N&CSS;’;EE;2:?}1;2;‘3’6%;“
dynei 1h hain 9 [Source:HGNC
1,305429232 3,25E-13 3,59E-12 DNAH9 ynein axo;‘;;lgol;if’c‘g'}; GE’E: 2[95‘;‘]‘“8
H in bindi i H
1,303046694 9,50E-37 2,94E-35 SH3BP5 S 3dom?;ﬁﬁ;iffggiglE)Ss(;;?ce GNC
f cytokine signaling 6 [Source:HGNC
1,302287131 1,57E-68 1,05E-66 50CS6 suppressor gygb‘;bi‘:jﬁéxgi . 8[3 ;’]“rce
1,299889823 1,25E-65 8,15E-64 HES6 hes family ngfﬂféiTil”géﬁ?i‘;;g LL[]SO“TCE:HGNC
i : ; in1 H
1,29766008 1,93E-55 9,84E-54 CTNNBIP1 catenin bag}ﬁiﬁfﬁfﬁgﬁgl 6581‘;‘]““ GNC
icotinamide nucleotide adenylyltransferase 3
1,297352146 1,64E-07 1,09E-06 NMNAT3 mfgolunracr:lHé;uCC se;I:mef AiIS}I'{yGI:I?Z Oegr;;
1,297239144 0,013075572 0,037502889 FGD3 Féﬁrih;ggcag;nfi flzzag‘é&rga;ga;%‘?’
MAX interactor 1, dimerizati tein [Source:HGNC
1,296920947 5,06E-51 2,30E-49 MXI1 interac Ogymggl‘ilcﬁg’cnl\? é‘;;;‘;][ ource
1,296096447 2,10E-31 5,43E-30 ENTPD2 ecm“[‘;lz;’:::i:lggé‘os?mhzziﬁ’:ﬁ%’gﬁg’;ﬂa“ 2
t tei A :H
1,295387942 2,55E-16 3,38E-15 TMEM35A rammel;‘;:g;f’ggjgc‘o’; C:[;%:Ze GNC
1,294155516 0,000501096 0,002009977 GJA3 &ap ]um?yfﬂf:ﬁi‘;;‘gg;%i;;;]ce:HGNC
RAS and EF-hand domain containi HGN
1,294000624 5,16E-06 2,85E-05 RASEF San S;r;nbocl’;r/‘;:?gg\%f;é‘iiource GNC
MISP famil ber 3 [Source:HGNC
1,292996161 0,000488059 0,001963773 MISP3 S?Trib{)?;z:;chr[c?zugga]
1,292448629 5,24E-06 2,90E-05 Cl50rf62 chromosome 1;;:5;;}?22‘;22 "’Crgii;g[]source:HcNC
tinol dehyd H
1,290105432 1,13E-07 7,64E-07 RDH5 retino S;i;ﬁii:f:éﬁgg‘;ﬁ GNC
1,288321652 0,007619284 0,023405883 SMPD3 sphmgomyel;;i:zii}:;%ecsﬁz‘f;g]‘mrCe:HGNC
1,288016933 3,07E-62 1,98E-60 RGMA repulsive guidance molecule BMP co-receptor a

[Source:HGNC Symbol;Acc:HGNC:30308]
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1,28422181

1,84E-17

2,63E-16

SLC1A1

solute carrier family 1 member 1 [Source:HGNC

Symbol;Acc:HGNC:10939]
1,282084481 2,73E-29 6,49E-28 SYTL5 Synaf;;’rffgicéﬁél[\? SEE?SQ]GNC
lacental growth factor [Source: HGNC
1,276296298 0,001651129 0,00595462 PGE placen Say Iirg’ovlv; ACC?;IOGII\[I CO:;‘;;Z]
ASK i i in1 H
1,274672805 9,16E-11 8,20E-10 CASKIN1 CAS lnst;;iliz?ifz?{tz;c[sg;;;f GNC
jumonii domain containing 1 H
1,272399302 1,73E-93 1,86E-91 JMJD1C Jumonyt gr;;g‘oﬂlcjlgggl\] C?l[zi"lgce GNC
1,272015023 1,75E-56 9,13E-55 TNFRSF21 TNF receptor ;;iiﬁfi‘iyg‘ceggeﬁt source:HGNC
e e e St
Idehyde dehyd 3 famil ber A2
1,270254724 3,29E-97 3,80E-95 ALDH3A2 a [esc)yurece; é’nggSeyr;iZeol; Airzi{ycﬁecﬂozr]
1,269682881 0,003387487 0,011392994 EPCAM epithelial ng;‘;ﬁii‘;iggﬁgﬁ[552(;‘]“6:HGNC
tacti indi tein 2 ‘H
1,266723378 1,04E-07 7,10E-07 CTTNBP2 cortac “‘S;Eb:l‘;ilzcr;ecl?\l CE;;‘;;T GNC
1,266692621 0,000894748 0,003422049 MCF2 Mc[goiiilgg\?gg‘;ﬁbﬁfzfsE“glfgzgzg]me
lutarate dehyd lik H
1,265719489 2,96E-13 3,27E-12 OGDHL oxoglutara ;ynfb(})'l;fifilés; CI:;S[SS;(’;]HCQ GNC
TOX high mobilit box famil ber 3
1,265422118 7,38E-31 1,87E-29 TOX3 [ Soulfc e;‘l‘égllcys}gliggb :;;;rggcﬁir;n?r
h isate 1,2-di H
1,264817592 4,68E-15 5,76E-14 HGD OmOgen“;;t;b’o I;‘X:;yHgéﬁcsz[ssg;Tce GNC
lectin P ligand [Source: HGNC
1,263297912 1,69E-11 1,61E-10 SELPLG s esifrlzbol;liizH[GONuCrzcleWZZ]
1,263159636 0,002434534 0,008480446 KCNH3 pOtassm[rsrl)rr’it:gecﬁtceg;;f:l‘isjgéﬁg ;;?fmber 3
TIMP metallopeptidase inhibitor 1 H
1,261871838 1,49E-167 4,66E-165 TIMP1 meta S‘;Eii(jbzsci:g GIE CO rl h 8[25(;)]““6 GNC
thyltransferase like 7A [Source:HGNC
1,259252154 1,43E-90 1,48E-88 METTL7A ety ;;Ebzrl‘j‘:ec;;GN C[:zil;rscoe]
RTK signali ist 2 H
1,257068891 3,44E-111 4,77B-109 SPRY?2 sprouty Sjiﬁ;‘figgggiﬂ%’um GNC
tinal G protei led receptor [Source:HGNC
1,252682836 8,27E-08 5,69E-07 RGR retna pr%;g;;tz;:};g;pc;rggo‘]’urce
2,4-dienoyl-CoA 1 H
1,252405072 5,31E-95 5,82E-93 DECR1 ’ dlemgy;ﬁ’mli‘zgﬁgc:[25;’:;]“ GNC
llograft inflammatory factor 1 like [Source: HGNC
1,251995377 6,99E-86 6,62E-84 AIFIL alogratt i ;‘;Ir‘nrzil";yccfl ng szsegg 4‘]"“&
1,251391535 2,19E-14 2,60E-13 RAB26 . memb;;ﬁﬁ};tfﬁeé‘; gﬂg 9[]S ource:HGNC
histone cluster 1 H2B famil H
1,251093835 4,57E-11 420E-10 HIST1H2BG 1stone cus ersymbd;“c‘lggzgf’g 4g6][50ur°e GNC
1,250562286 1,25E-48 5,38E-47 ADGRLA4 adhesion G prost;i‘bi‘;‘fcl:‘:{rgcggt% SLZA;][SO“TCE’HGNC
h Ifotransferase 2 H
1,248624048 3,56E-136 7,20E-134 CHST? carbo ydr?;;ioizi::;i;1[987(())1]1“8 GNC
Bcl2 modifying factor [Source: HGNC
1,246266381 5,58E-13 6,08E-12 BMF ¢ nSl;rnlb}(I)llnic:;IOC:‘l\[I c();lzlzr;:z]
1,245147428 5,54E-15 6,77E-14 ACSST acyl['si ﬁ;yﬁté‘f\;ésgjﬁlf;cx?éﬁgEg’;‘ﬁer !
1,24467941 2,67E-23 4,95E-22 NTNG2 netrin G2 [Source:HGNC Symbol; Acc:HGNC:14288]
Jani AP i H
1,242172565 0,010594849 0,031237259 GAL galanin and sGanogiErHogﬁgii S;’“rce GNC
1,240067917 1,09E-49 4,86E-48 RTLS retrotransposon Gag like 5 [Source: HGNC

Symbol;Acc:HGNC:29430]
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1,234173199

2,14E-45

8,44E-44

KIF13B

kinesin family member 13B [Source: HGNC

Symbol;Acc:HGNC:14405]
h h :H
1,233072538 5,72E-08 4,00E-07 GHR growt S;ﬁg?;r:;;’fgl’\r}ésgg; GNC
I receptor for phosphoinositides 1 associated
o mome  omvs  au g oo et
1,232779446 7,34E-20 1,17E-18 ADCY1 ade“’él;:bc(ifizz;E&?;‘;;GNC
1Q motif containing D ‘HGN
1,231546815 0,004310824 0,014147383 1QCD Qmos;nfgz;‘:;‘fl Gl\[ISC‘?;;ZB]G ¢
1,229874786 4,59E-42 1,64E-40 NT5DC1 > ’nudeOnda;;igglezgéag&gl25[2]0 urce:HGNC
1,222936486 3,37E-09 2,65E-08 NHSL2 NHS like 2 [Source: HGNC Symbol;Acc: HGNC:33737]
1,221249108 3,75E-12 3,79E-11 NCAM2 neural cell ;‘yﬁf;ﬁi?ﬁfgﬁ%?;‘;‘]‘m:HGNC
1,220990933 3,08E-06 1,76E-05 CCNA1 cyclin A1 [Source:HGNC Symbol; Acc:HGNC:1577]
(§ 1 1 :H
1,217227512 1,05E-07 7,12E-07 GADI1 g“mmatsey‘:gz;}’::zgéel\lc[%;;e GNC
1-CoA synthetase short chain famil ber 2
1,214670462 0,009255022 0,027759926 OSCAR OSteo[CSlZf;r:: sﬁgﬁi‘jﬂsﬁfﬁlﬂ ziogé;’éﬂ;gfgf ptor
T cell lymphoma invasi is 1
s e ome maw e e
ine/threonine kinase 32B [Source: HGNC
1,207445145 1,45E-14 1,73E-13 STK32B serine/ sr;f;;r;le AICI:;;GN C:[1402u1r7c]e
1,206049846 2,59E-07 1,69E-06 YPEL1 yippee like 1 [Source:HGNC Symbol;Acc:HGNC:12845]
1,20002522 5,17E-06 2,86E-05 ENDC5 fibronectin Wp;;iﬁ;i?:ggﬁé“;gg 450][50“"6:HGNC
tei it 2 :H
1,198559831 9,37E-32 2,45E-30 GNG2 G pro e“;;‘}f;;t Agci?g\} c[:iZSZ]Ce GNC
N-deacetylase and N-sulfotransferase 3 [Source: HGNC
1,198160217 0,004978426 0,016088481 NDST3 cacetylase g‘;mboiic‘;;g;eéf;&][ ouree
i 1 in 10 like 2A
1,197554909 8,31E-07 5,10E-06 SMIM10L2A s[ré‘jurlcr:;gg;\lrcngr;ﬁﬁx rcogg‘Ng 31::9 p
1,197300531 5,02E-33 1,37E-31 YPEL3 yippee like 3 [Source:HGNC Symbol;Acc:HGNC:18327]
leucine rich ining 17 H
1,196039792 1,03E-52 4,89E-51 LRRC17 eucine rie S;i’gzii’;t;g;% : 628905‘]““ GNC
iotensin 11 receptor type 1 [Source: HGNC
1,194394533 0,010190409 0,030195876 AGTR1 anglo enSIEYIJEEEPA:;gg; ng:]rce
1,192784567 6,49E-65 4,18E-63 POSTN periostin [Source:HGNC Symbol;Acc:HGNC:16953]
1,191525689 4,68E-16 6,08E-15 PTPRN pr‘[’;zrrzrl‘_’fgﬁ é’ :;i:gfiic?éggr;ey% N
dotheli ¢ A H
1,190637256 1,95E-19 3,08E-18 EDNRA endo e;’;}f;ii:z:ﬁ’él\} C[i(;‘;r;]e GNC
hosphodiesterase 3A [Source:HGNC
1,190315172 6,66E-12 6,58E-11 PDE3A P Osps;ISEZI?ch;iHGIET(?};;C;S]
i i :H
1,189328016 0,000109709 0,000498249 ANKRD53 a“ky““;izitli’z;gi’c[:52‘;;;‘? GNC
ftlin famil ber 2 [Source: HGNC
1,188396454 5,37E-11 4,91E-10 RFTN2 raftmn s;?biltfzgél\l[c;‘;ﬁz]
herin 17 H
1,187504504 1,22E-15 1,55E-14 PCDH17 pro;;igoﬁzcﬂggéiz 6%NC
1,187223179 9,07E-29 2,12E-27 IL33 interleukin 33 [Source:HGNC Symbol;Acc:HGNC:16028]
118501184 L65E-19 261E-18 RNF128 T e LIONC Symbol AN AT,
kyri t domain 36C [Source: HGNC
1,177595958 5,57E-05 0,000266519 ANKRD36C aniyrin ;;p;;ol;zi?gclw c;[sg;jgf
1,177031117 8,35E-18 1,22E-16 ETV4 ETS variant 4 [Source: HGNC Symbol; Acc:HGNC:3493]
1,176865822 3,39E-60 196E-58 OAE out at first homolog [Source:HGNC

Symbol;Acc:HGNC:28752]
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1,175753252

7,98E-09

6,07E-08

ZIC4

Zic family member 4 [Source:HGNC

Symbol;Acc:HGNC:20393]
Rho GTP. ivati in 24 H
1,175273238 4,09E-11 3,81E-10 ARHGAP24 oG as;;iﬁf:fc 5;222:255(1’?“‘3 GNC
kinesin famil ber 26B [Source:HGNC
1,173530508 2,46E-31 6,34E-30 KIF26B nesin ;‘;“I;g;z’;;rcN c;[zgrsrzxc]e
1,173309918 1,21E-06 7,28E-06 PODN podocan [Source:HGNC Symbol;Acc:HGNC:23174]
SAM and SH3 domain containing 1 [Source:HGNC
1,172636033 4,78E-49 2,10E-47 SASH1 an Sm‘ggﬁ?ggéﬁg% 15[;2(]’““8
1,172362989 5,66E-29 1,34E-27 COQ8A coenzyme Q8A [Source:HGNC Symbol;Acc:HGNC:16812]
taglandin E tor 1 [Source:HGNC
1,170684323 0,003628177 0,012118485 PTGER1 prostag Z’;H‘lgol;e;e%ocrN é: ;’5‘;?]8
1 i :H
1,169095674 3,86E-10 3,30E-09 AK5 adeng;fbl:;:iigéﬁéf; 65]GNC
i thase [Source:HGNC
1,168530829 8,01E-153 2,07E-150 SMS Spersny‘ﬁebzly;zcjfjéI\Ioé‘:rlcflza]
islet cell igen 1 H
1,166412125 7,11E-07 4,40E-06 ICA1 islet Cesy:lgzixf; GS&’;‘Z] GNC
hroom famil ber 2 [Source:HGNC
1,164265203 9,27E-15 1,12E-13 SHROOM? shroom %’i‘;&)ﬁig&;&%ﬁe
1 h :H
1,163192405 0,005036993 0,01625339 EGR3 earyg?;fﬁbjﬁiiifﬁi;ﬁff;ﬁ GNC
integri it alph H
1,162876507 7,48E-07 4,62E-06 ITGAS mtegr“;;‘:;;ﬁ;f;cﬁg?;ﬁ] GNC
ATP bindi tte subfamily A member 5
1,162345016 1,22E-07 8,21E-07 ABCA5 [Sogcelffl GC?\ISZeS;I’:;OIi:nCIC:};I G;‘Z’gﬂer
1,160359112 3,62E-26 7,64E-25 PTCH1 patched 1 [Source:HGNC Symbol;Acc:HGNC:9585]
1,159522838 1,31E-12 1,38E-11 XKR4 XK related 4 [Source:HGNC Symbol;Acc:HGNC:29394]
lci Imodulin dependent protein kinase II inhibit
1,158188867 6,84E-90 6,87E-88 camkoNt C“ml‘/ [C;‘Oz‘rocef;&\]ecp;;‘maliscfgc;ESZZ 19‘5] tbrtor
hannel like 7 H
1,157827631 3,01E-11 2,83E-10 T™MC7 transmem:;goi ::;;I(;;ec:zgso%‘;ce GNC
1,156887334 2,36E-08 1,72E-07 SELENOP selenoprotein P [Source:HGNC Symbol;Acc:HGNC:10751]
hydrol i ini H
1,152674789 3,39E-29 8,06E-28 ABHD6 abhydro as;;;?j&iggg‘\gﬁgg?rce GNC
t iption factor 12 [Source:HGNC
1,151974172 3,23E-118 4,89E-116 TCF12 ranscsr;p:nl;) ;zzc"; Gl\[I C° ‘11;2; 3
1,151681166 0,014854253 0,041834213 AQP2 aquaporin 2 [Source:HGNC Symbol;Acc:HGNC:634]
Ipha-2-gl tein 1, zinc-binding [Source:HGNC
1,151258584 0,001224063 0,004541037 AZGP1 apha-<g yCOI;;(;nebll(;ll; A?C“IC{ G‘;‘I le;fo[] ouree
i i :H
1,149904809 1,42E-08 1,06E-07 ANKRD35 a“ky““;izitli’z;gﬁc[:5206‘;;3‘; GNC
dystrobrevin alpha [Source:HGNC
1,149687398 2,75E-59 1,55E-57 DTNA s ISOYI;Z‘ZEZCI;& G[I\?g;gm
istal-less h 1 H
1,149227224 0,003645368 0,012167529 DLX1 dista 5’;;&?23?0&1&553;2 GNC
MYCL proto- bHLH t iption fact
1149009742 549E-09 423508 et Souree HONG SymbobAceHONGTS05]
1,148547823 1,31E-26 2,82E-25 SP8 Sp8 tra;;g;i;:gt Cfﬁtg;[gol‘;rlf;cNC
1l adhesi lecule 2 H
1,148303519 4,43E-05 0,000215272 CADM? cellad S;SI‘;’]:O?:C‘Z:C;SNE;’;;ZS] GNC
tocadheri bfamily C, 4 [Source:HGNC
1,146247723 3,98E-14 4,66E-13 PCDHGC4 protoca ermsiiféll? ::c:I;anII\I}(IZ:8717[] ource
I 1 itB H
1,14557331 0,011187259 0,032794554 INOSOB NO8o Csoyrrrr‘isl":f‘;‘gN éslzg;f] GNC
1l integral memb tein 3 [Source:HGNC
1,14463039 5,98E-32 1,58E-30 SMIM3 smaflin egrgyﬁzz;:c‘g’é"l\]eclgo2agurce
1,144252955 0,014461079 0,04089053 ETV2 ETS variant 2 [Source: HGNC Symbol;Acc:HGNC:3491]
1,143565666 2 08E-07 137E-06 HISTIH2BC histone cluster 1 H2B family member ¢ [Source:HGNC

Symbol; Acc:HGNC:4757]
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1,142796122

3,48E-25

7,01E-24

SLC1A2

solute carrier family 1 member 2 [Source:HGNC

Symbol;Acc:HGNC:10940]
hospholi like 2 H
1,142401962 4,09E-19 6,35E-18 PLCL2 phosp S;}f;jﬁfcclﬁclésg‘;gzz] GNC
ltiple EGF like domains 10 [Source:HGNC
1,141029288 7,34E-25 1,46E-23 MEGF10 muitiple Symblole; A:Cm;g‘; szlgé’;r]ce
1,139966397 1,77E-09 1,42E-08 ADAM22 ADAM mm“;’;’iiiif:c%’g;;g; l[]s ource: HGNC
1,139815633 1,37E-05 7,14E-05 C201f02 chromosome g;ﬁ;’;ﬁiﬁggcfﬁgzggg’ ourceHGNC
1,138834779 3,90E-55 1,96E-53 FDXR ferrei"y’ﬁiﬁﬁjﬁ%ﬁ%‘gzigGNc
1 h D :H
1,137560137 0,011648939 0,033978553 LDHD actate g;&iﬁoii??jgl\]éslo;;g; GNC
lucose-6-phosphate dehyd Source:HGNC
1,137456229 6,04E-127 1,04E-124 G6PD grucoseop Ossfmifl; :CCYHrGOIieCﬁZ;]"me
1,134622126 0,000225473 0,000962077 DLG2 discs large Mlz(;igoslfzfcfzﬁ g;’ée;r; gl[lsourcezHGNC
lute carrier family 1 14 HGN
1,13119947 3,31E-05 0,000163932 SLC16A14 souecarr‘e;yfnﬁl}: Af:;énlgecr:z ) 4[157‘;“@ GNC
1,12904793 0,000949081 0,003605691 TGFBR3 transforming grg;";liii‘iﬁgggiﬁt;’; 4? [Source:HGNC
histone cluster 1 H2A famil i HGN
1,128550904 0,017683012 0,04868159 HISTIH2AI 1stone clus ersymbol;zr:;glénlzré‘i‘;rzg][source GNC
dual specificity phosphatase 15 [Source:HGNC
1,128493302 3,24E-07 2,08E-06 DUSP15 ua Spe“sl;ﬁibzsig é‘;?c m[zngce
; ine phosph H
1,127670281 1,96E-07 1,29E-06 PTPRH P“[’ézirzr:gﬁg S;Ebc?;;f?c;ccegg;ey%
tacti iated protein like 2 [Source: HGNC
1,126491164 1,16E-32 3,15E-31 CNTNAP2 contactin asg;f;abjl; :cr:égNlci ) SE SS]‘”CG
1,121062122 0,000448426 0,001816355 TSPAN7 tetraspanin 7 [Source:HGNC Symbol; Acc:HGNC:11854]
inc finger SWIM-t taining 5 [Source: HGNC
1,114906403 0,001656226 0,005969672 ZSWIM5 ZInc Hnger Symboifcsg(?;‘gf%g;ume
1,113970219 2,36E-111 3,32E-109 CORO2B coronin 2B [Source:HGNC Symbol;Acc:HGNC:2256]
1,111435908 2,66E-100 3,21E-98 EGFR epidermal g;‘y’;g:)fi:t‘:ggifggggume:HGNC
Ras and Rab interactor 1 H
1,111039792 1,91E-28 4,40E-27 RIN1 as anSyl’iE;E:Z::CI—ICEN[CS:‘;);;ZZ] GNC
tein phosphatase 1 regulatory inhibitor subunit 14C
1,110161171 3,72E-08 2,65E-07 PPPIR14C pro e”[‘siu(;z’:}? Ga;ec Sr;ﬁ;si}c’;H élirg;j;s;?l
hosphoinositide-3-kinase i ; in1
1,105956128 3,45E-32 9,19E-31 PIK3IP1 P FSS(I)JurOC?I?ISgII\?E gyﬁjﬁ;ﬁtﬁgﬁgigﬁ;
inositol-trisphosphate 3-kinase A H
1,105375418 0,003205512 0,010841087 ITPKA mnostto “Sf;yf;i’ol"? :Ciﬂlgﬁecz . 1[§;“rce GNC
1,104179636 1,42E-09 1,15E-08 FEZF2 FEZ fag;zbzéﬂzgzlfé;g‘g;g‘gFGNc
1,101124162 0,002737734 0,009408264 LCN12 lipocalin 12 [Source:HGNC Symbol;Acc:HGNC:28733]
1 ier family 1 4 H
1,100766699 0,001542299 0,005604842 SLC13A4 solute Camesry;r;;g;iEeclﬁgwg;’]‘“ce GNC
RAB33A, member RAS family [Source:HGNC
1,099564057 0,011238416 0,032908225 RAB33A mem Seyrmbol;zrc‘z:"Hggl‘fI Cf‘gn;g][ ource
1,09895401 4,44E-166 1,32E-163 FTL femg;‘ﬁf:f}:;:;g;‘g‘;;?w
RAI calci lease-activated calci dulat
1,097428068 2,90E-20 4,72E-19 ORAI3 o [gzlfr‘:;“;é;ag;;fng’;chj{%‘;rg;;’l 8‘;; or3
1,095963003 2,04E-14 2,42E-13 ST3GALS5 ST3[:§$Cgea§g§fédseyﬁ}$ii’:ﬁgg?r{;‘;&;ﬁe >
ticuloph lator 1 H
1,094891295 2,32E-21 3,99E-20 RETREG1 retieu Ogy;izlifct;gl\] C[S;L;ZT] GNC
t brane 7 famil ber 2 [Source:HGNC
1,091093159 8,50E-54 4,12E-52 TM7SE2 ransmenm ranesy;‘;iif:;{ycﬁecml 1?;63][ ource
1,091023375 3,28E-07 2,10E-06 GGN gametogenetin [Source: HGNC Symbol;Acc:HGNC:18869]
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1,089323542

1,17E-14

1,41E-13

STK32A

serine/threonine kinase 32A [Source:HGNC

Symbol;Acc:HGNC:28317]
coiled-coil domain containing 30 [Source:HGNC
1,088029839 0,006544519 0,020540667 CCDC30 Symbol;Ac:HGNC:26103]
small integral membrane protein 1 (Vel blood group)
1 17 2050971 72 1 IM1
086591765 0,002050976 0,00725638 SMIM [Source:HGNC Symbol; Acc:HGNC:44204]
teneurin transmembrane protein 1 [Source:HGNC
1,084565878 9,28E-06 4,96E-05 TENM1 Symbol:AcHGNC:8117]
unc-79 homolog, NALCN channel complex subunit
1 75814 122 2 751 NC7
0839758 0,01220899 0,03538875 UNC79 [Source:HGNC Symbol; Acc:HGNC:19966]
NBPF member 14 [Source:HGNC
1,083966179 1,02E-21 1,78E-20 NBPF14 Symbol;AccHGNC:25232]
tribbles pseudokinase 2 [Source:HGNC
1,083933343 2,20E-123 3,59E-121 TRIB2 Symbol;AccHGNC:30809]
G protein-coupled receptor 153 [Source: HGNC
1,0813777 2,68E- 19E- PR1
081377706 /68E-36 8,19E-35 GPR153 Symbol; Acc:HGNC:23618]
histone cluster 1 H3 family member e [Source:HGNC
1,080765115 2,54E-16 3,36E-15 HISTIH3E Symbol: AccHGNC:4769]
family with sequence similarity 222 member A
1 21 4224 25347 FAM222A
/0800868 0,0006 0,002534738 AM [Source:HGNC Symbol; Acc:HGNC:25915]
: : potassium voltage-gated channel subfamily E regulatory
1,079663456 6,52E-14 751E-13 KCNE4 subunit 4 [Source:HGNC Symbol;Acc: HGNC:6244]
EF-hand domain family member D2 [Source: HGNC
1,078799022 4E-7! 7,28E-74 EFHD2
0787990 96 6 28 Symbol; Acc:HGNC:28670]
carboxylesterase 4A [Source:HGNC
1,078738696 2,68E-06 1,54E-05 CES4A
i Symbol;Acc:HGNC:26741]
CECR?2, histone acetyl-lysine reader [Source:HGNC
1,077 19E-12 26E-11 ECR2
077883593 319 3,26 CEC Symbol;Acc:HGNC:1840]
NBPF member 10 [Source:HGNC
1,07767622 20E- 2504 NBPF1
A77676 520805 0,000250485 0 Symbol;Acc:HGNC:31992]
von Willebrand factor A domain containing 5A
1,076931174 6,35E-43 2,35E-41 vwasa [Source:HGNC Symbol;Acc:HGNC:6658]
1,076754097 4,48E-11 4,13E-10 CDH5 cadherin 5 [Source:HGNC Symbol;Acc:HGNC:1764]
3 3 gamma-secretase activating protein [Source:HGNC
1,076228632 5,44E-13 5,94E-12 GSAP Symbol;AcHGNC:28042]
1,075092654 2,55E-12 2,63E-11 MYO15B myosin XVB [Source:HGNC Symbol; Acc:HGNC:14083]
MINDY lysine 48 deubiquitinase 1 [Source:HGNC
1,0744591 1,36E-21 2,35E-2 INDY1
074459158 36 35E-20 MIN Symbol; Acc:HGNC:25648]
1,072851107 0,000163902 0,000720263 PLLP plasmolipin [Source:HGNC Symbol;Acc:HGNC:18553]
growth factor receptor bound protein 10 [Source:HGNC
1,071912 4E-121 1,54E-11 RB1
071912588 99 > 8 GRBI10 Symbol;Acc:HGNC:4564]
protein phosphatase, Mg2+/Mn2+ dependent 1H
1,069752128 1,71E-09 1,37E-08 PPM1H
ource: 'mbol;Acc: :
. [S HGNC Symbol; Acc:HGNC:18583]
STEAP3 metalloreductase [Source: HGNC
1 14622 1,00E-71 7,22E-7 TEAP.
069146225 00 ’ 0 5 3 Symbol; Acc:HGNC:24592]
solute carrier family 2 member 12 [Source:HGNC
1 141394 2,76E- 1E-37 LC2A12
6914139 ,76E-38 8I1ES SLe Symbol;Acc:HGNC:18067]
two pore segment channel 1 [Source:HGNC
1,068510434 4,45E-39 1,46E-37 TPCN1 Symbol;AccHGNC:18182]
1,066849845 3,20E-17 4,50E-16 STX1A syntaxin 1A [Source: HGNC Symbol;Acc:HGNC:11433]
dickkopf WNT signaling pathway inhibitor 1
1 72 1,93E-2 4E-24 DKK1
10653535 93E-25 39 [Source:HGNC Symbol; Acc:HGNC:2891]
ArfGAP with GTPase domain, ankyrin repeat and PH
1,064617475 0,003517423 0,011783035 AGAP2 .
i domain 2 [Source:HGNC Symbol;Acc:HGNC:16921]
gap junction protein beta 2 [Source:HGNC
1,062721 29E-1 7,66E- B2
06 696 9,29E-10 /66E-09 = Symbol;Acc:HGNC:4284]
kelch like family member 24 [Source: HGNC
1,061543107 1,06E- 45E-37 KLHL24
06154310 /06E-38 345E-3 Symbol; Acc:HGNC:25947]
1,060891932 1,17E-91 1,22E-89 LGALS3 galectin 3 [Source:HGNC Symbol; Acc:HGNC:6563]
1,06078305 3,34E-06 1,89E-05 SERPINI1 serpin family I member 1 [Source: HGNC

Symbol; Acc:HGNC:8943]
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glutamate ionotropic receptor NMDA type subunit 2A

1,059334687 3,75E-17 5,24E-16 GRIN2A
! [Source:HGNC Symbol; Acc:HGNC:4585]
1,058816088 4,49E-52 2,08E-50 RTN1 reticulon 1 [Source:HGNC Symbol;Acc:HGNC:10467]
inhibitory synaptic factor 2A [Source:HGNC
1,058018902 4,56E-09 3,54E-08 INSYN2 Symbol; Acc:HGNC:33859)]
CUB and Sushi multiple domains 2 [Source: HGNC
1,057459157 2,26E-2 4,60E-24 D2
05745915 26E-25 60 CsM Symbol; Acc:HGNC:19290]
myogenesis regulating glycosidase (putative)
1,05456154 1,64E-61 2E- MYOR
0545615 /64E-6 9,82E-60 ORG [Source:HGNC Symbol; Acc:HGNC:19918]
betaine--homocysteine S-methyltransferase 2
1,053569525 0,000208735 0,000896772 BHMT2 [Source:HGNC Symbol; Acc:HGNC:1048]
1,052665662 2,94E-87 2,85E-85 SEMAGA semaphorin 6A [Source:HGNC Symbol;Acc:HGNC:10738]
transmembrane protein 158 (gene/pseudogene)
1,052 2! 1,32E- 1,50E-94 TMEM1
052389029 S2E-96 HOE-9 MEMI58 [Source:HGNC Symbol; Acc:HGNC:30293]
hexamethylene bisacetamide inducible 2 [Source: HGNC
1,052077717 0,000283469 0,001187609 HEXIM?2
i Symbol;Acc:HGNC:28591]
1,050927162 1,53E-16 2,05E-15 NRN1 neuritin 1 [Source:HGNC Symbol;Acc:HGNC:17972]
ATP binding cassette subfamily B member 9
1,050903392 2,92E-16 3,85E-15 ABCB9 [Source:HGNC Symbol; AccHGNC:50]
zinc finger protein 521 [Source:HGNC
1,04921991 E-1 74E-1 ZNF521
049219916 3,69E-19 5 8 NES Symbol; Acc:HGNC:24605]
dispatched RND transporter family member 1
1,048232034 2E- 29E- DISP1
/04823203 6,92E-09 5.29E-08 S [Source:HGNC Symbol; Acc:HGNC:19711]
proline rich transmembrane protein 1 [Source: HGNC
1,047619486 0,014455782 0,040887465 PRRT1 Symbol; Acc:HGNC:13943]
transducin like enhancer of split 2 [Source:HGNC
1,04678641 1E-12 E-11 TLE2
046786418 36 3,65 Symbol; Acc:HGNC:11838]
1,046523025 1,20E-49 5,33E-48 TSPAN13 tetraspanin 13 [Source:HGNC Symbol; Acc:HGNC:21643]
1,04437855 8,54E-93 9,11E-91 SQSTM1 sequestosome 1 [Source:HGNC Symbol;Acc:HGNC:11280]
1,04327586 1,72E-17 2,47E-16 EPHB3 EPH receptor B3 [Source: HGNC Symbol;Acc:HGNC:3394]
1,042477509 6,84E-26 1,43E-24 PPL periplakin [Source:HGNC Symbol;Acc:HGNC:9273]
phospholipase A2 group IVA [Source:HGNC
1,040064941 6,36E-05 0,000301685 PLA2G4A
! Symbol; Acc:HGNC:9035]
adenylate cyclase 2 [Source:HGNC
1 424 4,03E-1 4,97E-14 ADCY2
03990 03E-15 9 c Symbol;Acc:tHGNC:233]
ADP ribosylation factor like GTPase 4C [Source:HGNC
1 4904 73E-1 7,52E-1 ARL4
/03880490 573E-108 S 06 ¢ Symbol; Acc:HGNC:698]
WD repeat domain 88 [Source:HGNC
1,038776882 0,009491086 0,028379662 WDR88 Symbol;AccHGNC:26999]
PHD finger protein 21B [Source:HGNC
1,03874542 1E-11 74E-1 PHF21B
038745423 98 8 0 Symbol; Acc:HGNC:25161]
neuropilin and tolloid like 2 [Source:HGNC
1,037373659 3,62E-60 2,08E-58 NETO2 Symbol; Acc:HGNC:14644]
ring finger protein 144 A [Source: HGNC
1,036707692 4,40E-1 1E-1 RNF144A
103670769 AOE-19 68 8 Symbol; Acc:HGNC:20457]
: : glycogen phosphorylase B [Source: HGNC
1,034563565 4,04E-128 7,25E-126 PYGB Symbol: Ac:HGNC:9723]
Ras association domain family member 9 [Source:HGNC
1,034258947 1,42E-06 8,48E-06 RASSF9 Symbol;AcHGNC:15739]
1,034179164 0,016406269 0,045687354 MUMIL1 MUM1 like 1 [Source:HGNC Symbol;Acc:HGNC:26583]
1,034157123 5,26E-06 2,91E-05 CD38 CD38 molecule [Source:HGNC Symbol;Acc:HGNC:1667]
SRC kinase signaling inhibitor 1 [Source:HGNC
1,033413719 1,69E-07 1,12E-06 SRCIN1 Symbol; Acc:HGNC:29506]
transmembrane protein 119 [Source: HGNC
1,03284: 11 2 432042! TMEM11
,032848983 0,00115836! 0,004320425 M119 Symbol;Acc:HGNC:27884]
interphotoreceptor matrix proteoglycan 2 [Source: HGNC
1,03165744 0,004870098 0,015769917 IMPG2 Symbol; Ac:HGNC:18362]
solute carrier family 24 member 3 [Source:HGNC
1,026601214 4E- 4,34E- LC24A
02660 8,04E-06 S4E-05 SLC24A3 Symbol; Acc:HGNC:10977]
1,025758989 3,94E-06 221E-05 ZDHHC23 zinc finger DHHC-type containing 23 [Source: HGNC

Symbol;Acc:HGNC:28654]
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brain expressed associated with NEDD4 1 [Source: HGNC

1,0251778 1,69E-05 8,70E-05 BEAN1
Symbol;Acc:HGNC:24160]
mastermind like transcriptional coactivator 3
1,022326966 412E-10 351E-09 MAML3 [Source:HGNC Symbol;Acc:HGNC:16272]
MANSC domain containing 1 [Source: HGNC
1,022013314 1,60E-11 1,54E-1 MANSC1
0220133 60 > 0 sC Symbol; Acc:HGNC:25505]
glutamate dehydrogenase 2 [Source:HGNC
1,021734134 0,000539701 0,002152815 GLUD2 Symbol: Ac:HGNC:4336]
synaptosome associated protein 91 [Source:HGNC
1,02111 7 137017 NAPI91
,021110866 0,00033085 0,001370 S 9 Symbol;AccHGNC:14986)]
ATPase Na+/K+ transporting subunit beta 3
1,02058436 359871 2/56E-69 ATP1B3 [Source:HGNC Symbol;Acc:HGNC:806]
fermitin family member 3 [Source: HGNC
1,019989404 0,01664779 0,046258164 FERMT3 Symbol;Ac:HGNC:23151]
MTSS1, I-BAR domain containing [Source: HGNC
1,018692981 1,01E-12 1,08E-11 TSS1
101869298 0 08 MTSS Symbol; Acc:HGNC:20443]
tubulin beta 4A class IVa [Source: HGNC
1,017564513 6,82E-09 5,22E-08 TUBB4A Symbol;Acc:HGNC:20774]
integrin subunit alpha 10 [Source:HGNC
1,016499087 2,11E-2 4,48E-2 ITGA1
01649908 ’ 6 ABE-25 GA10 Symbol;Acc:HGNC:6135]
POU class 3 homeobox 1 [Source:HGNC
1,01632038 0,004269402 0,014021325 POU3F1 Symbol:Ac:HGNC:9214]
1,016094341 1,66E-14 1,98E-13 STON1 stonin 1 [Source:HGNC Symbol;Acc:HGNC:17003]
1,015357411 6,73E-17 9,24E-16 PIR pirin [Source:HGNC Symbol;Acc:HGNC:30048]
HMG-box transcription factor 1 [Source: HGNC
1,0139251 78E-. 1,58E-31 HBP1
01392513 578E-33 S8E-3 Symbol;Acc:HGNC:23200]
kelch repeat and BTB domain containing 3 [Source: HGNC
1,013724983 4,16E-06 2,33E-05 KBTBD3 Symbol;AccHGNC:22934]
sortilin related receptor 1 [Source: HGNC
1,01322 13E-2 1,90E-24 RL1
013223588 9/13E-26 20 50 Symbol; Acc:HGNC:11185]
1,012667835 4,57E-11 4,20E-10 LGALS9 galectin 9 [Source:HGNC Symbol; Acc:HGNC:6570]
protein phosphatase 1 regulatory subunit 3B
1,012311809 5,45E-20 8,79E-19 PPPIR3B
i [Source:HGNC Symbol; Acc:HGNC:14942]
Yy
family with sequence similarity 155 member B
1,01124 12304181 1 FAM155B
0 0609 0,01230418 0,035606165 MI55 [Source:HGNC Symbol;Acc:HGNC:30701]
family with sequence similarity 117 member B
1,010551 1,31E-1 1,49E-12 FAM117B
010551856 3 3 A9 M [Source:HGNC Symbol; Acc:HGNC:14440]
Y
ADAM metallopeptidase domain 11 [Source: HGNC
1,009738057 0,002772735 0,009513382 ADAM11 Symbol;AccHGNC:189]
integrin subunit alpha 7 [Source: HGNC
1,0073624 11E-92 40E- ITGA7
/007362493 6 9 6,40E-90 G Symbol;Acc:HGNC:6143]
Kruppel like factor 4 [Source: HGNC
1,007062067 0,001055385 0,003970686 KLF4
! Symbol;Acc:HGNC:6348]
fem-1 homolog C [Source:HGNC
1 40237 1,62E- 1E- FEM1
/0054023 /62E-56 8,51E-55 Mic Symbol; Acc:HGNC:16933]
BTG anti-proliferation factor 2 [Source:HGNC
1 7552 1,14E-77 E-7 BTG2
005375529 ! 9,05E-76 G Symbol;Acc:HGNC:1131]
transmembrane 6 superfamily member 1 [Source:HGNC
1,004371305 0,003441434 0,011550409 TM6SF1 Symbol; Acc:HGNC:11860]
gamma-aminobutyric acid type B receptor subunit 2
1,003741632 1,72E-21 2,96E-2 ABBR2
00374163 ! 96E-20 G [Source:HGNC Symbol; Acc:HGNC:4507]
1,002522162 9,46E-06 5,05E-05 ANXA9 annexin A9 [Source:HGNC Symbol;Acc:HGNC:547]
RAB37, member RAS oncogene family [Source: HGNC
1,002212511 0,013875064 0,039509829 RAB37
! Symbol;Acc:HGNC:30268]
Rho GTPase activating protein 27 [Source:HGNC
1 197 22E- 1,83E- ARHGAP27
/000919706 3 06 A3E-05 G Symbol; Acc:HGNC:31813]
Ras association domain family member 5 [Source: HGNC
1 220682 E- 17934 RASSF
,00022068 3,65E-05 0,000179349 SSF5 Symbol;AccHGNC:17609]
osteoclast stimulating factor 1 [Source:HGNC
0,999840735 7,29E-25 1,45E-23 OSTF1 Symbol: Ac:HGNC:8510]
0,99983964 0,005055799 0,016308649 NOTCH2NLA notch 2 N-terminal like A [Source:HGNC

Symbol;Acc:HGNC:31862]
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sarcosine dehydrogenase [Source: HGNC

0,99971526 5,88E-05 0,000280319 SARDH
! Symbol;Acc:HGNC:10536]
cytochrome P450 family 4 subfamily X member 1
0,999280114 0,003566675 0,011931545 CYP4X1 [Source: HGNC Symbol; AccHGNC:20244]
PNMA family member 6A [Source:HGNC
7 7. 27594 PNMAG6A
0,997335038 0,000850975 0,003275943 MA6 Symbol;Acc:HGNC:28248]
cAMP responsive element binding protein 5
0,996764522 4,25E-25 8,56E-24 CREBS [Source:HGNC Symbol; Acc:HGNC:16844]
TNF receptor superfamily member 14 [Source: HGNC
745544 1E- 2,58E-07 TNFRSF14
0,9957455 3,61E-08 S8E-0 5 Symbol; Acc:HGNC:11912]
INSC, spindle orientation adaptor protein [Source:HGNC
0,995248391 0,011513746 0,033634767 INSC Symbol; AcHGNC:33116]
synuclein gamma [Source:HGNC
0,994037973 0,007547416 0,023215273 SNCG Symbol:Ac:HGNC:11141]
germ cell nuclear acidic peptidase [Source:HGNC
4 2 1 10034 NA
0,993893049 0,00023583 0,001003406 GC Symbol;AccHGNC:15805]
: : polypeptide N-acetylgalactosaminyltransferase 6
0,993490423 1,15E-16 1,56E-15 GALNTG [Source:HGNC Symbol; Acc:HGNC:4128]
potassium voltage-gated channel subfamily A regulatory
14 2,19E-14 2,60E-1 KCNAB2
0,993391489 19 /60E-13 ¢ beta subunit 2 [Source:HGNC Symbol; Acc:HGNC:6229]
tsukushi, small leucine rich proteoglycan [Source:HGNC
0,991901529 2,09E-85 1,95E-83 TSKU Symbol; Acc:HGNC:28850]
RUN domain containing 3A [Source: HGNC
1774152 1 7 46772 RUNDC3A
0,99 5 0,01686889 0,046772085 UNDC3 Symbol;AccHGNC:16984]
neurocalcin delta [Source: HGNC
0,987309162 0,000119848 0,000541003 NCALD
! Symbol;Acc:HGNC:7655]
0,985456865 6,60E-61 3,88E-59 S0X21 SRY-box 21 [Source:HGNC Symbol;Acc:HGNC:11197]
exocyst complex component 3 like 1 [Source:HGNC
0,985253728 0,004716211 0,015327882 EXOC3L1 Symbol;Acc:HGNC:27540)]
secondary ossification center associated regulator of
0,98493856 0,017753196 0,048850118 SNORC chondrocyte maturation [Source:HGNC
Symbol;Acc:HGNC:33763]
TBC1 domain family member 8 [Source:HGNC
47804 2,37E-11 2,24E-1 TBC1D
0,984780496 3 4 0 c1Ds Symbol; Acc:HGNC:17791]
0,984422097 0,000816308 0,003155005 AC007906,2 pS3-regulated IncRNA 1 [Source:NCBI
gene;Acc:105371267]
transmembrane protein 37 [Source: HGNC
4049471 29E- 2982 TMEM37
0,984049 6,29E-05 0,000298299 MEM3 Symbol; Ac:HGNC:18216]
ring finger protein 112 [Source:HGNC
2754 18E-1 E-14 RNF112
0982754933 §18E-15 5,93 Symbol;Acc:HGNC:12968]
Wiskott-Aldrich syndrome [Source: HGNC
0,980278619 0,011765583 0,034251861 WAS Symbol;AcHGNC:12731]
ATPase plasma membrane Ca2+ transporting 2
79899144 1,83E-1 2,05E-12 ATP2B2
0.979899 B3E-13 /05 [Source:HGNC Symbol; Acc:HGNC:815]
scleraxis bHLH transcription factor [Source:HGNC
0,979666834 2,69E-11 2,53E-10 5CX Symbol;AccHGNC:32322]
protocadherin gamma subfamily C, 3 [Source:HGNC
78786201 1,03E-7. 7,72E-74 PCDH
0,97878620 03E-75 ! CDHGC3 Symbol;Acc:HGNC:8716]
linker for activation of T cells family member 2
0,978096068 0,002529499 0,008762487 LAT2 [Source: HGNC Symbol; Ac:HGNC:12749)]
} } pleckstrin homology and FYVE domain containing 1
0,977960414 L12E-15 143E-14 PLEKHF1 [Source:HGNC Symbol;Acc:HGNC:20764]
UBA like domain containing 2 [Source:HGNC
754557 4,75E-. 1,52E- BALD?2
0,975455768 75E-38 S2E-36 u Symbol; Acc:HGNC:28438]
histone cluster 3 H2A [Source:HGNC
0,975010194 1,09E-11 1,06E-10 HIST3H2A Symbol; Ac:HGNC:20507]
G protein-coupled estrogen receptor 1 [Source:HGNC
7476294 22E-07 7E- PER1
0,974762946 6 0 3,87E-06 G Symbol;Acc:HGNC:4485]
killin, p53 regulated DNA replication inhibitor
0,974343633 2,51E-05 0,000126612 KLLN [Source: HGNC Symbol; AccHGNC:37212]
0.972260497 9 27E-05 0,000427743 NEATC? nuclear factor of activated T cells 2 [Source: HGNC

Symbol; Acc:HGNC:7776]
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0,972032265

4,20E-42

1,51E-40

SLC7A11

solute carrier family 7 member 11 [Source:HGNC

Symbol;Acc:HGNC:11059]
ELOVL f. id el H
0,971951669 1,07E-43 4,02E-42 ELOVL6 ov ;X;Sﬁ;gﬁéﬁgiﬁ;ﬁ GNC
Jutathione S-transf 5 [Source: HGNC
0,969400744 0,008721725 0,026367625 GSTM5 gluta longymﬂ;s :Cr:?j Gml\lIIC: 4[ 6;;]“
ifferentiation factor 11 H
0,969318724 5,42E-49 2,37E-47 GDF11 growth di seyrffﬁffflﬁcéﬁc 4[251(2]”“ GNC
itogen-activated protein kinase 1 H
0,968810294 1,55E-07 1,04E-06 MAPK10 mitogen-ac Ws"’y;bglriil“Hgl\af‘ce . 57[2510““" GNC
0,967046656 4,02E-40 1,36E-38 TXNIP th‘°red°’“§y§gii‘;ﬁg§23ézg‘;]rce:HGNC
DDB1 L4 associated factor 12 like 2 H
0,966465916 0,001297269 0,004787906 DCAF12L2 and CU S;:ggf:iﬁg‘gmz‘;‘;o] [Source: HGNC
G protein-coupled receptor kinase 5 [Source: HGNC
0,966226445 5,38E-27 1,17E-25 GRK5 protein C"“Sgibéicchcg GEESZS 4El]°urce
0,964354692 0,004847054 0,015701754 LBHD1 LBH dog;:;gﬁ;f:ﬁ“cg;g%‘;g?HGNC
Rho GTPase activati tein 2 :HGN
0,964107716 4,30E-12 4,33E-11 ARHGAP26 oG as‘;;;;‘z}gfc ﬁégg 1675;’]‘“@ GNC
0,961137039 2,22E-27 4,90E-26 KLHL4 kelch hk‘;;ﬁg{}g‘gﬁéﬁ&g‘ge:HGNC
tein t i h hat tor t Z1
0,958636988 5,15E-57 2,74E-55 PTPRZ1 P “E Se(izrz’;‘;ig‘;g S‘;s‘rlr”l bz;;‘xgg%gggg}
1-CoA oxidase 2 [Source: HGNC
0,958326398 3,48E-09 2,73E-08 ACOX2 acy s;mg:i :::H[G;‘giezo]
0,955963594 2,31E-05 0,000116786 FOXS1 forkhead box S1 [Source:HGNC Symbol;Acc:HGNC:3735]
0,955135187 7,44E-06 4,04E-05 RGS6 regulator °§§§§Z§T§?§§§2ﬁ% (E(S)g;‘rce:HGNC
e : =
0,954394718 3,54E-35 1,04E-33 ZNF395 zne lgfrfbiliii?;lésl\giorg;;ﬂ GNC
lute carrier family 6 member 6 [Source:HGNC
0,954081404 1,04E-35 3,08E-34 SLC6A6 sofute Camse;;;?)i;};ccﬁénlwz ) 1%502‘]1“6
: : — H
0,952270955 1,65E-33 4,57E-32 ARRDC3 arrestin d;’y?ﬂtg&?fg‘éﬁég;z;e GNC
igator 2 [Source:HGNC
0,951955159 3,51E-36 1,06E-34 NAV2 “eurs";:;(‘)’ll;ii:; G[N(EHESZ o7
0,951674013 0,000106125 0,000483441 KCNC3 pOtass“;;Z;’Cliageci?éeg;iiz?i::géﬁiy 6(2: gfmber 3
ta-1,3-galactosyltransferase 4 H
0,950276517 1,38E-05 7,19E-05 B3GALT4 beta-1,3-ga ;‘;IEZ{)I;T::;ZSNQC:&?STCQ GNC
0,948529133 2,12E-90 2,17E-88 TLE1 transducin lsﬂ;;i’ff{i‘ffﬁ’éﬁéﬂ ;g;’rrce:HGNC
lysi tyltransf B H
0,948286792 3,10E-37 9,70E-36 KAT6B ysmne acs‘;rynbro"‘l“;:;;ség C[i‘;;;;? GNC
lute carrier family 4 member 8 [Source: HGNC
0,948013592 3,12E-23 5,76E-22 SLC4AS8 sotute Camg;ﬂif;}iccﬁénNz ) 1[0 31‘]“‘:6
R T s e st
lute carrier family 47 1 :HGN
0,945432472 1,07E-09 8,73E-09 SLC47A1 solu eCarr“;ry;?;&CCEQG?CGT%S[ES]“ ree:HGNC
0,044072133 6,40E-58 3,45E-56 SLC5A3 solute Camse; E&‘)}Kiﬁgﬁgflgss;;]lrce:HGNC
MAF bZIP t iption factor B HGN
0,943742584 1,85E-07 1,22E-06 MAFB b ;;:;;?X::Ha&\?é 64[(5);’]““'3 GNC
forkhead box P2 [Source: HGNC
0,941571685 0,014050726 0,039933859 FOXP2 OrSYITbol;ZXCC:H[G?éf;g%]
0941386655 1.78E-20 2 93E-19 PTPN4 protein tyrosine phosphatase, non-receptor type 4
! ! ! [Source:HGNC Symbol; Acc:HGNC:9656]
0,939500679 1,40E-25 2,89E-24 MTHER methylenetetrahydrofolate reductase [Source: HGNC

Symbol; Acc:HGNC:7436]
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0,939117686

4,76E-09

3,70E-08

HIST1H2BD

histone cluster 1 H2B family member d [Source:HGNC

Symbol; Acc:HGNC:4747]
lyci 1 :H
0,939062243 1,76E-16 2,36E-15 GLDC & yc1n§}<,iricba£:z;é§gzr3c;3] GNC
hydroxysteroid 17-beta dehyd 8 [Source:HGNC
0,937974643 2,70E-06 1,55E-05 HSD17BS yaroxysterol Symsoi Aicaé‘ﬁzngsg 4][ ource
leucine rich ining 4 H
0,937590462 6,34E-09 4,86E-08 LRRC4 eucne rlcs;ﬁialfzzzgggg lggz]rce GNC
BEN domain containi H
0,93699009 0,000144459 0,000641462 BENDS5 N O;izsfzzrgg\?c[i‘;‘ég GNC
0,935817007 0,000282494 0,001184547 OPRL1 opioid relateg;gggi‘:zgéﬁglls[;"“rce:HGNC
LRRN4 C-terminal li H
0,934851968 0,000246379 0,001044622 LRRN4CL Nsyfnf;;;r‘::i};éﬁgf’g;zl] GNC
AMP regulated phosphoprotein 21 [Source: HGNC
0,934538995 0,000482616 0,001944693 ARPP21 caNregu *‘S;mgoszp;:‘ggl\fg‘l p 96[ 8;’““6
0,934404508 2,69E-06 1,54E-05 HID1 HID1 dg’;?;‘;fg’ﬁggg ([jsi’;;gg]HGNC
lycolipid transfer protein domain containing 2
0,934194434 0,004108271 0,013521896 GLTPD2 & y{;‘(’);lfr’legg‘;érszﬁ ;:1‘ A:?;‘é‘;fg;‘;;;‘]g
0,934057484 1,36E-28 3,16E-27 RCAN2 regulatosry(:lgzllffzﬁgIZ\EZ‘SZTHGNC
tassi h ] tet: izati d i taini 1
0,932879063 5,70E-27 1,24E-25 KCTD13 po ass“[‘;‘)‘ir;r:‘;e@j g:;s;zx;;ggg;;;BZI‘mg 3
0,932348234 4,38E-23 8,03E-22 Clorf226 chromosome 1;;?;&‘523:5 éﬁrgggg 1[15 ource:HGNC
i 2-sulf H
0,930670659 4,24E-81 3,63E-79 DS ‘dur(’g;ﬁb:};:ﬁ;‘ég%‘g‘; o) GNC
ATP bindi tte subfamily A member 8
0,930500402 0,001168086 0,004352513 ABCAS [50;1;3:81 é;sées;’;‘;o;‘gcy}l GEZ’ES]“
0,929552863 1,74E-08 1,28E-07 IFIT2 i“terfem?sz“i‘:zij gﬁéeg;xggiﬁgigﬁé%%gfepeats 2
0,927267515 4,09E-15 5,04E-14 RTTN rotatin [Source:HGNC Symbol;Acc:HGNC:18654]
0,921504285 0,010628238 0,031316669 SNAI3 snail family tr;‘;‘:;gf?::gféecsi‘;ﬁ 1[]S ource:HGNC
0,920535076 9,03E-36 2,69E-34 ARHGEF3 ~ Rhoguanine “u‘:;;‘;;fjlxzzgé;?:;;f [Source: HGNC
family with imilarity 102 A
0,91619036 3,15E-36 9,59E-35 FAM102A ar[gloir“c’;HsGegg;‘;‘fnigl :Zg{ G‘)Nggﬁl;‘;r]
0,915812524 0,00116174 0,004331358 RIMS4 rgi‘j:;“é éﬁ“gpst;;?i“:zzﬁ éXNOéyltgls;f
family with imilarity 1 Al
0,914776942 0,001432955 0,005244799 FAM189A1 ar?ég’;&;gﬁg”;; Hs1 LTL;?C:YH(%?\;S:&;E;;]
icrotubul iated scaffold protein 1 [Source:HGNC
0,914397818 0,007471462 0,023003522 MTUS1 fuero ueasss(;?b21;2ii:f(;c£é?2;%9][ ouree
0,912813691 3,56E-05 0,000175568 LNCS0 ““C?giiiﬁégé@ii;ﬁgigﬁg 1266’(5;‘;?11“
family with imilarity 7 B
0,912660033 0,004726035 0,015357239 FAM78B "’[r;‘;uerVZ‘H é;?g‘;;ﬁ;g‘;i?é GSN?EI;‘;;;]
0,912146452 0,006207662 0,019600697 MAGIX MAGI fam;;’ﬂ':;i‘ﬁzizééﬁggo[gg;m:HGNC
kyri t and BTB domain containing 1
0,911953536 3,34E-14 3,93E-13 ABTBI a?sgiizég’é?\lé“symb01,_22’:‘;;‘5&232;?;
dhesion G protein-coupled receptor E5 [Source: HGNC
0,911785679 2,20E-30 5,51E-29 ADGRE5 adhesion pr°sey§§§ff§;§e§§%f7l 1][ ouree
PDZ and LI in 4 H
0,911462037 6,82E-78 5,49E-76 PDLIM4 a’;;mbl\(ﬁ;i(’crzggNE’g‘g;B‘;] GNC
AMP ive element bindi tein 3 like 4
0,910853069 4,62E-06 2,57E-05 CREB3L4 ¢ [SofrscP;OII{ISG“II\?(? Se;‘zgol;z‘ccﬁgé:%ilggs 4} ¢
0,909142768 8,63E-13 9,23E-12 ARTN artemin [Source:HGNC Symbol;Acc:HGNC:727]
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0,908744841

1,11E-08

8,35E-08

PDZD2

PDZ domain containing 2 [Source:HGNC

Symbol;Acc:HGNC:18486]
kelch like family member 3 [Source:HGNC
0,908120271 0,000508365 0,002036187 KLHL3 Symbol;AccHGNC:6354]
delta/notch like EGF repeat containing [Source:HGNC
1314 16E-11 2,95E-1 DNER
0,905131466 316 /95E-10 Symbol; Acc:HGNC:24456]
sialic acid binding Ig like lectin 15 [Source:HGNC
0,904227837 4,00E-05 0,000195895 SIGLEC15 Symbol; Acc:HGNC:27596)]
sidekick cell adhesion molecule 1 [Source:HGNC
2,31E-4 44E-4 DK1
0,90355069 3 6 % > 5 Symbol; Acc:HGNC:19307]
MAP kinase interacting serine/threonine kinase 2
0,903530107 1,24E-56 6,56E-55 MKNK2 [Source:HGNC Symbol;Acc:HGNC:7111]
’ ’ receptor accessory protein 1 [Source:HGNC
0,902864373 1,79E-06 1,06E-05 REEP1 Symbol;Acc: HGNC:25786]
0,90217437 3,54E-94 3,86E-92 GSN gelsolin [Source:HGNC Symbol; Acc:HGNC:4620]
0,901031705 0,001522155 0,005540449 TG thyroglobulin [Source:HGNC Symbol;Acc:HGNC:11764]
0,900457838 5,10E-138 1,05E-135 TKT transketolase [Source:HGNC Symbol;Acc:HGNC:11834]
NADPH oxidase activator 1 [Source: HGNC
0,89975045 4,89E-07 3,08E-06 NOXA1 Symbol; Acc:HGNC:10668]
inositol hexakisphosphate kinase 1 [Source:HGNC
274 1,88E-62 1,15E- IP6K1
0,898395 B8E-6 /15E-60 6 Symbol; Acc:HGNC:18360]
potassium voltage-gated channel subfamily ] member 2
221891 1,35E-1 1,71E-14 KCNJ2
0,89822189 35E-15 ! CNJ [Source:HGNC Symbol; Acc:HGNC:6263]
acetyl-CoA carboxylase beta [Source:HGNC
0,898172232 7,54E-07 4,65E-06 ACACB Symbol; AccHGNC:85]
0,897306013 5,31E-08 3,73E-07 NLGN3 neuroligin 3 [Source:HGNC Symbol;Acc:HGNC:14289]
phosphatidylinositol-4,5-bisphosphate 4-phosphatase 2
454 E-1 4,73E-14 PIP4P2
0,896945456 3,83E-15 73 [Source:HGNC Symbol; Acc:HGNC:25452]
protein phosphatase, Mg2+/Mn2+ dependent 1L
414 E-12 E-11 PPMIL
0.896684145 358 3,63 [Source:HGNC Symbol; Acc:HGNC:16381]
] ] spermatogenesis associated 7 [Source: HGNC
0,896309178 4,06E-06 2,28E-05 SPATA7 Symbol;AccHGNC:20423]
cornichon family AMPA receptor auxiliary protein 3
132601 1,01E-42 72E-41 NIH
0,89513260 0 3 CNIH3 [Source:HGNC Symbol; Acc:HGNC:26802]
adhesion G protein-coupled receptor L3 [Source:HGNC
0,894087364 4,81E-19 7,42E-18 ADGRL3 Symbol; Acc:HGNC:20974]
prostaglandin E synthase [Source:HGNC
419802 75E- 4,70E- PTGE
0,89341980 8,75E-06 70E-05 GES Symbol; Acc:HGNC:9599]
early B cell factor 1 [Source: HGNC
1838341 154 24 EBF1
0,8918383 0,000154633 0,000682466 Symbol;AccHGNC:3126]
0,890506502 9,31E-05 0,000429244 CBX7 chromobox 7 [Source:HGNC Symbol; Acc:HGNC:1557]
methyltransferase like 27 [Source: HGNC
0,889592339 4,22E-07 2,67E-06 METTL27 Symbol; Acc:HGNC:19068]
0.889054087 1.26E-19 2 00E-18 MARCHS membrane associated ring-CH-type finger 8
! ’ . [Source:HGNC Symbol; Acc:HGNC:23356]
7-dehydrocholesterol reductase [Source:HGNC
0,888620368 1,51E-63 9,44E-62 DHCR7
! Symbol;Acc:HGNC:2860]
1,4-alpha-glucan branching enzyme 1 [Source: HGNC
7117004 1,94E-4 E-4 BE1
0,88 00 9 9 8,60E-48 G Symbol;Acc:HGNC:4180]
brain expressed X-linked 2 [Source:HGNC
2 2,22E- 1,29E- BEX2
0886623588 22E-06 29E-05 Symbol;Acc:HGNC:30933]
apolipoprotein B mRNA editing enzyme catalytic subunit
0,886365263 0,000921773 0,003518473 APOBEC3G 3G [Source:HGNC Symbol: Ac:HGNC:17357]
PITPNM family member 3 [Source: HGNC
2 1,17E-07 7,93E-07 PITPN.
0,885923003 ! 0 /93E-0 M3 Symbol; Acc:HGNC:21043]
ankyrin repeat family A member 2 [Source:HGNC
0,884834017 8,98E-14 1,03E-12 ANKRA2
! Symbol;Acc:HGNC:13208]
0,884767465 0,000831083 0,003206361 CLDN4 claudin 4 [Source:HGNC Symbol;Acc:HGNC:2046]
chromosome 6 open reading frame 15 [Source: HGNC
0,884501519 0,003970583 0,013119894 Céorfl5 Symbol;AcHGNC:13927]
0,883832623 1,35E-06 8,11E-06 NRIDI nuclear receptor subfamily 1 group D member 1

[Source:HGNC Symbol;Acc:HGNC:7962]
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0,883468285

8,92E-14

1,02E-12

QPCT

glutaminyl-peptide cyclotransferase [Source:HGNC

Symbol;Acc:HGNC:9753]
STN1, CST complex subunit [Source:HGNC
0,882350512 1,60E-13 1,80E-12 STN1 Symbol;AccHGNC:26200]
0,882192554 5,91E-12 5,85E-11 CASP8 caspase 8 [Source:HGNC Symbol;Acc:HGNC:1509]
UDP-GIcNAc:betaGal beta-1,3-N-
0,881089928 2,41E-19 3,78E-18 B3GNT2 acetylglucosaminyltransferase 2 [Source:HGNC
Symbol;Acc:HGNC:15629]
acyl-CoA synthetase short chain family member 3
7 4,66E-22 18E-21 A
0.879590358 /66 818 €553 [Source:HGNC Symbol; Acc:HGNC:24723]
: : pyruvate carboxylase [Source:HGNC
0,875524426 2,75E-20 4,49E-19 PC Symbol: Ac:HGNC:8636]
; ’ protocadherin 18 [Source:HGNC
0,874283669 1,58E-05 8,16E-05 PCDH18 Symbol;AccHGNC:14268]
twinfilin actin binding protein 2 [Source:HGNC
7 21 E-42 2,84E-4 TWEF2
0,8735358 8,00 8 0 Symbol;Acc:HGNC:9621]
alpha-1,6-mannosylglycoprotein 6-beta-N-
0,873111821 6,39E-41 2,21E-39 MGAT5 acetylglucosaminyltransferase [Source:HGNC
Symbol; Acc:HGNC:7049]
farnesyl-diphosphate farnesyltransferase 1 [Source:HGNC
0,872249926 3,92E-79 3,24E-77 FDFT1 Symbol;AcHGNC:3629]
0,871408027 5,75E-10 4,84E-09 FOX0O4 forkhead box O4 [Source:HGNC Symbol;Acc:HGNC:7139]
immunoglobulin superfamily member 8 [Source: HGNC
22 2,93E-61 1,73E- IGSF
0,869220365 93E-6 73E-59 GSF8 Symbol; Acc:HGNC:17813]
kinesin family member 21A [Source: HGNC
0,869182071 6,59E-24 1,26E-22 KIF21A
’ Symbol;Acc:HGNC:19349]
MAF bZIP transcription factor [Source:HGNC
4472 7,57E-1 71E-1 AF
0,86853 S 6 % 5 M Symbol;Acc:HGNC:6776]
Wnt family member 7B [Source: HGNC
79017 44E-27 1,82E-2 WNT7B
0,867901766 8 8 > Symbol; Acc:HGNC:12787]
transmembrane protein 121B [Source:HGNC
0,867723427 6,19E-05 0,000294212 TMEM121B Symbol;AcHGNC:1844]
delta like canonical Notch ligand 1 [Source: HGNC
71 2,94E-07 1,90E- DLL1
0,866537166 94E-0 /90E-06 Symbol;Acc:HGNC:2908]
0.866167332 0,001208374 0,00448884 NR4AT nuclear receptor subfamily 4 group A member 1
’ . . [Source:HGNC Symbol; Acc:HGNC:7980]
phospholipid phosphatase 3 [Source: HGNC
407! 1,73E- 77E- PLPP.
0,86407509 73E-39 5 38 3 Symbol;Acc:HGNC:9229]
BTB domain containing 8 [Source:HGNC
1081 1 132492 BTBD
0,86386108 0,000318908 0,001324925 8 Symbol;Ac:HGNC:21019]
TNF receptor superfamily member 10c [Source:HGNC
0,863067769 5,78E-10 4,86E-09 TNFRSF10C Symbol; Ac:HGNC:11906]
0,862961293 2,01E-06 1,18E-05 CPNE4 copine 4 [Source:HGNC Symbol;Acc:HGNC:2317]
DMRT like family A1l [Source:HGNC
2227897 4804 1 12 DMRTA1
0,86222789 0,000480436 0,0019363 M Symbol;Ac:HGNC:13826]
TATA-box binding protein associated factor 7 like
0,861274418 0,013609063 0,038883609 TAF7L
! [Source:HGNC Symbol;Acc:HGNC:11548]
transient receptor potential cation channel subfamily M
0,861072582 500E-05 0,000240905 TRPMS3 member 3 [Source: HGNC Symbol; Acc:HGNC:17992]
sphingolipid transporter 2 [Source: HGNC
2511 20E- 1,82E- PNS2
0,8608625 3,20E-06 AB2E-05 SPNS Symbol; Acc:HGNC:26992]
3 : pyroglutamyl-peptidase I [Source:HGNC
0,859534506 3,68E-45 1,44E-43 PGPEP1 Symbol; Acc:HGNC:13568]
exostosin like glycosyltransferase 3 [Source: HGNC
720692 1,34E- 74E-64 EXTL.
0,85872069 34E-65 8 6 3 Symbol;Acc:HGNC:3518]
phosphodiesterase 4B [Source: HGNC
0,857174647 1,03E-08 7,74E-08 PDE4B
g Symbol;Acc:HGNC:8781]
0,856359525 0,011288819 0,033032393 SEPT1 septin 1 [Source:HGNC Symbol;Acc:HGNC:2879]
F-box and leucine rich repeat protein 20 [Source: HGNC
0,856140051 1,01E-14 1,22E-13 FBXL20 Symbol; Acc:HGNC:24679)]
0,855749799 6,85E-30 1,67E-28 GSR glutathione-disulfide reductase [Source:HGNC

Symbol;Acc:HGNC:4623]
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phosphatidylinositol-3,4,5-trisphosphate dependent Rac

0,855490983 6,67E-37 2,08E-35 PREX1 exchange factor 1 [Source:HGNC
Symbol;Acc:HGNC:32594]
solute carrier family 27 member 3 [Source:HGNC
0,854884303 7,49E-07 4,62E-06 SLC27A3
i Symbol;Acc:HGNC:10997]
aldehyde dehydrogenase 5 family member A1l
421247 18E- E-07 ALDH5A1
085 5 >18E-08 3,65E-0 5 [Source:HGNC Symbol; Acc:HGNC:408]
UDP-GIcNAc:betaGal beta-1,3-N-
0,850411471 1,16E-22 2,08E-21 B3GNT5 acetylglucosaminyltransferase 5 [Source:HGNC
Symbol;Acc:HGNC:15684]
receptor accessory protein 6 [Source:HGNC
0,849170387 0,000101441 0,000464177 REEP6
g Symbol;Acc:HGNC:30078]
FERM domain containing 4A [Source: HGNC
4852761 2,64E- 1,34E- FRMD4A
0,848527619 64E-55 S4E-53 M Symbol; Acc:HGNC:25491]
chromosome 1 open reading frame 56 [Source: HGNC
0,847923526 0,000143436 0,000637105 Clorf56
’ orfs Symbol;Acc:HGNC:26045]
delta like non-canonical Notch ligand 1 [Source:HGNC
0,847285275 3,94E-35 1,16E-33 DLK1 Symbol;AcHGNC:2907]
0,844276549 1,28E-25 2,65E-24 DNM1 dynamin 1 [Source:HGNC Symbol;Acc:HGNC:2972]
3 } spermidine/spermine N1-acetyltransferase 1
0,84387085 2,66E-30 6,63E-29 SATL [Source:HGNC Symbol;Acc:HGNC:10540]
prostate transmembrane protein, androgen induced 1
43780944 4,22E-4 1,43E- PMEPA1
0,8437809 ’ 0 ASE-38 [Source:HGNC Symbol; Acc:HGNC:14107]
SIK family kinase 3 [Source:HGNC
0,843551756 8,66E-29 2,03E-27 SIK3 Symbol; Acc:HGNC:29165]
ankyrin repeat domain 24 [Source: HGNC
42, 41104 1678257 ANKRD24
0,842588358 0,000411046 0,00167825 Symbol;Acc:HGNC:29424]
cytochrome P450 family 27 subfamily A member 1
0,841830314 1,59E-06 9,48E-06 CYP27A1 [Source:HGNC Symbol; Ac:HGNC:2605]
caveolae associated protein 3 [Source: HGNC
4118021 4,32E-1 70E-1 AVI
0,841180213 3 ? 6,70E-18 CAVINS Symbol;Acc:HGNC:9400]
0,840867154 1,69E-59 9,54E-58 FMNL2 formin like 2 [Source:HGNC Symbol; Acc:HGNC:18267]
CKLF like MARVEL transmembrane domain containing 8
15114 2E- 450541 T.
0,838315 9,82E-05 0,0004505 CMTM8 [Source:HGNC Symbol; Acc:HGNC:19179]
cholinergic receptor nicotinic alpha 1 subunit
0,837809308 0,001990776 0,007058835 CHRNA1
’ [Source:HGNC Symbol; Acc:HGNC:1955]
solute carrier family 12 member 6 [Source:HGNC
70874 7,87E-1 1,20E-17 LCI2A
0,837087499 8 ? 20 SLC1246 Symbol; Acc:HGNC:10914]
StAR related lipid transfer domain containing 8
43711 7746901 23761082 TARD,
0,836437113 0,00774690 0,02376108 5 8 [Source:HGNC Symbol; Acc:HGNC:19161]
0,835596364 6,15E-26 1,29E-24 CD82 CD82 molecule [Source:HGNC Symbol;Acc:HGNC:6210]
0,835584892 1,89E-13 2,12E-12 FMN2 formin 2 [Source:HGNC Symbol; Acc:HGNC:14074]
angiopoietin like 2 [Source: HGNC
4661 71E-12 7E-11 ANGPTL2
0833846619 > 56 c Symbol;Acc:HGNC:490]
tudor and KH domain containing [Source:HGNC
0,833540091 3,42E-07 2,19E-06 TDRKH Symbol;Ac:HGNC:11713]
butyrylcholinesterase [Source: HGNC
2 7! 78E- 27 BCHE
0,832658976 5,78E-05 0,000276083 C Symbol;Acc:HGNC:983]
matrix metallopeptidase 16 [Source:HGNC
0,832313034 1,61E-18 2,43E-17 MMP16
g Symbol;Acc:HGNC:7162]
abhydrolase domain containing 2 [Source:HGNC
29921444 E- 1,13E- ABHD?2
08299 3,86E-35 13E-33 Symbol; Acc:HGNC:18717]
reticulon 4 receptor [Source: HGNC
29782472 4107 20511304 RTN4R
0562578 0,00653410 0,02051130 Symbol;Acc:HGNC:18601]
OTU deubiquitinase 1 [Source:HGNC
0,829495736 2,21E-05 0,000112072 OTuD1 Symbol; Acc:HGNC:27346]
inka box actin regulator 1 [Source:HGNC
277557 4412 1767332 INKA1
0,827755783 0,00553 0,017673325 Symbol; Acc:HGNC:32480]
0,827442107 9,98E-06 5,31E-05 SEMA6D semaphorin 6D [Source:HGNC Symbol;Acc:HGNC:16770]
0,827432719 127E-11 122E-10 PCYTIB phosphate cytidylyltransferase 1, choline, beta

[Source:HGNC Symbol; Acc:HGNC:8755]




Genes 2023, 14, 853

32 of 140

potassium voltage-gated channel subfamily A member 2

0,827009765 3,96E-08 281E-07 KCNA2 [Source:HGNC Symbol;Acc:HGNC:6220]
tonucleotid hosphatase/phosphodiesterase 5
0524765286 000018437 0000802394 B PPs e iON Sy AN 9717
-acetyltransf li H
0,824681151 5,46E-12 5,44E-11 NATSL Nacewsgiziizsigéﬁés;;ﬁ GNC
lutathi -t £ ta 1 ‘H
0,824612547 6,48E-12 6,40E-11 GSTZ1 guta lon‘es;:s;s; :Z:S:Iéf\;’c 4[2103‘]““ GNC
0,824587289 2,04E-07 1,34E-06 NR1H3 nuc;g:ﬁg‘*ggﬁé‘:;?;g;fiﬁgﬁcn;eg?;er 3
0,824432302 1,59E-09 1,28E-08 PTPRN2 P“’[tse:l‘lz;;iggléh;;ﬁﬁzCfi;g’\t;g:;36'1;’%1\12
biquiti ific peptidase 2 [Source:HGNC
0,824250817 0,015887459 0,044431768 usp2 ubiqut m;;;z()‘fj:gl‘{ C?IS\IeC: 1[22’;1;]@
0,823722158 0,008659456 0,026228407 PALM3 paralemmin 3 [Source:HGNC Symbol;Acc:HGNC:33274]
lcium h tasis modulator famil ber 2
0,82248195 1,04E-06 6,35E-06 CALHM?2 ca Cfgirczgg;?‘;yi%O‘;}:C(EH?I\‘%;T;]“
in bindi in1 H
0,822397186 8,98E-18 1,31E-16 WBP1 ww dom?;:;(‘)‘iiiﬁg;g 15‘;‘71]“8 GNC
ine oxidase [Source:HGNC
0,821425183 1,57E-22 2,82E-21 SMOX Spe;?gso‘l’ﬁcj: él\o;ér;g s62]
0,821404505 2,40E-07 1,57E-06 PKDCC Pr;’;ﬁ;’;gﬁi}eﬁgrg;;‘;;“z:ggl?gzgﬁ?m
hogenetic protein 7 H
0,821138733 1,61E-08 1,19E-07 BMP7 bone morpsycl’ﬁf;i:cg;’é;‘o{3;;‘]“" GNC
0,820112706 6,01E-06 3,30E-05 TMEM171 transmer;;;ﬁ;‘;}::é;“cgéE;’&CF:HGNC
EXYD ; ining i 1
0,820021465 5,80E-25 1,16E-23 FXYD6 [ 533221;‘1éﬁ?‘;‘;ﬁgﬁjﬁgﬁgzg? O?tor 6
tweety famil ber 2 [Source:HGNC
0,819950133 0,000299714 0,001251076 TTYH?2 wee YS;ELZ&‘Z?H‘ZN[CE;;;%
BTB ' ining 11 H
0,819320557 1,33E-14 1,60E-13 BTBD11 dorg;;f;?iﬁgél\]cggzﬁ? GNC
donucl 1 hosphatase family domai
0818724041 457607 288506 BT e HONC SyntbabAce IR 27073
0,815843263 1,50E-05 7,76E-05 SLC6A15 solute Camesryi?;mi?ggﬁé:llzé[i(l’]urce:HGNC
0,814621049 0,012063435 0,03501915 DSC3 desmocollin 3 [Source:HGNC Symbol;Acc:HGNC:3037]
in adj inc fi in 2B
0,814049906 1,94E-22 3,47E-21 BAZ2B br°ngﬁr;a;‘gﬁécg;‘;g;l‘xClggélr\ldco;“;;]“
ATPase H+ t ting V1 it G2 HGN
0,814047536 1,86E-05 9,53E-05 ATP6V1G2 ase ranss;’;;’;iccé‘é’;’gﬁ?z][Source GNC
0,81224391 1,20E-40 4,11E-39 ABHD4 abhydrOIaseS;i’;‘jlﬁzgzﬁgié {gZ;‘rCE:HGNC
inositol 1,4,5-trisphosphat tor type 1 H
0,811866933 4,79E-11 4,40E-10 ITPR1 inositol 14,5 rlsspy;sg;&::?l\?cr;eyl};z] [Source:HGNC
lactose-3-O-sulfotransferase 4 [Source:HGNC
0,811531723 1,49E-13 1,68E-12 GAL3ST4 galactose sy;;‘()&i‘?;g;s& 4[1:5‘;“6
inc fi 1Z- ining 1 H
0,811462025 8,36E-36 2,50E-34 ZMIZ1 zinc finger g}m;g’zsrgzgrc‘gl 65;’]‘"“’ GNC
0,811034957 9,13E-17 1,24E-15 ANGPT1 angiopoietin 1 [Source:HGNC Symbol;Acc:HGNC:484]
lute carrier family 4 2 HGN
0,81088226 1,69E-29 4,06E-28 SLC43A2 soueCamesry;?;byAif:leclﬁcefmg%ume GNC
0,810587405 1,60E-06 9,51E-06 CYS1 cystin 1 [Source:HGNC Symbol; Acc:HGNC:18525]
tein t i ki 2 :H
0,809350565 4,10E-36 1,24E-34 PTK2 protem ;y’i;’;‘o“f AC‘:EI‘;QGN[S‘;:E GNC
0,80747601 5,20E-14 6,02E-13 GPRASP2 G pr°t[esiz;croc‘gﬁfg;;éc‘;’;ﬁli:ifﬁg;‘ggﬁ&mm 2
0,806445253 0,000144516 0,000641462 TBX18 T-box 18 [Source: HGNC Symbol;Acc:HGNC:11595]
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receptor activity modifying protein 1 [Source:HGNC

0,806250912 1,43E-34 4,14E-33 RAMP1 Symbol A INCI843]
0806061538 165826 352625 DR ADS e ot HONC SymbaAceHONC27046]
0,805820997 7,18E-55 3,59E-53 TSPAN14 tetraspanin 14 [Source:HGNC Symbol;Acc: HGNC:23303]
hospholipase D1 H
0,804980758 4,72E-07 2,97E-06 PLD1 P OSSPy IEJEI?ZQCC:H[GS;‘E‘;% 67]GNC
interferon stimulated 1 20 [Source: HGNC
0,80380571 0,015723032 0,044022676 1SG20 fterieron s musay;bi’l‘;nc‘:ééﬁgzzo] [Source
0,803731811 8,08E-06 4,36E-05 MTERF2 mlt[gf)};(:s;‘Iaé;Z“;;Eglirgggggof;;;r 2
inc fi tein 844 ‘HGN
0,803616155 1,30E-07 8,71E-07 ZNE8§44 zne ‘;‘fgbz&i‘;‘é Gl\gi?;;;;]c c
0,803245351 1,22E-36 3,78E-35 PRCP pr(’lylCg;&;’gﬁ;ﬁ?ﬁéﬁi‘?;;ﬁiHch
0,802580555 4,61E-12 4,62E-11 F11R F11 receptor [Source:HGNC Symbol; Acc:HGNC:14685]
i llopeptidase 14 H
0,800070371 1,05E-69 7,25E-68 MMP14 matrix mg;;ggﬁiﬁ:ﬁél\lcli?zge GNC
frizzled cl. tor 3 [Source:HGNC
0,799849725 2,41E-40 8,20E-39 FZD3 rzzie s;xifoie;islircl\g C?IJZ;
I idase like 1 H
0,799363196 0,01437973 0,040731504 MMEL1 membrane me;ﬁgﬂigﬁiﬁgi&; 42 685501”“3 GNC
ATPase pl 2 ing 1
0,7992161 1,67E-32 4,51E-31 ATP2B1 [gZiizi“gI\Té’g‘;’;ﬁiicgg;%’gﬁ?g
G protein subunit 11 [Source:HGNC
0,799053203 3,88E-13 427E-12 GNG11 pro emss’;m‘gz; f:?;gN C:[A‘:(;r]ce
iled-coil i ining 28A H
0,798464232 4,91E-10 4,15E-09 CCDC28A coiled-coi ds();nma;;lfzrcfgglﬁc;o[gg]urce GNC
threoni thase like 1 [Source: HGNC
0,798375561 1,87E-07 1,23E-06 THNSL1 reon‘g;;f{‘ﬂ;:ziﬁl GeN é:;:fgg]
0,798106916 0,002313861 0,008094969 PIEZO2 piezo t[gz::fgﬁé@;ﬁ;ﬁ&t;ﬁgﬁéCz(g;;’o(}“ent 2
1 te ki :HGN
0,797607702 2,45E-06 1,41E-05 GLYCTK & y;;ﬁ;g‘::;g?g; 424(;] ¢
0,797285698 3,42E-05 0,00016902 KIZ kizuna C;;‘:iiﬁig‘ggyf;;;e:HGNC
i lobuli famil 1 HGN
0,796294899 6,36E-09 4,88E-08 IGSF11 immunoglobu ‘;‘yi;‘g;r; EZ‘HV g;?‘izz 69][S°“rce GNC
lymphocyte antigen 6 famil ber G5C [Source:HGNC
0,793868156 0,005837892 0,018550866 LY6G5C ymphocyte an Isgye;boixc}:}?glr\fncgr393z] [Source
inc fi in 4 H
0,79364638 0,014523882 0,041038215 ZNF490 zine ‘;‘5::;’;;&‘2}19601\5?;;85] GNC
MAD famil 1 HGN
0,79306847 4,68E-16 6,08E-15 SMAD1 5 s??biﬁztﬁrcN[(S:?;r;] GNC
0,79259016 0,016346592 0,045558231 ABHD14A abhydrolase g;;‘sg;‘ztgg;gclz‘i‘;g:f urce:HGNC
high mobilit AT-hook 2 H
0,792295972 1,58E-16 2,11E-15 HMGA?2 igh mobi lszfl;ziiccﬂ (;(\)1 C:SE)SOC;‘]“CQ GNC
0,792055696 3,24E-20 5,26E-19 SESN1 sestrin 1 [Source:HGNC Symbol;Acc:HGNC:21595]
Rab interacting I 1 protein [Source: HGNC
0,791958853 0,000684752 0,002685845 RILP abm eracsl;gnby;‘;’:‘l?; glr\loce;‘;; 6‘6’]““‘*
0,791949207 1,65E-14 1,97E-13 IQSEC2 1Q motif ;‘;i:jlijzgé‘;é:[ZSQ%‘QZC]E:HGNC
lute carrier family 1 2 :HGN
0,79194848 6,89E-05 0,000324586 SLCI15A2 so ecarr“;;;?;&i;gﬁce; 09[;’]‘“@ GNC
0,791912587 0,000136094 0,000607835 INPP5D inositol pdyph‘;syi‘;:;iiﬁg’g?lﬁa [Source:HGNC
RALBP1 associated Eps domain containing 2
0,791651254 8,01E-06 4,33E-05 REPS? [ Sourcef‘;sé%"cesyﬁol;::;g ég‘ca;’;g;?
0,791561693 5,37E-09 4,15E-08 TMEFE2 transmembrane protein with EGF like and two follistatin

like domains 2 [Source: HGNC Symbol;Acc:HGNC:11867]
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cyclin dependent kinase 18 [Source:HGNC

0,790299033 8,44E-08 5,79E-07 CDK18
§ Symbol;Acc:HGNC:8751]
mitogen-activated protein kinase kinase kinase 4
0,789736352 L43E-17 2/05E-16 MAP3K4 [Source:HGNC Symbol;Acc:HGNC:6856]
popeye domain containing 3 [Source:HGNC
7 1 1,33E- E- POPD
0,78968036 ,33E-05 6,95E-05 OPDC3 Symbol;Acc:HGNC:17649]
armadillo repeat containing X-linked 1 [Source:HGNC
0,789329545 4,90E-21 8,30E-20 ARMCX1 Symbol;AccHGNC:18073)]
jumonji and AT-rich interaction domain containing 2
788822187 2,85E-1 4,46E-1 'ARID2
078882218 /B5E-19 AGE-18 4 [Source:HGNC Symbol; Acc:HGNC:6196]
Fos proto-oncogene, AP-1 transcription factor subunit
0,786680808 L91E-05 9,75E-05 Fos [Source:HGNC Symbol; Acc:HGNC:3796]
0,785598409 3,11E-87 3,00E-85 PSAP prosaposin [Source:HGNC Symbol;Acc:HGNC:9498]
KDMS5C adjacent transcript [Source: HGNC
0,784098487 0,01275439 0,036706466 KANTR Symbol; Acc:HGNC:49510]
protein phosphatase 1 regulatory inhibitor subunit 1B
78231792 1 71 447812 PPPIR1B
0782317923 0,0160366 0,044781296 [Source:HGNC Symbol;Acc:HGNC:9287]
lecithin retinol acyltransferase [Source:HGNC
0,781560759 0,000307206 0,001280696 LRAT
! Symbol; Acc:HGNC:6685]
regulatory factor X3 [Source:HGNC
7812741 1,63E-11 1,56E-1 RFX.
0,78 36 63 S6E-10 3 Symbol;Acc:HGNC:9984]
junction plakoglobin [Source: HGNC
7 2 4,80E-41 1,67E- p
0,780835825 80 67E-39 u Symbol;Acc:HGNC:6207]
3 3 phospholipid transfer protein [Source:HGNC
0,780323833 1,74E-42 6,32E-41 PLTP Symbol;AcHGNC:9093]
regulator of G protein signaling 10 [Source:HGNC
77 1 1,01E- 27E- RGS1
0,77930850 O1E-09 8, 0 GS10 Symbol;Acc:HGNC:9992]
0,778871594 2,17E-17 3,09E-16 FLCN folliculin [Source:HGNC Symbol;Acc:HGNC:27310]
family with sequence similarity 171 member B
7786212 1,22E-1 1,65E-1 FAM171B
0,778621283 4 6 /65E-15 M [Source:HGNC Symbol; Acc:HGNC:29412]
RAB38, member RAS oncogene family [Source:HGNC
0,777565831 0,012902199 0,037071376 RAB38 Symbol: AccHGNC:9776]
phospholipid phosphatase 2 [Source:HGNC
77742 4,71E-11 4,33E-1 PLPP2
o 3809 ! 33E-10 Symbol;Acc:HGNC:9230]
naked cuticle homolog 1 [Source: HGNC
0,777046682 0,010575482 0,031184897 NKD1 Symbol; Acc:HGNC:17045]
crystallin beta-gamma domain containing 1
776073547 E- 2,20E-07 RYBG1
0,7760735 3,06E-08 2080 c G [Source:HGNC Symbol; Acc:HGNC:356]
patched domain containing 4 [Source:HGNC
0,775714265 4,42E-10 3,75E-09 PTCHD4
i Symbol;Acc:HGNC:21345]
ST3 beta-galactoside alpha-2,3-sialyltransferase 6
775212 1 18901702 T3GAL
0,775212569 0,00595609 0,01890170 ST3GAL6 [Source:HGNC Symbol;Acc:HGNC:18080]
nitric oxide synthase 1 adaptor protein [Source:HGNC
77296191 1,13E- 24E- NOS1AP
0,772961919 /13E-09 % 0 0s Symbol;Acc:HGNC:16859]
DENN domain containing 4A [Source:HGNC
0,772745114 4,12E-12 4,15E-11 DENND4A Symbol; A HGNC:24321]
glutathione S-transferase omega 2 [Source:HGNC
772473691 E- 18794 TO2
0 369 3,83E-05 0,000187549 GSTO Symbol; Acc:HGNC:23064]
collagen type XV alpha 1 chain [Source:HGNC
0,772065405 0,003947381 0,013058793 COL15A1
i Symbol;Acc:HGNC:2192]
piccolo presynaptic cytomatrix protein [Source:HGNC
771541 4444 2205727 PCL
0,771541656 0,00055 0,002205 CLO Symbol; Acc:HGNC:13406]
calcium binding and coiled-coil domain 1 [Source:HGNC
769847 1,69E-2 4,06E-2 AL 1
0,769847858 69E29 06E-28 cALcoco Symbol;Acc:HGNC:29306]
WAS/WASL interacting protein family member 3
0,768045984 2,71E-05 0,000135903 WIPF3 [Source:HGNC Symbol; Ac:HGNC:22004]
zinc finger AN1-type containing 6 [Source: HGNC
767 1,43E- 4,23E-34 ZFAND:
0,767933385 ASE-35 23E-3 6 Symbol; Acc:HGNC:30164]
solute carrier family 22 member 18 [Source:HGNC
0,767678238 4,03E-10 3,44E-09 SLC22A18 Symbol; Ac:HGNC:10964]
0,766638683 0,000417536 0,001703322 EPHX2 epoxide hydrolase 2 [Source: HGNC

Symbol;Acc:HGNC:3402]
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WW domain containing transcription regulator 1

0,766168182 444E-63 275E-61 WWIRI [Source:HGNC Symbol;Acc:HGNC:24042]
0,764861319 4,26E-05 0,000207777 KBTBD11 ﬁglssrrcip;aészdsifbifijér;gr;gl;%i;
hi repeat containi tein X-linked 2 [Source: HGNC
0,763353057 1,03E-23 1,95E-22 SRPX2 sushi repea Consszgszrc‘z;gl\] 5:302 68][ ouree
0,761904963 1,19E-10 1,06E-09 UAPILI UDPlézierzligﬁ?g‘;ﬁgﬁ’?ﬁg&?gﬁg like 1
ADAM metallopeptidase with th di 1
0,760735166 3,49E-38 1,12E-36 ADAMTS14 it 1“;‘3[ slfﬁipﬁ G?\?ecvg;mboli?AIrclkc)gigcl)\IIIC?? 439‘;‘;
0,760490883 3,87E-09 3,03E-08 GPCPD1 gggzrr‘;g}l‘;’éﬁgcgy‘ﬁgzlp:‘c’:’;’;‘gﬁ?;eg;;%1
I ier famil H
0,760435533 1,05E-22 1,90E-21 SLC6A9 solute Cam;;f:g;}ii?gﬁgf 1[05506‘]1rce GNC
POU class 3 homeobox 2 [Source: HGNC
0,759357334 8,91E-48 3,78E-46 POUBF2 ¢ zsysmb;n;ec‘zg‘cl\][c‘;‘;f;
0,758894385 8,88E-15 1,07E-13 SMIM29 small mtegra;;“;lﬁfzzggig 1239 E"urcezHGNC
tosi iated tyrosine ki HGN
0,758810821 0,011033574 0,03238807 AATK apoptosis ass";‘}’:’rjbotl};’/:ﬁ‘:r;cl‘\?és;gsource GNC
0,757692949 0,000107716 0,000489769 RORA RAR rdat‘:i}gﬂf;?g;iggﬁéﬁ éi;’;]rcezHGNC
ted and t 1 H
0,757214072 1,71E-05 8,81E-05 SECTM1 secrete agyr:;;s;n:;ngggz l([;%;]rce GNC
3-hyd 1-CoA dehydratase 4 [Source:HGNC
0,757073017 0,000796018 0,003084569 HACD4 Y roxyacs};mbo()l; Aicilé;égzog[zs’]urce
0,755860258 3,24E-31 8,33E-30 NEU1 neuraminidase 1 [Source:HGNC Symbol;Acc:HGNC:7758]
0,755612862 4,97E-10 4,20E-09 CDKNIC cyclin dePendg;;tE?;iéﬁg;g ffsélsource:HGNC
lear mitoti in1 H
0,755292438 3,09E-45 1,22E-43 NUMA1 nuciear mlto2;151?23&?@65205[3]0% GNC
~glutamyltransferase 1 [Source: HGNC
0,755164967 0,000272774 0,00114701 GGTI gammag ;‘y?:]‘ibf?::gg;? C:AEZ(S’B‘; e
"NOX disulfide-thiol exchanger 1 H
0,75471107 4,47E-05 0,000217482 ENOX1 ecto-NO dls;yrﬁfoi /;(C’C';;E;Srég; 4750”“’ GNC
f lacetoacetate hydrolase [Source: HGNC
0,754196833 1,04E-12 1,11E-11 FAH umary a“;;’;csoizccgcol\?ze: 3[5709‘}“
0,75369057 1,33E-12 1,40B-11 TCF7 transgr;ﬁf;‘:l‘; fcccto;l él[\?ggrlcée;;GNC
0,753595318 2,85E-50 1,28E-48 MYO1B myosin IB [Source:HGNC Symbol; Acc:HGNC:7596]
1do-k family 1 B H
0,753235836 1,61E-42 5,86E-41 AKR1B1 aldo-keto reducst;:bzﬁchrg;né ;rs l][Source GNC
tei inducible nucl tein 1
0,752529517 9,58E-33 2,60E-31 TP53INP1 m{;‘;&i Z?}féang z;‘r‘n;;lﬂz:ﬁcce:;cp 1?0212?
0,751179228 4,99E-06 2,77E-05 CADPS?2 calcium depe“;l;r:bﬁffi‘?; é?\?éaltgé lzsgsource:HGNC
0,750255239 1,72E-57 9,17E-56 TSPAN9 tetraspanin 9 [Source:HGNC Symbol; Acc:HGNC:21640]
0,750197518 3,60E-27 7,83E-26 ITPRIP inoSito[lst’i’i';ﬁg;?éps};afbﬁfzfgg‘ﬁg;g;‘fo? rotein
SLIT-ROBO Rho GTPase activati tein 3
0,749947986 7,95E-25 1,58E-23 SRGAP3 Source:HGN g Symszel’;:j’:l gl‘\‘?cl’: ;‘;;ﬁ]
0,748107991 2,90E-09 2,29E-08 NPTX1 neuroé‘;rln’;e()rl‘;it‘:‘;lgﬁzj;;:;mNC
throblast iated protein (Sci lood
s e oo T o S e
0,746297028 8,43E-06 4,54E-05 TMEMS53 transmegﬁ;‘;igiﬁfﬁgiﬁi‘ggngCNc
lute carrier family 47 2 :HGN
0,745866185 0,012599794 0,036344078 SLC47A2 solu ecar“esr}lri?;l;y/mf:l‘gﬁce; 65;’]““‘3 GNC
0,745575076 6,63E-05 0,000313073 ZBTB20 zinc finger and BTB domain containing 20 [Source: HGNC

Symbol;Acc:HGNC:13503]
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synaptic vesicle glycoprotein 2A [Source:HGNC

0,745392304 1,21E-25 2,50E-24 SV2A
! Symbol; Acc:HGNC:20566]
0,745343617 2,14E-17 3,05E-16 KIAA1147 KIAA1147 [Source:HGNC Symbol;Acc:HGNC:29472]
0,745234067 6,93E-41 2,39E-39 SVIL supervillin [Source:HGNC Symbol;Acc:HGNC:11480]
patatin like phospholipase domain containing 7
7451 275571 461677 PNPLA7
0,745180985 0,002755715 0,0094616 [Source:HGNC Symbol; Acc:HGNC:24768]
small integral membrane protein 10 like 2B
0,744142841 0,009981578 0,029668021 SMIM10L2B [Source:HGNC Symbol; Ac:HGNC:34500]
hedgehog acyltransferase [Source: HGNC
74, 2,11E-1 1,85E- HHAT
0,743669639 ! 0 A5E-09 Symbol; Acc:HGNC:18270]
0,743644174 0,001107643 0,004148799 PRR36 proline rich 36 [Source:HGNC Symbol;Acc:HGNC:26172]
transforming growth factor beta induced [Source:HGNC
743433944 2,61E-1 2,90E-12 TGFBI
0,7434339 /6 3 90 G Symbol; Acc:HGNC:11771]
solute carrier family 35 member E4 [Source:HGNC
0,743118541 2,53E-12 2,61E-11 SLC35E4 Symbol;Acc:HGNC:17058]
dermatan sulfate epimerase like [Source:HGNC
74281872 2,33E-1 10E-1 DSEL
0,742818723 33E-16 3,10E-15 S Symbol; Acc:HGNC:18144]
unc-5 netrin receptor B [Source: HGNC
0,742406763 1,36E-22 2,45E-21 UNC5B Symbol; AccHGNC:12568]
post-GPI attachment to proteins 1 [Source:HGNC
742341997 E-21 1,12E-1 PGAP1
0,74234199 6,66 ! ? G Symbol; Acc:HGNC:25712]
solute carrier family 25 member 37 [Source:HGNC
742044221 1,77E-17 2,53E-1 LC25A37
0,7420 ! S3E-16 SLC25A3 Symbol; Acc:HGNC:29786]
CASTOR family member 3 [Source:HGNC
0,742010092 1,88E-18 2,81E-17 CASTOR3 Symbol; Acc:HGNC:29954]
odd-skipped related transciption factor 1 [Source:HGNC
740904 41214 24222 R1
0,740904539 0,0008 0,003 3 os Symbol;Ac:HGNC:8111]
zinc finger protein 792 [Source:HGNC
0,740340204 0,001306461 0,004820914 ZNF792 Symbol;Ac:HGNC:24751]
activin A receptor type 2A [Source: HGNC
74004 E-11 E-1 ACVR2A
0,740046098 590 536E-10 v Symbol;Acc:HGNC:173]
0,739455064 6,92E-05 0,000325665 ANO4 anoctamin 4 [Source:HGNC Symbol;Acc:HGNC:23837]
zinc finger protein 667 [Source:HGNC
739101062 4,10E- 2,91E-07 ZNF667
0,73910106 /10E-08 O1E-0 66 Symbol; Acc:HGNC:28854]
arachidonate 12-lipoxygenase, 12S type [Source: HGNC
0,738581313 0,004686215 0,015243158 ALOX12 Symbol: Ac:HGNC:429]
0,738538158 3,10E-07 2,00E-06 NBEA neurobeachin [Source:HGNC Symbol;Acc:HGNC:7648]
transmembrane protein 86A [Source:HGNC
0,737426038 0,002132828 0,007522657 TMEMS86A Symbol; Acc:HGNC:26890)]
chromosome 6 open reading frame 226 [Source:HGNC
736978294 4,65E- 2,59E- 2
0,73697829 /65E-06 SIE05 Cborf226 Symbol;Acc:HGNC:34431]
NHS actin remodeling regulator [Source:HGNC
0,736935899 2,21E-15 2,77E-14 NHS Symbol: Ac:HGNC7820]
calcium voltage-gated channel auxiliary subunit gamma 8
7. 2 48832 158072 A
0,73686530 0,004883259 0,015807259 CACNGS [Source:HGNC Symbol;Acc:HGNC:13628]
ankyrin repeat domain 10 [Source: HGNC
0,735780649 1,14E-21 1,97E-20 ANKRD10
! Symbol; Acc:HGNC:20265]
protein tyrosine phosphatase, receptor type G
734884312 1,86E-. E-34 PTPR
0,7348843 B6E-35 550E-3 G [Source:HGNC Symbol; Acc:HGNC:9671]
NAD kinase 2, mitochondrial [Source: HGNC
73478981 27E-17 4,58E-1 NADK?2
0,734789816 3 SBE-16 Symbol; Acc:HGNC:26404]
3 3 phosphoinositide-3-kinase regulatory subunit 1
0,733534988 5,228-36 978E-35 PIK3R1 [Source:HGNC Symbol; Acc:HGNC:8979]
family with sequence similarity 214 member A
733047334 1,42E-1 1,60E-12 FAM214A
0,73304733 ! 3 60 AM [Source:HGNC Symbol; Acc:HGNC:25609]
folliculin interacting protein 1 [Source:HGNC
0,732998415 1,79E-14 2,13E-13 FNIP1
i Symbol;Acc:HGNC:29418]
histone deacetylase 5 [Source: HGNC
732377 E-2 1,99E-27 HDA
0,732377669 8,50E-29 99 © Symbol; Acc:HGNC:14068]
0,731777678 2,45E-17 3,47E-16 SCRN2 secernin 2 [Source:HGNC Symbol;Acc:HGNC:30381]
0731702084 7 07E-16 9 09E-15 CROT carnitine O-octanoyltransferase [Source: HGNC

Symbol; Acc:HGNC:2366]
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tripeptidyl peptidase 1 [Source: HGNC

0,731033759 7,17E-49 3,12E-47 TPP1
! Symbol;Acc:HGNC:2073]
extracellular leucine rich repeat and fibronectin type III
0,730868618 0,009267235 0,027787385 ELFN1 domain containing 1 [Source: HGNC
Symbol;Acc:HGNC:33154]
0,728938932 3,48E-34 9,88E-33 CCND2 cyclin D2 [Source:HGNC Symbol;Acc:HGNC:1583]
extracellular matrix protein 1 [Source:HGNC
0,728012407 2,04E-10 1,79E-09 ECM1 Symbol: AccHGNC:3153]
TYRO3 protein tyrosine kinase [Source:HGNC
727 4 1,02E-17 1,48E-1 TYR
0,72766330 0 ABE-16 03 Symbol; Acc:HGNC:12446]
hydroxysteroid 17-beta dehydrogenase 14 [Source: HGNC
0,726869863 8,69E-15 1,05E-13 HSD17B14 Symbol;AccHGNC:23238]
protein-L-isoaspartate (D-aspartate) O-methyltransferase
0,726700611 9,57E-23 1,73E-21 PCMTD2 domain containing 2 [Source: HGNC
Symbol;Acc:HGNC:15882]
cysteine and serine rich nuclear protein 3 [Source:HGNC
726248287 40024 13209311 RNP.
0,72624828 0,004002409 0,0132093 CSRNP3 Symbol;AcHGNC:30729)]
apolipoprotein B mRNA editing enzyme catalytic subunit
72412492 1,62E-. 4,50E-32 APOBE
0 929 /62E-33 /S0E-3 OBEC3C 3C [Source:HGNC Symbol;Acc:HGNC:17353]
0,723810036 0,000105505 0,000480845 CLMN calmin [Source:HGNC Symbol;Acc:HGNC:19972]
0,723581561 1,01E-08 7,64E-08 FBLN2 fibulin 2 [Source:HGNC Symbol;Acc:HGNC:3601]
activin A receptor type 2B [Source:HGNC
72272 1 2 797 ACVR2B
0, 5655 0,00015395 0,000679769 C Symbol;Ac:HGNC:174]
FRAT1, WNT signaling pathway regulator [Source:HGNC
0,722659017 0,000889969 0,003408473 FRAT1 Symbol;AccHGNC:3944]
alanyl aminopeptidase, membrane [Source: HGNC
721553792 1,06E-4 E- ANPEP
0,72155379 /06E-40 3,65E-39 Symbol; Acc:HGNC:500]
solute carrier family 27 member 1 [Source:HGNC
0,720630896 2,07E-22 3,68E-21 SLC27A1 Symbol; Ac:HGNC:10995]
histone deacetylase 4 [Source: HGNC
720204837 17E-1 E-14 HDAC4
0,72020483 3 5 3,93 c Symbol; Acc:HGNC:14063]
sprouty related EVH1 domain containing 2
720043504 E-2 1,78E-24 PRED?2
0,72004350 8,53E-26 78 S [Source:HGNC Symbol; Acc:HGNC:17722]
C-X-C motif chemokine ligand 12 [Source:HGNC
0,719927961 9,04E-21 1,51E-19 CXCL12 Symbol; AcHGNC:10672]
calcium release activated channel regulator 2B
71814 2,38E- 120357 RACR2B
0718143363 38E-05 0,00012035 CRAC [Source:HGNC Symbol; Acc:HGNC:28703]
coiled-coil domain containing 88B [Source: HGNC
0,717909569 0,005374202 0,017226919 CCDCS88B Symbol; AccHGNC:26757]
dystrophin related protein 2 [Source: HGNC
716919432 2E- 4,34E- DRP2
0,71691943 8,02E-06 S4E-05 Symbol;Acc:HGNC:3032]
] ] phosphodiesterase 4D [Source:HGNC
0,715447492 4,55E-09 3,54E-08 PDE4D Symbol: Ac:HGNC:8783]
1-acylglycerol-3-phosphate O-acyltransferase 5
713687541 2,19E-2 4E-27 AGPAT.
07136875 /19E-28 >0 GPATS [Source:HGNC Symbol; Acc:HGNC:20886]
stromal antigen 3 [Source:HGNC
0,71338837 1,04E-05 5,53E-05 STAG3
! Symbol;Acc:HGNC:11356]
aldehyde dehydrogenase 1 family member L1
0,713296856 1,48E-10 1,31E-09 ALDHIL1 [Source: HGNC Symbol; Ac:HGNC:3978]
cyclin dependent kinase 19 [Source: HGNC
713172992 29E-1 11E-1 DK1
0,71317299 6,29E-16 8 5 c J Symbol; Acc:HGNC:19338]
PR/SET domain 8 [Source:HGNC
0,712569958 0,00098618 0,003733479 PRDMS8 Symbol; Acc:HGNC:13993]
solute carrier family 22 member 4 [Source:HGNC
711 24 145587 4 LC22A4
0,7115095 0,00014558 0,000645333 SLC Symbol:AccHGNC:10968]
collagen type XXVII alpha 1 chain [Source:HGNC
0,711446657 1,43E-22 2,58E-21 COL27A1
! Symbol; Acc:HGNC:22986]
mitochondrial ribosomal protein S6 [Source:HGNC
71038412 1,04E-1 1,58E-17 RP.
0,710384125 0 8 28 MRPS6 Symbol; Acc:HGNC:14051]
mastermind like transcriptional coactivator 2
70818004 2,59E-1 42E-1 MAML?2
0,708180043 SIE-16 3 > [Source:HGNC Symbol; Acc:HGNC:16259]
0,706729337 7,74E-33 2,11E-31 TNKS tankyrase [Source:HGNC Symbol;Acc:HGNC:11941]
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0,70660186

0,002873325

0,009832436

ARHGAP4

Rho GTPase activating protein 4 [Source:HGNC

Symbol;Acc:HGNC:674]
jssue £ hway inhibi H
0,705864609 5,29E-15 6,50E-14 TEPI tissue aCtg;i?Ogj:‘CyC?IéEtgflgzg]“e GNC
AMP-dependent protein kinase inhibitor alph
0703678894 838E-14 9,60E13 PKIA  Sortree HONC SymbobAceHGNCS017]
ubiquitously transcribed tetratricopeptide repeat
0,70560377 2,25E-08 1,64E-07 uTy containing, Y-linked [Source:HGNC
Symbol;Acc:HGNC:12638]
inc fi h 2 H
0,70535201 2,83E-17 3,99E-16 ZHX2 zne mgerssy?::ol;’fgce:gﬁé155(;‘;]“‘3 GNC
SSX famil ber 2 interacti tein [Source:HGNC
0,705097528 2,52E-36 7, 71E-35 SSX2IP amt ymeg‘y;rbol‘;if;g‘éé’fl‘;;‘;][ ouree
0,704979987 1,41E-13 1,60E-12 SPRED3 S[gf)?l‘;zggﬁdc E;ﬂ;j‘ﬁjﬁéﬁ?;lgﬁ?
Rh i Jeoti hange f 7 H
0,704681978 1,05E-05 5,55E-05 ARHGEF37 © guanme ““;;‘:;‘i‘i:‘;;;g; Ca:i(jlri%?)] [Source:HGNC
RAB13, member RAS family [Source:HGNC
0,704352303 4,89E-17 6,77E-16 RABI13 mem ;rymboli‘z%{egiléf;‘;g’zg ouree
AT-rich i ' in4A H
0,702394616 1,68E-10 1,47E-09 ARID4A e ‘“?;:Eg;:iﬁg&cg[ssg’;me GNC
hydroxysteroid 17-beta dehyd 11 [Source: HGNC
0,702317966 3,73E-06 2,10E-05 HSD17B11 ydroxysterot Symsoi Aic};—lgﬁecn;;; 60][ ource
0,700222726 2,14E-29 5,12E-28 WSCD1 WSC dosr;‘i‘l‘;;ﬁ?iﬁgg;ézzgzg?:HGNC
ded filament structural protein 1 H
0,699962474 3,17E-05 0,000157679 BFSP1 beade ‘amg’y‘ljbﬁfA‘lfH‘g;é‘:O 4{)510“”‘3 GNC
0,699452721 6,23E-16 8,04E-15 HECTD2 %iiij(;EECEsy‘ﬁi‘ﬁ?ﬁ;‘g;zg%%‘zlz
lymphoid enh inding factor 1 HGN
0,697152918 0,006377475 0,020081338 LEF1 ymphotd € S;’I‘TC;ZEX‘CC‘:I;?G"‘NCCCZSSES]O“rce GNC
0,696866684 0,00079788 0,003089934 STMN4 stathmin 4 [Source:HGNC Symbol;Acc: HGNC:16078]
insulin induced gene 1 H
0,695944569 4,18E-36 1,26E-34 INSIG1 mnsu msl;mﬁgi Af:ﬁcésg‘gg;] GNC
1 guani leotide dissociation stimulat
0,694618813 1,40E-07 9,36E-07 RALGDS ra [gj?::;g;éosy;b;fi’fé:g;g;;; or
T ferati ed L
0,694063662 1,22E-21 2,11E-20 SIPAIL3 Sl%‘Zu‘rrc‘j‘gé?\fgg;;f;‘i‘;ﬁgﬁgi s 8(‘)1;]3 3
ludin/ELL domain containing 1 [Source:HGNC
0,693728715 3,87E-05 0,000190038 OCEL1 occludin/ Sy;gii‘g;gﬁé‘g 62[21°]“r°e
' in 2 H
0,693093347 1,01E-23 1,92E-22 ANKRD28 a“kyr‘“;izitlj;’;z;gI\?éi‘;‘éﬁ GNC
X-prolyl ami tidase 1 [Source:HGNC
0,692751909 1,73E-31 4,49E-30 XPNPEP1 proty S;Tﬂf;‘}’z}c’;}lacs; C[: 1‘2’;;]9
0,691822747 2,84E-49 1,26E-47 PBXIP1 PBX home"b;’;;r;sﬁ:‘g}glgﬁﬁgi S{’“rCEZHGNC
thodenticle h 1 H
0,691677619 6,66E-15 8,09E-14 OTX1 ortho er;y‘fnioﬁ?:zg’cxl\l éSé)Suzrlc]e GNC
0,689789894 2,89E-10 2,49E-09 RND2 Rho fsa;“nlllgofgjﬁ él[\?ggfl;GNC
hyl lidase homol H
0,689053987 4,84E-22 8,49E-21 CMBL carboxymethy ;’;i’;:ir/‘fclﬁscel\}gggogﬁ][source GNC
ithelial memb tein 1 [Source:HGNC
0,689016481 1,45E-34 4,17E-33 EMP1 cpithelia ?;Eb;ir:CEESEC:;3§;rce
0,688873381 1,45E-05 7,52E-05 CDH10 cadherin 10 [Source:HGNC Symbol; Acc:HGNC:1749]
t b tein 108 [Source:HGNC
0,687986903 2,27E-11 2,15E-10 TMEM108 ransmeg‘yﬁ:;f:ig‘cN C:[Z ggf]e
0,68546501 0,003719976 0,012389059 ccpCizi coiled-coil i;ﬁ?;‘&’?iﬁggg; éigrrcezHGNC
0,682685218 0,012101743 0,035119848 CHRNA7 cholinergic receptor nicotinic alpha 7 subunit

[Source:HGNC Symbol; Acc:HGNC:1960]
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obscurin, cytoskeletal calmodulin and titin-interacting

065167931 683E-12 673E-11 OBSCN RhoGEF [Source:HGNC Symbol; Acc:HGNC:15719]
h 1-CoA 2-h 1 H
0,681053333 2,42E-07 1,58E-06 PHYH phytanoy s(;:nbol; Xif;%g?gi&m GNC
0,680820222 7,91E-32 2,08E-30 AKIRIN2 akirin 2 [Source: HGNC Symbol; Acc:HGNC:21407]
1 family 4 A 2
0,680661648 0,00042223 0,001721384 NR4A2 ““C[gzi:zfgcolr\ggyﬁgi Af:;;gN Cr:r;egrglb]er
interleukin 17 receptor C [Source:HGNC
0,680482524 8,95E-17 1,22E-15 IL17RC fter euSylriboltzccecl?Ho éN élog‘;;;
IDNK, gluconoki H
0,680181267 0,002970615 0,010134977 IDNK N 4 y‘o’n‘:l:;’lnzcl“:;él\[{sé";;;] GNC
lycosylated | 1 tei H
0,679914251 1,07E-18 1,62E-17 GLMP glycosylate ys;’;f;g;}‘:::flrg;egg 4:16? [Source: HGNC
TNF recept famil 1 HGN
0,678676023 4,96E-07 3,12E-06 TNFRSF10A receptor ;‘;ﬁé;ﬁig&ﬁ"c@l 1884[]S°“r°e GNC
itment domain famil ber 19
0,67656147 1,30E-13 1,47E-12 CARD19 CaS[ggiizsggIﬁgy&fﬁ:‘@?&ﬁ?ﬁ;48;]
T iquiti iquitin aldehyde binding 2
0,676371467 0,000267614 0,001127265 OTUB2 o U[:;;i;qgg;acses;i?;‘z‘z:géggzg;ﬁ“g
F totic inhibit lecule 2 [Source:HGNC
0,676266705 3,38E-10 2,90E-09 FAIM? asapopto ‘;ylmgoi;zrcycg‘éiﬁéf70é7?“r°e
0,676169259 1,48E-11 1,42E-10 LONRF1 LON [};zztrlia;‘; &?gﬁ;ﬁ:ﬁ‘:g égdcr;’;g (fiz’]‘ger !
0,675870442 1,13E-05 5,97E-05 C170rf58 chromosome 1;}}2’;;;2:iiggcgaclg‘;ggg[]source:Hch
0,675641562 1,89E-07 1,25E-06 RNF208 rng ﬁ;‘fﬁszﬁi’:‘éOGSI\E‘:’;;Z;)P]IGNC
TCH regul i i H
0,674965521 0,000593589 0,002350855 NRARP NOTCH regu a;}‘:&‘;ﬁﬁﬁfﬁggﬁ; [Source:HGNC
tallin lambda 1 [Source: HGNC
0,674279756 3,61E-06 2,04E-05 CRYL1 CrySSayI:L;iCC; G[N??;ez 46]
leucine rich ining 75A H
0,673711307 0,003926882 0,01299541 LRRC75A eucine rie ;;ffszlczrgza;‘géciz Jgso]urce GNC
tudor domain containing 3 [Source: HGNC
0,672452075 7,54E-06 4,09E-05 TDRD3 udor ‘;r;‘zgocl":cilggi clzgg;]e
0,672408636 1,05E-06 6,36E-06 STOX2 Stosﬂ;ﬁf;i}z’;ﬁg‘;lg;;%\m
tigger t le element derived HGN
0,670136653 0,001275253 0,004716517 TIGD6 18ger ra“sl’oss;is;;r’c‘:; Ggg‘issigo“me GNC
0,669799979 6,24E-14 7,20E-13 MPG N’methylpug;ig) Tﬁf;ﬁggg;ﬁ?“mﬁHGNC
idohydrolase domain containing 2 H
0,669700654 5,76E-09 4,44E-08 AMDHD2 amidohydro ;Syem;ﬁ?;ﬁréﬁgiz 6[2?01““3 GNC
transcription factor 7 like 2 [Source: HGNC
0,669305615 8,64E-10 7,15E-09 TCF7L2 ransmgyi’:b;f :;C:chfq CE 1;’;‘;518
0,6688311 0,016985667 0,047021949 TBX19 T-box 19 [Source:HGNC Symbol; Acc:HGNC:11596]
0,668734117 0,000115184 0,00052165 AQP5 aquaporin 5 [Source:HGNC Symbol;Acc:HGNC:638]
inergi tor P2Y1 [Source: HGNC
0,668513832 0,000865133 0,003320565 P2RY1 p“““erg‘yi:;f&‘zrcl{ GN[C‘;‘;;‘;?
0,668102035 0,001442668 0,005275374 CSGALNACTI Ch"“dr[osi:u“r:iﬁ‘gNl\ggg;iiii‘ﬁg‘gggzgéerase 1
th iated tein 4 :H
0,668000283 9,80E-11 8,74E-10 GAP43 grow asss;ﬁi;; Al'; rc‘:’ljg‘Né[fl";(‘)r]ce GNC
0,667769612 4,02E-23 7,38E-22 HPCALI h“";‘;ﬂ“ﬁg}iﬁi%ﬁ;‘g:{;?Nc
i lobuli famil H
0,667746073 0,004614492 0,015035063 IGSF9 immunoglobu ;’;ﬁiﬁfiggggﬁfggso“rce GNC
0,667731181 3,92E.36 118E-34 PEKEB3 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3

[Source:HGNC Symbol; Acc:HGNC:8874]
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0,666716461

7,79E-08

5,38E-07

INHBB

inhibin subunit beta B [Source:HGNC

Symbol;Acc:HGNC:6067]
y 3 proline rich nuclear receptor coactivator 1 [Source:HGNC
0,666675074 1,12E-20 1,86E-19 PNRC1 Symbol;Ac:HGNC:17278]
TLC domain containing 1 [Source:HGNC
4 19352 75807 TLCD1
0,66666545 0,00193526 0,00687580 C Symbol;Ac:HGNC:25177]
: : scavenger receptor class B member 1 [Source:HGNC
0,665683773 2,01E-22 3,59E-21 SCARB1 Symbol: Acc:HGNC:1664]
epoxide hydrolase 1 [Source: HGNC
4329872 1,83E-1 2,30E-14 EPHX1
0,6643298 A3E-15 30 Symbol;Acc:HGNC:3401]
leucine rich repeat containing 56 [Source: HGNC
0,664163904 0,002746903 0,009438101 LRRC56 Symbol;Acc:HGNC:25430]
0.663953975 0.001062243 0,003993392 HS3STI heparan sulfate-glucosamine 3-sulfotransferase 1
! ! ! [Source:HGNC Symbol;Acc:HGNC:5194]
0,663773947 7,09E-25 1,42E-23 JAG1 jagged 1 [Source:HGNC Symbol;Acc:HGNC:6188]
Bardet-Biedl syndrome 2 [Source:HGNC
40711 E-21 1,49E-1 BBS2
0,663407118 8,95 AIE-19 S Symbol;Acc:HGNC:967]
TGFB induced factor homeobox 1 [Source:HGNC
0,663040413 2,45E-17 3,46E-16 TGIF1
i Symbol;Acc:HGNC:11776]
zinc finger AN1-type containing 5 [Source: HGNC
2774011 22E-51 73E-4 ZFAND.
0,66 0 8 5 3,73E-49 ND5 Symbol; Acc:HGNC:13008]
family with sequence similarity 110 member B
2 4,74E-07 2,99E- FAM110B
066200806 74E-0 99E-06 MI110 [Source:HGNC Symbol; Acc:HGNC:28587]
0,661913426 3,78E-11 3,51E-10 KIAA1671 KIAA1671 [Source:HGNC Symbol; Acc:HGNC:29345]
vesicle amine transport 1 like [Source:HGNC
11821 2,57E-1 2,85E-12 VATIL
0661182106 S7E13 8 Symbol;Acc:HGNC:29315]
ubiquitin conjugating enzyme E2 J1 [Source:HGNC
0,661002165 9,52E-23 1,73E-21 UBE2]1 Symbol;Acc:HGNC:17598]
0,659331499 0,000156794 0,00069122 CUBN cubilin [Source:HGNC Symbol; Acc:HGNC:2548]
trinucleotide repeat containing 6B [Source: HGNC
2 2,94E-12 2E-11 TNRC6B
0,659293563 9 30 NRC6 Symbol; Acc:HGNC:29190]
fibronectin type III domain containing 3A [Source:HGNC
0,659174469 2,25E-28 5,18E-27 FNDC3A
! Symbol;Acc:HGNC:20296]
carboxypeptidase, vitellogenic like [Source:HGNC
272 1,61E- E- PVL
0,658859 61E-06 9,56E-06 crv Symbol; Acc:HGNC:14399]
cell division cycle associated 7 like [Source:HGNC
7042332 74E-1 4,11E-12 DCA7L
0,65704233 3 3 ! cbe Symbol; Acc:HGNC:30777]
zinc finger E-box binding homeobox 1 [Source:HGNC
0,656534083 1,48E-35 4,37E-34 ZEB1 Symbol;Ac:HGNC:11642]
leucine rich repeat containing 4C [Source:HGNC
1 2,84E- 14181 LRRC#
0,65636593 ,84E-05 0,000141819 Cc4C Symbol;Acc:HGNC:29317]
centrosomal protein 57 [Source:HGNC
0,65602073 5,41E-15 6,63E-14 CEP57
! Symbol;Acc:HGNC:30794]
spermatogenesis associated 18 [Source: HGNC
14212 7E-14 7,56E-1 PATAI1
0,6559 65 D6E-13 S 8 Symbol; Acc:HGNC:29579]
0.65402624 1 50E-19 2 52E-18 DYRK1B dual specificity tyrosine phosphorylation regulated kinase
4 4 4 1B [Source:HGNC Symbol;Acc:HGNC:3092]
0,653971884 0,000164479 0,000722473 AL365205,1 novel transcript
] phosphodiesterase 6B [Source: HGNC
0,653963834 8,65E-05 0,000401099 PDE6B Symbol: Ac:HGNC:8786]
lysine acetyltransferase 7 [Source: HGNC
7. 4,17E-1 15E-17 KAT7
0,653738368 ! 8 615 Symbol; Acc:HGNC:17016]
spermidine/spermine N1-acetyltransferase family member
0,653719383 7,65E-13 8,24E-12 SAT2
’ 2 [Source:HGNC Symbol;Acc:HGNC:23160]
0,653612103 2,43E-06 1,40E-05 CASP9 caspase 9 [Source:HGNC Symbol;Acc:HGNC:1511]
chromosome 9 open reading frame 72 [Source: HGNC
0,653488846 0,006285341 0,01982339 CYorf72
’ orf? Symbol;Acc:HGNC:28337]
zinc finger and SCAN domain containing 26
24057 2,01E- 102467 ZSCAN2
0,653240579 O1E-05 0,00010246 SCAN26 [Source:HGNC Symbol; Acc:HGNC:12978]
0,652827189 2,34E-63 1,46E-61 CD63 CD63 molecule [Source:HGNC Symbol; Acc:HGNC:1692]
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potassium calcium-activated channel subfamily M

0,652572009 0,001324154 0,004877855 KCNMB4 regulatory beta subunit 4 [Source: HGNC
Symbol; Acc:HGNC:6289]
GATA binding protein 3 [Source: HGNC
0,652116162 0,002253309 0,007905934 GATA3
’ Symbol;Acc:HGNC:4172]
0,651985854 1,13E-06 6,85E-06 STX3 syntaxin 3 [Source:HGNC Symbol;Acc:HGNC:11438]
ankyrin repeat domain 12 [Source:HGNC
0,651746515 6,23E-17 8,58E-16 ANKRD12 Symbol;AccHGNC:29135]
proline rich transmembrane protein 3 [Source:HGNC
4 7 E- 2,39E-07 PRRT.
0,64988833 3,33E-08 39E-0 3 Symbol; Acc:HGNC:26591]
interleukin 1 receptor associated kinase 2 [Source: HGNC
0,649746208 1,58E-08 1,17E-07 IRAK2 Symbol:AccHGNC:6113]
zinc finger protein 16 [Source:HGNC
0,649495444 0,0005773 0,002290084 ZNF16 Symbol;Ac:HGNC:12947]
BOC cell adhesion associated, oncogene regulated
4769712 1,48E-2 E-24 B
0,647697123 ABE-25 3,05 oc [Source:HGNC Symbol; Acc:HGNC:17173]
fructosamine 3 kinase [Source:HGNC
0,647071359 3,25E-06 1,85E-05 FN3K Symbol;AccHGNC:24822]
cytochrome b5 reductase 2 [Source:HGNC
4 7 275827 1158842 YB5R2
0,6466908 0,0002758 0,0011588 CYBS5. Symbol;Acc:HGNC:24376)]
histone cluster 1 H2A family member ¢ [Source: HGNC
0,646474035 7,28E-16 9,35E-15 HIST1H2AC Symbol: Ac:HGNC:4733]
SWT1, RNA endoribonuclease homolog [Source: HGNC
4497 7296672 22540467 T1
0,64497909 0,0072966 0,02254046 SW' Symbol;AccHGNC:16785]
bridging integrator 1 [Source:HGNC
0,644449407 2,16E-18 3,22E-17 BIN1
i Symbol;Acc:HGNC:1052]
transmembrane protein 135 [Source: HGNC
44376257 4,03E- 2,86E-07 TMEM1
0,64437625 /03E-08 B6E-0 MEM135 Symbol; Acc:HGNC:26167]
growth differentiation factor 15 [Source: HGNC
44366267 4,03E-1 4E-17 DF1
0,64436626 03E-18 59 GDFI5 Symbol; Acc:HGNC:30142]
0,644316808 0,014993826 0,042151265 SSPO SCO-spondin [Source:HGNC Symbol;Acc:HGNC:21998]
BAI1 associated protein 2 [Source: HGNC
43679527 19E-1 1E-1 BAIAP2
0,6436795 6,19E-19 95 8 Symbol;Acc:HGNC:947]
Ras and Rab interactor 2 [Source:HGNC
0,643667439 4,23E-12 4,26E-11 RIN2 Symbol;Ac:HGNC:18750]
Src homology 2 domain containing F [Source:HGNC
4 1,27E- E- HF
0,643666869 4 05 6,66E-05 5 Symbol; Acc:HGNC:25116]
] ] glycerophosphodiester phosphodiesterase domain
064362638 182805 9,81E-05 GDPD2 containing 2 [Source:HGNC Symbol;Acc: HGNC:25974]
glucosidase alpha, acid [Source:HGNC
43484452 7,07E-37 2,20E-. AA
0,64348445 07E-3 20E-35 G Symbol;Acc:HGNC:4065]
] ] patatin like phospholipase domain containing 3
0,642070719 1,82E-07 1,20E-06 PNPLA3 [Source:HGNC Symbol; Acc:HGNC:18590]
matrix metallopeptidase 17 [Source: HGNC
41653212 1,34E- 1,09E- P17
0,641653 S4E-09 J09E-08 MM Symbol;Acc:HGNC:7163]
0,640003997 3,16E-47 1,32E-45 MDK midkine [Source:HGNC Symbol;Acc:HGNC:6972]
microsomal glutathione S-transferase 1 [Source: HGNC
44052 1,09E-1 1,65E-17 T1
0,63954405 09E-18 65 MGS Symbol;Acc:HGNC:7061]
EP300 interacting inhibitor of differentiation 2B
0,63953718 0,006748077 0,021070504 EID2B
! [Source: HGNC Symbol; Acc:HGNC:26796]
Y
insulin like growth factor 2 mRNA binding protein 3
2,30E-2 4,68E-24 IGF2BP.
0,638886593 30E-25 /68 G 3 [Source:HGNC Symbol; Acc:HGNC:28868]
collagen type XIII alpha 1 chain [Source:HGNC
7851 1,85E-11 1,76E-1 L13A1
0636785193 8 ,76E-10 COL13 Symbol;Acc:HGNC:2190]
BCL2 binding component 3 [Source:HGNC
0,638574453 1,12E-15 1,43E-14 BBC3 Symbol;Acc:HGNC:17868]
jade family PHD finger 2 [Source:HGNC
2 49E-1 4,56E-1 ADE2
0,636863293 3,49E-16 S6E-15 J Symbol; Acc:HGNC:22984]
synaptonemal complex central element protein 1 like
0,636583462 0,003978873 0,013138336 SYCEIL [Source: HGNC Symbol; Ac:HGNC:37236]
0.634512985 167E-25 3 44F-04 SPECCI sperm antigen with calponin homology and coiled-coil

domains 1 [Source:HGNC Symbol;Acc:HGNC:30615]




Genes 2023, 14, 853 42 of 140
thrombospondin 4 [Source: HGNC
0,63352586 0,018248471 0,049997153 THBS4 ro;?zn?ljgﬁgcng él\?gflclems]
in bindi i H
0,63337305 6,11E-20 9,82E-19 DNMBP dynamgﬁiiﬁiﬁggﬁ;&% GNC
NBPF member 19 [Source:HGNC
0,633052212 7,34E-06 3,99E-05 NBPF19 Sy;:;i AeCrC:H ég’}‘gi 999]
ARP3 actin rel in 3 homolog B H
0,632908435 8,34E-13 8,95E-12 ACTR3B 3actinre gtyeiﬁfﬁ?il G‘I’\?g 107%5 6§S°urce GNC
i lobuli family D ] 4
0,632839726 744E-23 1,36E-21 1GDCC4 Imm“r[‘; fu‘r’]s:g‘cj‘;‘gesryﬁoyb Aic;g&ccﬁ;n;gnber
0,632708438 2,31E-06 1,34E-05 SFMBT? Sem like W‘gi‘:ﬁ;’iﬁ%’g‘;@% z[g’g]urce:HGNC
0,632604723 2,35E-35 6,95E-34 CAMK2D Caldurg‘s/(fil:c“e‘:’g‘éﬂ Cd'";l; i‘fjﬁiﬁ;ﬁ%&?ﬁsﬁzl delta
lation factor VIII [Source:HGNC
0,632168644 0,008631768 0,026152707 F8 coagu ;‘;I‘;II;O?;‘ZH GIEI 8:1;25186]
0,631337787 4,97E-12 4,97E-11 E2F7 E2F trag;:l‘é’;‘)g‘cfcag‘gg é?;;fg]:HGNC
inc fi H- taini H
0,631006951 3,70E-06 2,09E-05 ZC3H6 #Inc Hnger Cscyfnb(ziizgg;‘gjfgé[zoume GNC
0,630823321 0,00010171 0,000465297 PTCHD1 patched ‘;‘;?f;gfg?ﬁ‘;éﬁé z[zé’;lg]cezHGNC
LHFPL tet famil 2 H
0,628772467 3,14E-20 5,10E-19 LHFPL2 eraspsa;nsl;:gl;ircuc:}ll_lrg;rrg?z;gggSource GNC
WW domain bindi tein 2 [Source: HGNC
0,628672359 2,82E-30 7,02E-29 WBP2 Omasl;m;r(‘ﬂ;ffc’:’}rlocggz 1£7g§]rce
42 guani leoti hange f
0,627402027 6,79E-12 6,70E-11 ARHGEF9 C[:Zurci?flré;ecn;;rﬁgzs Zce:;lg\%é ﬁggif
0,627151715 8,38E-30 2,03E-28 FOXG1 forkhead box G1 [Source:HGNC Symbol;Acc:HGNC:3811]
0,627119556 4,67E-14 5,44E-13 CNTNI1 contactin 1 [Source:HGNC Symbol;Acc:HGNC:2171]
0,626955782 2,98E-07 1,92E-06 SLC35E2A solute Car“ersf;ﬂlgfjgggtﬁg%? 6[3310urce:HGNC
i tidase 1 H
0,626746103 4,96E-12 4,96E-11 SCPEP1 serme CZ;EE;ZEZIZC‘;&?\I C[sz‘;‘;;‘i GNC
0,62651502 1,45E-24 2,86E-23 SPRED1 S[gf)?l‘;zggﬁdc E;ﬂ;j‘i‘jﬁéﬁ?%lggll
tearoyl-CoA desat ‘HGN
0,626079624 4,25E-58 2,31E-56 scD s earoysy(r:zbobzs;Eéigg;’g;;i] GNC
lin dependent kinase inhibitor 2A [Source:HGNC
0,625558484 2,13E-33 5,89E-32 CDKN2A cycin depen Se;mblonlazecinHIGIl\IOCr 1787[] ource
inc fi in 21 H
0,625238528 2,18E-19 3,44E-18 ZNF219 “ne ‘gfr‘:bf(’)ﬁi‘;‘H (?l\gioilsrgi i GNC
0,624175537 0,008264503 0,025149906 GRIN2D g1“tam{;f;f;f’gg;\‘fcrg;i’;‘;}ilc\g?{’zzgf 4;‘;';;‘““ 2D
0,622748343 434E-11 4,02E-10 MLLT3 MLLTS, super el‘s’;‘fggr;i?éel\}x CS‘;T;I;]“ [Source: HGNC
trix Gl tei :H
0,622679435 0,002045429 0,007239394 MGP ma r;’;}ibszf;gz‘g;g . O]GNC
0,621693643 1,37E-30 3,45E-29 SESN3 sestrin 3 [Source:HGNC Symbol;Acc:HGNC:23060]
CXXC repeat containing interactor of PDZ3 domai
0,621249823 1,94E-13 2,17E-12 SMIM14 small mtegra;yfgifﬁgé’ﬁ&%g;’urce:HGNC
0,62116837 6,39E-19 9,81E-18 PAX6 paired box 6 [Source: HGNC Symbol;Acc:HGNC:8620]
hymidine kinase 2, mitochondrial H
0,619835776 5,31E-09 4,10E-08 TK2 thymidine k;;:iolzzoé é’;‘é“ﬁ 8[3510]“rce GNC
RNA bindi tif protein 4 H
0,619442672 2,44E-05 0,000123163 RBM43 NA bin S‘;Ii;‘;;ir;é‘; C?’Z[A‘S;g‘(‘)?ce GNC
0,619381238 0,005260631 0,016890769 EPHX4 el’oxg;}xﬁ’ifgéE"C‘:‘g;;]cNC
0,619369368 5,70E-08 3,99E-07 CCDC115 coiled-coil domain containing 115 [Source:HGNC

Symbol;Acc:HGNC:28178]
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FYVE, RhoGEF and PH domain containing 6

0,619339157 0,000145781 0,000646043 FGD6 SoroeHGNC SymbolAceHGNC21740)
1 ier family 1 1 H
0,619283292 0,009124453 0,027435563 SLC16A13 solute Came;yranrﬁgi Aifgé“ﬁg;’o[;;jurce GNC
interferon induced protein 44 [Source:HGNC
0,618523883 0,007158109 0,022158281 [F144 mter eror;;r:n;‘si Afcr;g; o 1[ 6;’;‘;]@
0,618257746 5,81E-06 3,20E-05 APOE apolipoprotein E [Source:HGNC Symbol;Acc:HGNC:613]
lease 3-5' domain containing 3 [Source:HGNC
0,617811156 2,23E-06 1,30E-05 EXD3 exonuciease Symbirﬂijizgigggozg]oum
0,617347453 5,23E-18 7,67E-17 SYNGR1 synaptogyrin 1 [Source:HGNC Symbol;Acc:HGNC:11498]
isocitrate dehyd NADP(+)) 1, cytosoli
Ici ; iption f H
0,616557172 1,54E-05 7,94E-05 CARF calcium resPog;‘;i;?Z:gég‘C3240;5[150““3 GNC
h Ifate 6-O-sulfotransferase 2 [Source:HGNC
0,616167108 7,57E-16 9,71E-15 HS6ST2 cparan su as?mjiiﬁé%%ifn% ouree
0,615997604 2,30E-06 1,34E-05 GAREM1 Glz[zijf:;’;‘zﬁcresgy‘iang chz\/ﬁgiés;ﬁg;e !
inc fi tein 350 [Source:HGNC
0,615554686 0,000826838 0,003193158 ZNF350 zne ‘;‘fsbz&ec?H 61\5 C"i‘gg 6
0,615465002 3,44E-11 3,21E-10 TSPYL2 TSPY like 2 [Source:HGNC Symbol;Acc:HGNC:24358]
phosphoinositide interacting regulator of transient
0,615263096 7,60E-05 0,000354969 PIRT receptor potential channels [Source:HGNC
Symbol;Acc:HGNC:37239]
inc fi tein 600 [Source:HGNC
0,615112539 0,008670851 0,026250629 ZNF600 zne ‘;‘yglfbf(’jxf:‘H GI\E CO;Or;; |
inc fi in 441 H
0,614996027 0,001452847 0,005308594 ZNF441 ne ‘gfr‘:bf(’)ﬁi‘;‘Hcl\Ei?;)r$5] GNC
1 bly protein 1 like 2 [Source:HGNC
0,614710332 0,006776698 0,021132671 NAPIL2 nucieosome azsye::boiApzzggN CI; - 8[] ource
0,614183609 9,98E-25 1,98E-23 MKRN1 makorin rg;%ﬂf;i‘:ggg; é:[;lol‘;‘je:HGNC
PLAGI zinc fi H
0,613227601 2,99E-05 0,000149106 PLAGI gy;gggfig&‘g; 45]GN c
0,612675718 2,87E-08 2,07E-07 HRHI1 hismm;’y‘;f:ﬁii‘::éSg};rl;ez:?GNC
FGGY hydrate kinase domain containi
0,611982796 8,59E-05 0,000398727 FGGY G[sGourC:eﬂ:I) GL éasimszzcggggéf;;“gfg
tRNA methyltransferase 1 like [Source: HGNC
0,611979062 2,99E-08 2,15E-07 TRMTIL me syymlrgirll;xr;s—chlc;i[e;sgce
' inhibitor 2 H
0,611832787 0,000484201 0,001949864 AZIN2 a“tlzg;‘;;‘bi’clz’; Gl[\SIg‘;C;SHGNC
to- AP-1t ipti fact it
e T v ety
0,610412837 2,14E-27 4,72E-26 FADS1 fatty a;f}j;jfxfﬁ éggg@fﬁcb}c
di ltage-gated channel bet it4
0,610158972 1,31E-17 1,88E-16 SCN4B S?S;tie";l (;I%Iecg;yfnbilzl;e:HbGel\aI g‘l%‘;g;]
RAB3A interacti tein [Source: HGNC
0,609982406 1,70E-05 8,75E-05 RAB3IP ;r;g;‘;lliip:cinc[ 12‘515;;
i iated 1 H
0,609478036 3,85E-18 5,70E-17 SPATA13 Spermatogs‘;r;i:zbazfggg C?’Z[BS;;‘;“’ GNC
h ffold protein 3 [Source:HGNC
0,609390382 3,89E-17 5,41E-16 HOMER3 omer ;;;SOI;KZS:ESN[C:;);;;Z]
0,609122251 3,06E-20 4,98E-19 COX6C CytoChrOmescy‘:;‘;i?:;;gg‘gggz[:;’]urce:HGNC
terminal uridylyl transferase 7 [Source: HGNC
0,608444923 5,75E-11 5,23E-10 TUT? ermina ‘g;gbiliizsgéﬁec 2; 8‘;‘;?“
0,608363047 8,26E-15 1,00E-13 SACMIL s‘?Scot?Cieﬁg(ﬁgh;;mdﬁfszgecﬁg51”7}(‘;‘5;5e
0,60795933 1,90E-09 1,52E-08 NYNRIN NYN domain and retroviral integrase containing

[Source:HGNC Symbol;Acc:HGNC:20165]
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phosphatidylinositol glycan anchor biosynthesis class P

0,607442449 0,000107556 0,000489154 PIGP SooeHIGNG SymbolAHGNC:306]
le PHD fi H
0,607050237 3,08E-18 456E-17 DPF3 doub Seymbol;z‘ifg SIEISC(";;Z;] GNC
SLX4 interacti tein [Source:HGNC
0,60666658 0,00031416 0,001306599 SLX4IP lg;gggfiir;él;[ci’zgg]
SNARE i ining 1 H
0,606266641 0,00019994 0,000862612 TSNARE1 SN g}?ﬁ;gi?;g;%zfgﬁce GNC
0,605699431 1,07E-07 7,27E07 C220r46 chromosome 2;2’;;}?222222’;3; 4[]S ourceHGNC
0,605631049 3,04E-11 2,85E-10 DLG3 discs large M‘Zﬁiﬁ;ﬁfﬁﬁ é’lr\?ée; SZESOHICE:HGNC
0,605057347 1,48E-25 3,05E-24 HMGCR 3[};ZS:S;‘%éggg?ﬂ‘gfﬁci‘l’éﬁcdgggge
family with imilarity 117 member A
0,605030359 0,000221143 0,000945474 FAMI117A a?éi)i;’g;;ggg;‘;:ﬁ‘ :Z:}{ GN?;Z ;Qr]
0,603857729 1,26E-16 1,70E-15 HIPIR huntingtin mtesr;;f;’;iii‘:ﬁg;gllangS[]souerch
tri tit tif taini ‘H
0,603625801 6,20E-06 3,40E-05 TRIM66 “pa“e;;fﬂ;;?;‘;ﬁgiéégggé]ce GNC
0,603265478 2,62E-06 1,51E-05 UBN2 ubinuclein 2 [Source:HGNC Symbol;Acc:HGNC:21931]
hospholipase D famil ber 3 [Source:HGNC
0,603245975 1,08E-44 4,16E-43 PLD3 phosp Olpassyemboif‘:g:gg; 5571[5;]““
TF2I ' ining 2 H
0,602992171 0,003794334 0,012595425 GTF2IRD2 G repe?yﬁg?;gfzggggio7[7550]““6 GNC
hosphogl te dehyd H
0,602851647 9,76E-38 3,09E-36 PGD phosphog “‘:S"yrl‘isoI;chc:écég;rgzzgf;’“rce GNC
0,602751241 1,51E-18 2,27E-17 PDCD4 prograrg’;‘g;gﬁijj;g;EZ;QZ?:HGNC
ic helix-loop-helix famil 41 H
0,602606528 2,96E-09 2,34E-08 BHLHE41 basic helix OOPSyan‘OI;a::C?’Hrg;\Ir“bel’r6217][Source GNC
0,601901533 2,58E-05 0,000129819 SEMA6B semaphorin 6B [Source:HGNC Symbol; Acc:HGNC:10739]
Icium channel flower domain containing 1
0,601885011 2,81E-10 2,42E-09 CACED1 Ca[ ;{‘)‘gl;;g:‘fc S‘;‘:’nfol,’z:i‘;é‘l’é‘c"‘:‘lgg
0,601478164 1,81E-10 1,59E-09 Clorf21 chromosome ;;iiiﬁ?it;gcfggle;gs ource: HGNC
hydrolase domain containing 14B HGN
0,601406553 2,71E-09 2,15E-08 ABHD14B abhydrolase S;::;(‘;;‘Z:gg‘gg2823[;0“”3 GNC
hi domain containing 6 [Source:HGNC
0,600664261 8,53E-14 9,76E-13 SUSD6 susit 051;22;02;1;2%\1 C[: 1(9"91;2?
ior facili famil : ining 13A
0,599898587 0,012342939 0,035693794 MFSD13A ma’Or[szilrlctzggﬁge;yﬁoﬁ;izzggézzi‘;‘f 3
junctional cadheri iated H
0,599431127 9,41E-06 5,02E-05 JCAD Junctiona ;";m;;ﬁi:iicg;é Zg[igirce GNC
0,599255894 0,000190408 0,000826263 BDH1 3’hydr°XybuZ;:Eifzzggéi‘éfolzﬁoum:HGNC
REV3 like, DNA directed pol ta catalyti
059873387 200E18 300E-17 REVSL bt [Souree HIONC. Sl et 1ONC008]
death effector domain containing 2 [Source: HGNC
0,598428701 8,98E-10 7,41E-09 DEDD2 cath eltec ‘;}ii‘)ﬁ‘;";gg?g " 4[50?““
inc finger FYVE- ining 1 H
0,598276563 3,32E-16 436E-15 ZFYVE1 zmnchinger Sy‘;ﬂﬁ}’:ﬁ:&;“é‘i 15(’)‘]’““‘? GNC
testis devel t related protein [Source:HGNC
0,598038095 1,02E-06 6,18E-06 TDRP estis deve OSPYHIE;;ZCi;é’éocze;é‘g[;]urce
ioxidant 1 h H
0,598027779 5,14E-13 5,62E-12 ATOX1 a“tlo’“da“tSyigggﬁ;;cgggg;s;’]ume GNC
0,597409513 2,68E-28 6,12E-27 TXN thioredoxin [Source:HGNC Symbol;Acc:HGNC:12435]
ET domain bifurcated 2 HGN
0,596480325 0,001175029 0,004374183 SETDB2 S Og}‘j;rl‘)z‘:zagcl\}ésggggz] GNC
0,595373315 1,39E-08 1,03E-07 EFNB3 ephrin B3 [Source: HGNC Symbol;Acc:HGNC:3228]
0,594951933 3,80E-07 2 42E-06 PRTEDCI phosphoribosyl transferase domain containing 1

[Source:HGNC Symbol;Acc:HGNC:23333]
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transcriptional repressor GATA binding 1 [Source:HGNC

0,594353163 7,56E-10 6,28E-09 TRPS1 SpmbolAHGNC12340]
0,593554311 2,59E-27 5,69E-26 ACSL3 aCyl[g’lﬁ;ygg‘;tges;?foclhzzflré‘;}ggg%?er 3
CCR4-NOT transcripti lex subunit 6 lik
0,593496588 2,92E-06 1,67E-05 CNOT6L [sourceH?ﬁég&;ﬁ;‘ﬁgégﬁ&g‘(} 42]‘ €
in2 H
0,593385097 1,50E-08 1,12E-07 TMEM260 transmeg‘;;ﬁ:;f::é;“cggggﬁg GNC
iliverdin reductase B ‘HGN
0,592771038 1,07E-07 7,28E07 BLVRB bl Wersylrx;i)z;:ci;s; Gl[\?girocgﬂ GNC
0,590921124 9,57E-07 5,84E-06 SOX8 SRY-box 8 [Source: HGNC Symbol; Acc:HGNC:11203]
tocadheri family B ‘HGN
0,590200266 3,15E-05 0,000156755 PCDHGB6 profoca e“r‘sii‘n“;’;j‘:z:&}ézs}igfource GNC
0,590048748 0,000445319 0,001805653 LRRC32 leucine riChSryeii‘zt;zZ‘z?{“Giﬁé i Ei’;rcezHcNC
tocadheri family B, 7 ‘HGN
0,589668839 1,74E-09 1,40E-08 PCDHGB7 protoca erlr‘sf,:?;f‘:ﬁ;g&}ézg} 14[]‘%““‘3 GNC
dherin related famil ber 1 [Source: HGNC
0,589503002 0,000990815 0,003749564 CDHR1 cadherin re;yfnbjﬁc};gecr; ér1 45[5(‘;]“"6
¢l ltransf H
0,589385634 0,000236001 0,001003909 GGT5 gamma g;;ﬁiﬁ:;:{éﬁégzgce GNC
POU class 3 homeobox 4 [Source: HGNC
0,589162759 1,37E-06 8,19E-06 POU3F4 ¢ E;Sysmb;n;ec‘zg‘GN[C‘;‘i;e]
methylenetetrahydrofolate dehydrogenase (NADP+
0,589150929 0,00109505 0,004108766 MTHFD2L dependent) 2 like [Source: HGNC
Symbol;Acc:HGNC:31865]
ATPase H i ite2 H
0,589085759 4,58E-25 9,20E-24 ATP6VOE2 ase ”rasr;sri Zzt;;rfczgsg;‘g‘;;zs[]source GNC
CBFA2/RUNXI1 translocati tner 2 [Source:HGNC
0,588725417 3,06E-10 2,64E-09 CBEA2T? / syzirb;;oiclﬁc};;rcngs 6][ ource
0,588407168 4,01E-06 2,25E-05 FGF12 ﬁbmblasstf;(;‘z&f‘;ggﬁc[:s;‘;ze:HGNC
teine rich with EGF like domains 1 H
0,586683472 1,05E-14 1,27E-13 CRELD1 cystemerie ‘g’;mbj; ACICE-I é’g‘g‘?j 63([)?0““8 GNC
tu tein p53 inducible protein 3 [Source:HGNC
0,586499254 2,64E-20 4,32E-19 TP5313 mor pro 812§mb$;:§z:;£;%?;;37£] ouree
0,586265408 7,70E-44 2,90E-42 SOX2 SRY-box 2 [Source:HGNC Symbol; Acc:HGNC:11195]
0,585204284 0,000165095 0,000724754 GNG7 = prOte“;;‘::;(il;gcigg‘\;[:iZET:HGNC
H3 domain bindi tein 1 H
0,584888834 0,015626885 0,043766105 SH3BP1 SH3 Omas‘;:;)’;l;iffg’cﬁé 1{)58‘%@ GNC
0,584496129 1,12E-16 1,51E-15 ITGA6 mtegm;;ﬁ;ﬁ;ﬂ’ﬁ‘cﬁi’;ﬁjHGNC
kelch like famil 14 H
0,584106911 0,009104841 0,027392688 KLHL14 el Zyﬁ%j\“ﬁ‘gg\] Czlzsg‘;;ge GNC
b Imitoylated protein 4 [Source: HGNC
0,583931786 0,005695028 0,018117659 MPP4 membrane p;yz;gz :CZH%;E‘; 620‘?‘"‘3‘
0,58336502 2,37E-12 2,45E-11 SPATS2 s”ermatogeneSé;:;giﬁi‘:g;‘é:rllgz‘sil[sourcezHGNC
lute carrier family 1 4 :HGN
0,583264606 2,84E-05 0,000141819 SLC16A4 souecarrl‘;;;?;&cécﬁzﬁgl Oglgg]“rce GNC
0,582658408 3,92E-41 1,36E-39 VATI vesicle S;nﬁifriﬂzﬁgé ([jsi’;;f;]HGNC
transducer of ERBB2, 1 H
0,581835147 2,91E-16 3,84E-15 TOB1 rans ;‘;r"';b‘(’ﬂ; ACC:HéI\I[g‘:’l“f;;g] GNC
hosphatase and acti lator 1 [Source: HGNC
0,581764456 0,000193874 0,000840554 PHACTR1 phospha asg;;bslc; Argcr:e;{gé; gzog[gg]urce
0,581492274 1,16E-08 8,66E-08 DABI DABL, reesl;s:;f’irczgggz[zsézlﬁce:HGNc
0,58139668 0,00562572 0,017932445 RAC2 Rac family small GTPase 2 [Source:HGNC

Symbol; Acc:HGNC:9802]




Genes 2023, 14, 853

46 of 140

0,581305988

2,90E-06

1,66E-05

FGF13

fibroblast growth factor 13 [Source: HGNC

Symbol; Acc:HGNC:3670]
famil A H
0,580576968 5,41E-05 0,000259537 WNT9A Wnt a;}gbr;f;izgcl\gg‘;;‘;] GNC
IZUMO famil ber 4 [Source: HGNC
0,580385732 0,006738603 0,021057864 1ZUMOA4 SYE;IIEO%X:?HgN c[: 2"6‘;?08]
0,580010194 6,60E-14 7,59E-13 MANI1AT mannosidase aégg‘?bii:;;g;?ggzll][SOMCEZHGNC
tubularin related protein 11 ‘HGN
0,579736929 1,16E-07 7,86E-07 MTMR11 myotubu asr;r;;soi;zcggce;lc;24[3?(?7?@ GNC
0,579556091 5,22E-12 5,20E-11 MARF1 m{’;gi;fggﬁ‘g ;‘;i;lji]i ;;2’&?5;2‘5 !
0,578302505 2,82E-20 4,61E-19 GPM6A egCgigﬁiEjﬁgﬁg&giﬁ;?Nc
inc fi d BTB domain containing 3 [Source: HGNC
0,577991863 0,003638084 0,012145304 ZBTB3 #inc Hinger an Symbo‘l’;jig‘ggl‘\g;;i 8][ ource
0,577780364 0,012838642 0,036910619 Cllorf71 chromosome 1;}}‘;’:;3}?3222&2265;;7[]5 ource: HGNC
inc fi tein 44 H
0,5772181 0,002482244 0,008623422 ZNF44 e ;;fj;grzzr;l Glgsé’:gclelo]GNC
MCC, WNT signaling path lat H
0,576480552 3,90E-16 5,09E-15 Mcc CCWN SIgE;;‘fOEZC::IYGEg‘;;;; [Source:HGNC
hromodomain helicase DNA bindi tein 9
wromm s e awe  edmniienon g
hi i 1 H
0,575647349 2,82E-39 9,29E-38 TXNRD1 t wre‘;‘}’,’;’;‘ffj\‘ﬁigl\gg‘;‘% GNC
itogen-activated protein kinase kinase 5 [Source: HGNC
0,575605296 3,46E-07 2,22E-06 MAP2K5 mitogen-activa esy;rg’oifccg‘é; CIZZTS] [Source
0,575349584 0,009206265 0,027647287 SLC10A7 solute Car“g;i’;‘;g:igg“ﬁgg (ggg]urce:HGNC
0,575141974 3,33E-11 3,11E-10 SEPT6 septin 6 [Source:HGNC Symbol; Acc:HGNC:15848]
i i in like 3B H
0,574993627 0,006325621 0,019940709 CNTNAP3B contactin aSS;’;::;Z‘;}Z?;Z&%;’20[;?”“ GNC
lute carrier family 16 member 2 [Source: HGNC
0,574114265 2,42E-17 3,43E-16 SLC16A2 soute Carrlesr},;?;s;cc;ec’; Cerl o 9[ 2‘3’]““6
0,57407494 0,002061498 0,007289618 CASTOR2 Cyt{’;;’ii:ﬁg;‘é S;;;‘:Oﬁogzg)gl\%;‘;g;‘;‘t 2
IMA related ki H
0,574009916 0,005280614 0,016946519 NEKS N s;rbil; Alr;:aIerGSl\I[i?g;;] GNC
0,573354471 4,61E-05 0,000223327 PCCA propionyl-CoA Csayri‘;’;}{lzs:csgz‘;‘gggg? [Source:HGNC
diacylglycerol ki ‘HGN
0,571927202 0,012600379 0,036344078 DGKG 1acy’s yc;;;béiffcﬁggé:[zsgggce GNC
nh, f zeste 1 polycomb i lex 2
omoserame amew g e o
0,570749469 6,84E-10 5,71E-09 ACP6 acid phoSpha;iis;ﬁ(gfg’éﬁ‘gggléco[;ource:HGNC
j ti diati d lat tei fact
oo e e medmeeyo e
0570113357 2,608-24 509823 BB o [sommee HONC. SymbaAceHONC17296]
tein- led t iated ti tein 1
0,570024012 0,000602072 0,002382504 GPRASP1 G pro Féz‘froc‘;%ecl\rlecc;‘;gﬁszz?g G;‘é;g 3%0 em
NPC intracellular cholesterol t ter 2 [Source: HGNC
0,569993623 4,90E-17 6,79E-16 NPC2 intraceliu Zryfngoels :Crng‘;Sgl’Z;;ﬂ [Source
h 1 :H
0,569495007 1,35E-23 2,53E-22 CYBRD1 cytoc rg;;i;ficzgl\]c[s;;g% GNC
0,569109337 8,07E-07 4,97E-06 DUSP23 dual specificity phosphatase 23 [Source:HGNC

Symbol;Acc:HGNC:21480]
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potassium channel tetramerization domain containing 12

0,568851345 732E-09 5,58E-08 KCTD12 [Source:HGNC Symbol;Acc:HGNC:14678]
iption factor Dp-2 H
0,568685517 1,01E-19 1,61E-18 TFDP2 transcrg;r‘rfgoﬁféHgNgjr;;% GNC
0,568473451 7,10E-09 5,42E-08 ASTN2 astrotactin 2 [Source: HGNC Symbol;Acc:HGNC:17021]
hesi in-coupl 1 H
0,568431923 1,31E-17 1,88E-16 ADGRG1 ad es“’“Gpro;eyligzzi:j:ccg’ctzsi][Source GNC
i lobulin bindi tein 1 [Source: HGNC
0,567210223 1,01E-11 9,84E-11 IGBP1 HRmUnogio :y‘;bi g:cggg;\;nt; 46[ 1]0 uree
ing fi in1 H
0,566984144 2,77E-05 0,000138716 RNF180 g Igfgbi;z:ec‘;}léol\%;;gm GNC
ine palmitoyltransferase long chai it
0,566968413 6,14E-05 0,00029189 SPTLC3 serme[é’;urr‘:e 3G§25532f0SchfHaGHll\IbCa:le;;;um 3
0,566638906 1,82E-16 2,42E-15 ALAS1 5 ‘ammle‘s"y‘i‘;agizgﬁzs;é};;’;;TCE:HGNC
dhesi tein-coupled receptor B2 H
0,566606595 1,53E-18 2,30E-17 ADGRB2 adhesion G pro Se;;;‘l‘l‘;i;;é?c‘:’; 4] [Source:HGNC
PHD fi tein 21A [Source: HGNC
0,566437053 4,00E-14 4,68E-13 PHF21A ?filiﬁinH GN[C:‘;ZE;]
MDM2 - H
0,566157759 4,31E-27 9,37E-26 MDM2 ssﬁizfgiiglig\[fsco;;g] GNC
id sensing ion channel subunit 1 [Source:HGNC
0,564983243 1,80E-13 2,02E-12 ASIC1 acid sensing lsoyr;fbjsziczc‘;mc: 10[0]0““
0,564684725 0,003430207 0,011518706 RNASET2  ribonuclease T2 [Source:HGNC Symbol;Acc:HGNC:21686]
interf inducible protein 16 [Source:HGNC
0,564605161 5,37E-18 7,87E-17 IFI16 tnterteron gams?fn?of:c C:;pcr;gg?’%][ ouree
H in binding kinase 1 H
0,564029412 3,32E-05 0,000164312 SBK1 S 3d°mg;r‘r:£$§§cirg;fcﬂ[7s§;;fe GNC
tallothionein 2A [Source:HGNC
0,563388673 3,77E-29 8,96E-28 MT2A me as;m;Ziir;c;H G[l\(I)ér;ZO 6l
0,562794872 0,004302643 0,014123325 PDIKIL PDLIM1 m;eyrra:l:ﬁii’:‘;;éégiesg%‘;‘]me:HGNC
0,562352227 0,001041998 0,003927936 YPEL2 yippee like 2 [Source: HGNC Symbol;Acc:HGNC:18326]
iomotin like 1 H
0,562024253 1,92E-18 2,87E-17 AMOTLI a“gé;r;‘gzz /;C:H([fli’]‘gi"; o HG]NC
ical juncti t 1 homolog [Source:HGNC
0,561829772 2,27E-05 0,000114899 AJM1 apieatjunc log;;’;‘fl";::H 61311(23702%4[;] ource
0,560819433 4,28E-33 1,18E-31 CCNG1 cyclin G1 [Source:HGNC Symbol; Acc:HGNC:1592]
WD t domain 91 [Source: HGNC
0,560583634 4,70E-06 2,61E-05 WDR91 rg‘;ﬁ‘bd‘;’zﬁl GI\[I CO ;i;;]
0,560406818 3,62E-07 2,31E-06 SLC50A1 solute Carri;ﬁ?{ﬁﬁi:I;‘Iecnﬁgggg;’]urce:HGNC
hydroxysteroid 17-beta dehyd 7 [Source:HGNC
0,560063551 0,000141694 0,000629946 HSD17B7 ydroxysterot Symf)oi AeCCfVHé"EEI:‘;:S][ ource
0,559860373 4,39E-31 1,12E-29 ZFP36L1 ZEP36 rmg;;fg;f’:ﬁgéﬁgl[15007‘]‘"6:HGNC
llular retinoic acid bindi tein 2 HGN
0,559540231 0,003229624 0,010913126 CRABP2 cellwiar re mo‘scy"‘I:bO'ijcggé’f\?czgsg550‘““’ GNC
0,558925157 0,000986925 0,003735569 ZNRF2 zmne a;ycg;r;i i?f; éésé’zg‘;gGNC
4t iption fact HGN
0,558613012 0,000337752 0,001396635 SP4 Sp ra;;fg;i;:;;; é’lr\l[gc;‘f;oegl GNC
0,558199129 0,000106078 0,00048334 NMB neuromedin B [Source:HGNC Symbol;Acc:HGNC:7842]
interf latory factor 2 HGN
0,558029325 7,68E-07 4,73E-06 IRF2 nter eronsr;il;;;:cycgcﬁ C:[:l"l‘;ce GNC
XPC lex subunit, DNA d ition and
0,557602688 2,60E-12 2,68E-11 XPC repaircfoarcr’zgre[zcs)zrct?;lGNC Sy;?i%;i?;%“;}gg;;ﬂ
K lysine defici in ki H
0,556830752 0,002756986 0,009462693 WNK3 WNK lysine dseyiggzlt;i?:fggllgg?ls:;g[]source GNC
0,556319022 0,008370415 0,025440295 APOL1 apolipoprotein L1 [Source:HGNC Symbol;Acc:HGNC:618]
0,55615746 2,08E-08 1,52E-07 MAP3KI2 mitogen-activated protein kinase kinase kinase 12

[Source:HGNC Symbol;Acc:HGNC:6851]
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0,555609697

1,59E-12

1,67E-11

HIST2H2BE

histone cluster 2 H2B family member e [Source:HGNC

Symbol; Acc: HGNC:4760]
ki fras 1 H
0,55550406 2,28E-13 2,54E-12 KSR1 fase S‘SI;TESTKC(E;ENE’;’E; GNC
ide synthase 4 [Source: HGNC
0,555157597 2,10E-09 1,68E-08 CERS4 Cerar;‘;nel;‘gﬁ‘ Aci:SI*_’I Gl[\lg“;; ]
h i ining 2 H
0,554692746 2,60E-11 2,45E-10 CYB5D2 cytochrome gii%r;aizo}rl‘gg‘énzgs 47[%"“@ GNC
VA alternative splici lator 2 HGN
0,554105942 4,45E-10 3,77E-09 NOVA2 NOVAa emaslyvlizg;X?ﬁ;‘zél‘\‘lé;;g%soume GNC
0,553957056 7,06E-16 9,08E-15 PARD3 par-3 fam‘lys;ﬂlf(;ff:géecgggfgo[ssﬁu“e:HGNC
ific DNA bindi in2 H
0,553706277 3,07E-12 3,15E-11 DDB2 damage speci lgyiolf’:;ij;g’\;g‘;;m[Source GNC
ferritin heavy chain 1 [Source:HGNC
0,553331343 1,34E-37 4,23E-36 FTH1 e “S‘yiiz;zcig G{\IOC“;;; ol
0,55317871 6,00E-20 9,66E-19 DUSP4 dual sPeC‘g;g)iEZﬁﬁtg;? é 3[,(5)(7’3; ce:HGNC
R iation domain famil H
0,552797175 2,51E-16 3,33E-15 RASSFS as associa ‘°“Sycr’$)‘lr;‘ Ai:ﬁycﬁecﬁgzgzlsoume GNC
0,552421556 4,51E-11 4,15E-10 PRRX1 paired re;;iigoi‘zog’cx; ézsg(;‘;r;]ezHGNC
douridylate synthase 1 H
0,551593437 0,003172596 0,010746621 PUSI0 pseu Ourslyisoij\y;;g; CO:;‘;B‘;]CE GNC
GRAM domain containing 1B [Source: HGNC
0,551358196 0,000301135 0,001256468 GRAMDIB %?i;‘;‘;‘iﬁgi o 2[9 ;1“4r]ce
inoli hosphoribosyltransf H
0,551201276 0,000894319 0,003421082 QPRT quinolinate p ;’;ﬂl bff}’::gégﬁég‘;;][somce GNC
li tein B mRNA editi talytic subunit
0,548579188 0,000942741 0,003587223 APOBEC3F  °P° ‘p;)l}:’ r[goirr‘ce;‘GN c ;yzgii‘:gggﬁcaf;; g’]u unt
0,548417453 1,99E-13 2,23E-12 CCNG2 cyclin G2 [Source:HGNC Symbol; Acc:HGNC:1593]
NLR family pyrin domain containing 1 [Source: HGNC
0,547116489 3,37E-16 4,42E-15 NLRP1 amt ypy;y‘;g?:i‘gg;gﬂ% 4[] ouree
EGF lik in multiple 7 H
0,547015181 8,02E-05 0,000373874 EGFL7 GFli ES‘;’::;E;‘ ﬂiﬁfﬂaﬁ%@f GNC
b tidase E [Source: HGNC
0,546497953 1,43E-26 3,05E-25 CPE car OSXYYHPIEES Aist C[il\(I)g:IZC;%]
0,545397098 1,54E-05 7,97E-05 DYNC2H1 dynein Cyt(’p;e;sr;“;x;:j’}lyccgzg ; 6[2510urce:HGNC
protein-L-isoaspartate (D-aspartate) O-methyltransferase
0,544605758 4,29E-08 3,04E-07 PCMTD1 domain containing 1 [Source: HGNC
Symbol;Acc:HGNC:30483]
iredoxin like 2A [Source:HGNC
0,5443925 2,33E-17 3,30E-16 PRXL2A perox;;em‘;’;ll? AICC:eH Gl\[I CO ‘21;2; I
homeodomain interacti tein kinase 2 H
0,543906381 1,09E-21 1,89E-20 HIPK2 omeodomain “S‘y‘ifogffc’g é‘g ler‘::gz] [Source: HGNC
XADR, Ig-like cell adhesi lecul H
0,543544323 1,33E-05 6,95E-05 CXADR ¢ - ;;;bZi Aﬁggﬁé;:;;][%urce GNC
LDL receptor related protein 1 [Source:HGNC
0,543305902 2,33E-05 0,000117807 LRP1 receps‘;;i;;icgg Gell\?c:é 6;);]“
0,542802686 4,87E-10 4,12E-09 KAT2B lysine ac;;;;:gzﬁza;zzg ([jzsg’;gf:HGNC
0,542594169 2,84E-11 2,67E-10 ECH1 enoyl'(S:;ié‘oy:;::fcll\[lsccz;ﬁ;HcNC
0,541383487 3,10E-06 1,77E-05 ARL4A ADP rib"sylaﬁog‘y i;gr:ffgggieég [Source:HGNC
0,541342545 8,96E-10 7 39E-09 HES1 hes family bHLH transcription factor 1 [Source: HGNC

Symbol; Acc:HGNC:5192]
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0,54095389

2,47E-12

2,55E-11

RNF220

ring finger protein 220 [Source:HGNC

Symbol;Acc:HGNC:25552]
solute carrier family 26 member 11 [Source:HGNC
0,540949806 6,93E-07 4,29E-06 SLC26A11 Symbol;AcHGNC:14471]
Pim-2 proto-oncogene, serine/threonine kinase
4 7! 2737432 PIM2
0,540886788 0,000698958 0,00273743 M [Source:HGNC Symbol; Acc:HGNC:8987]
] ] corepressor interacting with RBPJ, 1 [Source: HGNC
0,540838524 1,07E-07 7,24E-07 CIR1 Symbol;AcHGNC:24217]
0,540604914 0,000278917 0,001170811 ATXN7L2 ataxin 7 like 2 [Source:HGNC Symbol;Acc:HGNC:28713]
0,540311288 3,06E-30 7,57E-29 TNPO1 transportin 1 [Source:HGNC Symbol;Acc:HGNC:6401]
mitochondrial ribosomal protein S30 [Source:HGNC
0,539456486 7,87E-13 8,48E-12 MRPS30
! Symbol;Acc:HGNC:8769]
THAP domain containing 8 [Source:HGNC
1962 420641 114 THAP
0,53939196 0,0034206 0,01149056 8 Symbol;Ac:HGNC:23191]
0,539373729 5,80E-05 0,000277181 EPHBI1 EPH receptor B1 [Source:HGNC Symbol;Acc:HGNC:3392]
ubiquitin specific peptidase 54 [Source: HGNC
27604 1,88E- 1,11E- P54
0,539276049 B8E-06 ! 05 usps Symbol; Acc:HGNC:23513]
: : phosphate cytidylyltransferase 2, ethanolamine
0,539217016 6,06E-14 7/00E-13 peyT2 [Source:HGNC Symbol; Acc:HGNC:8756]
CD109 molecule [Source:HGNC
72E-1 23E-12 D1
0,53888369 5 3 6,23 D109 Symbol; Acc:HGNC:21685]
GH3 domain containing [Source: HGNC
71 241482 1025202 HD
0,538710909 0,000 8 0,00102520! GHDC Symbol;Acc:HGNC:24438]
0,537633954 2,93E-08 2,11E-07 PLXNA4 plexin A4 [Source:HGNC Symbol;Acc:HGNC:9102]
leucine rich repeat containing 37B [Source: HGNC
0,537149304 0,000858324 0,003298343 LRRC37B
§ Symbol;Acc:HGNC:29070]
diazepam binding inhibitor, acyl-CoA binding protein
704 2,90E-1 2E-1 DBI
0,537040638 S0E-16 382E-15 [Source:HGNC Symbol; Acc:HGNC:2690]
ribonuclease P/MRP subunit p25 like [Source:HGNC
41 7E- 279974 RPP25L
0536994165 587E-05 0,0002799 ° Symbol;Acc:HGNC:19909]
microsomal glutathione S-transferase 2 [Source:HGNC
0,536866468 0,001804588 0,006450514 MGST2 Symbol;AcHGNC:7063]
lysine methyltransferase 5C [Source:HGNC
7 4E- 179007 KMT.
0,536736069 3,64E-05 0,00017900 5C Symbol;Acc:HGNC:28405]
BCL tumor suppressor 7A [Source:HGNC
0,536707158 1,01E-05 5,36E-05 BCL7A Symbol:Acc:HGNC:1004]
LPS responsive beige-like anchor protein [Source:HGNC
22924 43E-1 4,57E- LRBA
0,5365229 543E-10 S7E-09 Symbol;Acc:HGNC:1742]
retinaldehyde binding protein 1 [Source: HGNC
79842 1011 1814 RLBP1
0,535798 0,0010113 0,003818149 Symbol; Acc:HGNC:10024]
TBC1 domain family member 16 [Source:HGNC
0,535762683 1,09E-24 2,15E-23 TBC1D16 Symbol;Acc:HGNC:28356]
SEC14 like lipid binding 2 [Source:HGNC
192371 E-1 4,77E-1 EC14L2
0,5351923 3,66E-16 ! > SEC Symbol; Acc:HGNC:10699]
maturin, neural progenitor differentiation regulator
0,534975631 572E-08 4,00E-07 MTURN homolog [Source:HGNC Symbol;Acc:HGNC:25457]
0,53484363 2,62E-14 3,09E-13 CAT catalase [Source:HGNC Symbol;Acc:HGNC:1516]
0,534745133 0,007769156 0,023825576 AVIL advillin [Source:HGNC Symbol; Acc:HGNC:14188]
0,534595622 7,34E-11 6,63E-10 CPNE2 copine 2 [Source:HGNC Symbol;Acc:HGNC:2315]
phytanoyl-CoA 2-hydroxylase interacting protein
4504 42511 10354782 PHYHIP
0,53450438 0,0030425 0,01035478 [Source:HGNC Symbol; Acc:HGNC:16865]
VPS11, CORVET/HOPS core subunit [Source: HGNC
0,53429957 1,03E-11 9,97E-11 VPS11 Symbol; AccHGNC:14583]
zinc finger and BTB domain containing 12 [Source: HGNC
4282457 4,33E- 2,42E- ZBTB12
0,53428245 -33E-06 ’ 05 Symbol; Acc:HGNC:19066]
CAP-Gly domain containing linker protein 3
0,533793132 242822 4,30E-21 CLIPS [Source:HGNC Symbol;Acc:HGNC:24314]
0,533441297 0,003455371 0,011587166 SNCA synuclein alpha [Source:HGNC Symbol;Acc:HGNC:11138]
WD repeat domain 81 [Source:HGNC
0,532863081 2,05E-11 1,95E-10 WDR81 Symbol; Acc:HGNC:26600]
0,532116944 2.70E-05 0,000135576 ROM1 retinal outer segment membrane protein 1 [Source:HGNC

Symbol;Acc:HGNC:10254]
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0,531698575 4,87E-09 3,78E-08 KIAA1549L  KIAA1549 like [Source: HGNC Symbol;Acc:HGNC:24836]
dix hydrolase 14 H
0,531690725 7,24E-05 0,000339455 NUDT14 e ‘S"yrgb(fl‘;’ ::::H c[ifocu;)el y 1]GNC
0,531251375 7,07E-09 5,41E-08 MBP mye I;YII’EZI:IKS;;“G[;?;‘;ZSJGNC
0,531070938 0,0087352 0,026400138 AC073111,5 novel zinc finger protein
lest 2 ‘Hi
0,530949189 1,15E-15 1,46E-14 CES2 Carbg;yniiff::H[GS;‘giz . 4]GNC
DnaJ heat shock protein family (Hsp40) member C4
0,530033844 2,81E-09 2,23E-08 DNAJC4 naJ : Se(;rsce‘:’é GII)\;SZ Z;lmabr;‘i'c(cligN)Cn;‘;;l ]er
1 ier family 44 1 H
0,529955003 5,45E-11 4,97E-10 SLC44A1 solute Cam;;?;&@;gﬁg; 87[321““6 GNC
0,529667846 5,14E-20 8,29E-19 NRP1 neuropilin 1 [Source:HGNC Symbol;Acc:HGNC:8004]
POCI centriolar protein B ‘HGN
0,529322454 0,000106844 0,000486489 POCIB oc CE;I:SOT,&O&EIN éi%‘;g; GNC
0,528667151 1,47E-05 7,63E-05 MARK1 microtubule aff;y‘ﬁii‘iifggﬁg‘zegéllSource:HGNC
f i 2 H
0,527847924 2,04E-34 5,84E-33 FADS2 atty a;fﬁ;;i ;“;:S:I GIEIS g‘;rs‘;;] GNC
DNA pol Source:HGNC
0,527577446 0,000197527 0,000854102 POLM g;zﬁrzscecggl[\lg‘gfgﬂ
0,527552473 1,47E-09 1,19E-08 HOMER? homer ;;ﬁf:fg?ﬁgéés‘l’;;;HGNc
foldi it4 H
0,527476272 2,06E-06 1,20E-05 PFDN4 pre OSYI‘;‘;;?::C‘:H G[?\?érg; . 8]G NE
0,527228296 0,004557215 0,014870911 RNF157 g ﬁ;‘fﬁ;{’)ﬁi’jﬁg&?;;ZS;IGNC
holinergi t ini H
0,527080056 0,013884863 0,039531933 CHRMS3 cholinergic ;?;i;tigig;‘éfgfzum GNC
lear factor of activated T cells 4 [Source:HGNC
0,526713681 1,56E-11 1,50E-10 NEATC4 nuclearfac OSryomsz;‘:‘CiH G;‘; C:SW;S;’MCE
0,526701003 0,005919184 0,018790722 UBB ubiquitin B [Source:HGNC Symbol;Acc:HGNC:12463]
0,526394546 4,36E-25 8,77E-24 S100A6 5100 Calc‘ugzggiﬁig’gg‘éfogz]“Ce:HGNC
hagy related 14 H
0,5263645 4,08E-08 2,90E-07 ATG14 a“”‘;;ii;ﬁ:ﬁil GIEIS 1000 Z]GNC
thioredoxin related t b tein 4
0,526124676 2,49E-13 2,77E-12 TMX4 [‘;’Orsr;xg é;zesy;abﬁrzzn;érﬁcp; ;31;]
DC42 bindi in ki H
0,525954166 0,0029199 0,009983012 CDC42BPG e bmdmsct‘yigzizfgﬁéﬁfgggg;gi’omce GNC
lute carrier family 2 member 3 [Source:HGNC
0,525925948 2,68E-08 1,93E-07 SLC2A3 sotute Camse;;gll;ﬁccﬁé“l\fé ) 1[0 0‘)7‘]1“6
0,525662038 2,85E-13 3,16E-12 THSD4 t?;i?izsgggg;Zfbildzzagggggggg4
lonate ki H
0,524698508 3,22E-08 2,31E-07 MVK mevg}(]);i;; [irc‘:sﬁléslg‘g;; OJGNC
0,524656464 1,00E-05 5,33E-05 FAM76B fa[r;‘;zx‘géi?gesr;igﬁ?g ééNrgzI;‘:;]B
lysine methyltransferase 2 H
0,524159697 3,01E-09 2,38E-08 KMT2C ysine mgyribz?;fcif;séN(é:[18307‘;26 GNC
di ltage-gated channel beta subunit 2
0,523869941 0,003134389 0,010637628 SCN2B S‘ES;‘;;’;:; éiecg;yfnbilz‘:sH é; é“l 01;2;]
i in2 H
0,523808955 3,24E-09 2,55E-08 SNX29 Sor;;r;ibrz’;‘zci[é?\?gg%gw
MR lex interacti tei ‘HGN
0,523425821 0,00025325 0,001071881 MRNIP NCompsey’iig(;ficc;ﬁg\?g;’gg;’]“rce GNC
0,523218045 5,06E-23 9,26E-22 CLIP2 Cézufzig\?g‘ ;;’;‘fﬁ:;ﬁfchﬁé%grggg 2
0,523007885 0,000161728 0,000711221 LRRC75B leucine rich repeat containing 75B [Source: HGNC

Symbol;Acc:HGNC:33155]
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0,522899823 3,02E-10 2,60E-09 OPHN1 oligophrenin 1 [Source:HGNC Symbol;Acc:HGNC:8148]
cyclin dependent kinase inhibitor 1A [Source: HGNC
22792314 7,76E-34 2,18E-32 DKN1A
05227923 76E-3 /18E-3 ¢ Symbol;Acc:HGNC:1784]
BRD#4 interacting chromatin remodeling complex
0,522745388 8,88E-06 4,77E-05 BICRAL associated protein like [Source: HGNC
Symbol;Acc:HGNC:21111]
membrane bound O-acyltransferase domain containing 2
0,522672679 7,64E-12 7A%E-1L MBOAT2 [Source:HGNC Symbol;Acc:HGNC:25193]
membrane associated guanylate kinase, WW and PDZ
0,521714413 2,84E-10 2,45E-09 MAGI1 domain containing 1 [Source: HGNC
Symbol; Acc:HGNC:946]
chromosome 8 open reading frame 82 [Source: HGNC
21551 2,88E-1 19E-12 2
0521551688 ABE-13 3,19 CBorfs Symbol;Acc:HGNC:33826]
FIG4 phosphoinositide 5-phosphatase [Source: HGNC
0,520562828 1,60E-07 1,07E-06 FIG4 Symbol;Ac:HGNC:16873]
intraflagellar transport 140 [Source:HGNC
19435527 4,47E-1 79E- IFT14
0,5194355 ! 0 3,79E-09 0 Symbol; Acc:HGNC:29077]
0,51939763 0,003968662 0,013115778 ATXN7L1 ataxin 7 like 1 [Source: HGNC Symbol; Acc:HGNC:22210]
5100 calcium binding protein A13 [Source:HGNC
1 2,56E- 1,47E- 100A1
0,519096053 56E-06 ! 05 5100413 Symbol; Acc:HGNC:10490]
SUB1 homolog, transcriptional regulator [Source: HGNC
0,518853594 7,20E-20 1,15E-18 SUB1 Symbol; Acc:HGNC:19985]
zinc finger protein 581 [Source:HGNC
1875954 4,57E-07 2,89E- ZNF581
0518759545 S7E-0 B9E-06 NF58 Symbol; Acc:HGNC:25017]
transmembrane protein 256 [Source:HGNC
0,518718513 0,013139951 0,037676402 TMEM?256
§ Symbol;Acc:HGNC:28618]
solute carrier family 25 member 45 [Source:HGNC
1857172 1 71 7! 2 LC25A4.
0,518571729 0,0019930 0,00706568 SLC25A45 Symbol;Ac HGNC:27442]
glutamate dehydrogenase 1 [Source:HGNC
1837061 E-21 1,17E-1 LUD1
0518370618 6% i ? cLu Symbol;Acc:HGNC:4335]
VPS37D, ESCRT-I subunit [Source:HGNC
0,517981337 0,000255837 0,001080945 VPS37D Symbol;Ac:HGNC:18287]
protein tyrosine kinase 2 beta [Source:HGNC
175407 41167 4 PTK2B
0,517540703 0,00094116 0,0035833 Symbol;AcHGNC:9612]
dihydropyrimidinase like 3 [Source: HGNC
0,517404658 1,79E-31 4,63E-30 DPYSL3
§ Symbol;Acc:HGNC:3015]
spalt like transcription factor 2 [Source:HGNC
1728267 1,12E-11 1,09E-1 ALL2
0,517282676 ! 09E-10 5 Symbol; Acc:HGNC:10526]
nicotinamide riboside kinase 1 [Source:HGNC
1674411 E- 19252 NMRK1
0516 ’ 39BE05 0,000192523 M Symbol;Acc:HGNC:26057]
Kazal type serine peptidase inhibitor domain 1
0,516595746 0,009857262 0,029329965 KAZALD1 [Source:HGNC Symbol; Ac:HGNC:25460]
ankyrin repeat and sterile alpha motif domain containing
16573844 26E- 161 ANKS1B
0,5165738 3,26E-05 0,000161658 5 1B [Source:HGNC Symbol;Acc: HGNC:24600]
transmembrane protein 79 [Source: HGNC
0,516327122 0,012688449 0,036554638 TMEM?79 Symbol; Acc:HGNC:28196]
TRAF3 interacting protein 2 [Source:HGNC
1 E-07 2,54E- TRAF3IP2
0515568399 399E-0 HAE-06 3 Symbol;Acc:HGNC:1343]
0,515388228 0,002753416 0,009457132 GYG2 glycogenin 2 [Source: HGNC Symbol; Acc:HGNC:4700]
platelet derived growth factor D [Source:HGNC
1532824 7,59E-1 E- PDGFD
0,515328243 SIE-10 6,30E-09 G Symbol; Acc:HGNC:30620]
0,514767714 0,00094187 0,00358461 SRXN1 sulfiredoxin 1 [Source:HGNC Symbol;Acc:HGNC:16132]
sterol regulatory element binding transcription factor 2
14705614 2,42E-31 26E-. REBF2
0,5147056 . 3 6,26E-30 5 [Source:HGNC Symbol; Acc:HGNC:11290]
sulfotransferase family 1C member 4 [Source: HGNC
0,514486174 0,014141348 0,040150255 SULT1C4 Symbol;AcHGNC:11457]
leucine rich repeat containing 1 [Source:HGNC
1358744 2 44 454 LRRC1
0,513587445 0,0025690 0,00888045 C Symbol;Acc:HGNC:14307]
mitochondrial ribosomal protein L10 [Source:HGNC
0,5133308 5,33E-11 4,88E-10 MRPL10 Symbol; AccHGNC:14055]
0,51316999 2.93E-12 3,01E-11 UBTDI ubiquitin domain containing 1 [Source: HGNC

Symbol;Acc:HGNC:25683]
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0,513160345

4,32E-12

4,34E-11

DCAF11

DDB1 and CULA4 associated factor 11 [Source:HGNC

Symbol;Acc:HGNC:20258]
ATA zinc fi i ining 2B H
0,512611734 1,72E-11 1,64E-10 GaTapzp ~ CATAZINC mg;:;’;ﬁi:;ﬁg;’ggws][Source GNC
LCAS, lebercilin [Source: HGNC
0,51211545 0,000176543 0,000771098 LCA5 Symsol‘j;i‘;;[c‘)Nucrf; 023]
i :H
0,511930375 2,12E-20 3,48E-19 REEP5 recePtorSa;ﬁi?K Cirgé‘;ggs(%;;e GNC
FERM domain containi ‘HGN
0,511892812 1,88E-17 2,68E-16 FRMD5 g;“;‘g‘;}i‘cji‘;gizz[zsg’;ﬁ GNC
0,511670609 1,00E-11 9,74E-11 cDIP1 cell death Qﬁﬁﬁ}iﬂ?ﬁ?ﬁg ggzrce:HGNC
0,511391644 0,003707637 0,012352002 C60rf136 chromosome Z;ff;‘oﬁfzg éﬁg‘;g’gl[]source:Hch
icrotubul iated serine/threonine kinase 1
0,511265034 0,002945622 0,01006032 MAST1 m‘“{g‘z)urcue;acsls\‘l’g;;mg:‘fci éZO£?§ 0 5;‘2}5"
0,511107121 0,00044667 0,001810082 SPACA9 sperm acr;’;;’nrg;?;sc‘lfgggg:[153(’6‘;§C€:HGNC
0,510257028 0,00164912 0,005948481 ZNF79 zne ;‘;fj;gz:c“;{ Gglgscc’:‘;;esﬂcNC
0,509691688 0,007935727 0,024259722 TBC1D3L TBCl domeg; Hﬁf{;ﬁgﬁ;ﬁiﬁ;[jg]lrcezHGNC
inc fi tein 385A H
0,509547458 4,21E-05 0,000205629 ZNF385A ane msgyillj:l)/ilcr;;féle[cscl);;;] GNC
bt domain containing 1 [Source:HGNC
0,509450369 8,07E-06 4,36E-05 MBTD1 m Orsnyali;j:l’;z‘z‘:gN C[:f;;rgg]
h inase 2 H
0,509235712 4,85E-08 3,42E-07 PDK2 pyruvate des}fifii’;iii;g;?%[l%‘]’mce GNC
thanolamine kinase 2 [Source:HGNC
0,509028734 0,000276025 0,001159425 ETNK2 € an(;;;‘;r;f Alcrf;fcl\% C(?;;;;S]
0,508994354 7,55E-06 4,09E-05 CADM3 cell ad};;ifg‘o?‘:iicﬁlé;[c&l’;gi]HGNC
hospholipid phosphat ‘HGN
0,50858861 0,000691009 0,002709036 PLPP6 phosp Og}f::nbzl;‘:i;éﬁg[;zge GNC
Ifactomedin like 3 [Source: HGNC
0,508549144 2,89E-07 1,87E-06 OLEML3 © a‘;;zl:oll;clc;{éN(g;j;S 6l
h in helicase DNA bindi in2
0,508133402 9,45E-14 1,08E-12 CHD2 ¢ r‘[’;zf:emgg‘Ng g;:boicgg‘ggggﬁm
DNA d inducible transcript 3 [Source: HGNC
0,507254886 0,002906569 0,009939185 DDIT3 amagz;‘;‘ngg Aiczrgggm[ﬂome
i 1 i in1A H
0,506805671 1,17E-12 1,24E-11 MAPIA microtubu e;;:;?ﬁiggggo 68;;’““8 GNC
henazine biosynthesis like protein domain containi
0,506752277 5,55E-05 0,000265854 PBLD P ena?;iirclzzgl\fg“ssyinzgz:’C“I‘{ G(’;I“Cag‘ag‘(’)’l‘]ammg
0,506458799 3,47E-15 4,30E-14 CHP1 calcineurin ;‘;‘;Eil}:z‘cdggﬁénl; Eg]urce:HGNC
ADAM metallopeptidase with th di 1
0,506410166 3,35E-05 0,000165432 ADAMTS13 i rl‘;e[;ozf:jé G"’;ec“gymb;{? X‘:;O;I‘é’; C“i ;Zg]e
0,505885988 1,60E-13 1,80E-12 COX5B CytoChromescyi’r’:;iif:Csc‘fgé“gggz[g;’f“e:HGNC
R3H i ining 2 H
0,505414735 3,57E-05 0,000175722 R3HDM? 3 do;?;igff::ggl\lc[s;;‘ig GNC
inc fi tein 14 [Source:HGNC
0,50539566 0,006965799 0,021638913 ZNF14 zne ;ﬁfﬁﬁf& cl£1 é";r;;z 4
0,505300159 2,30E-09 1,83E-08 ZNF770 #ne f‘;‘}%ﬁfbiﬁeggéol\%’;ggz;I;IGNC
ATP t ting alph ‘HGN
0,504648273 7,12E-07 4,40E-06 ATP7A ase COPPS;JEET;‘:’;‘;‘I%;%; 65}"““" GNC
0,503806766 4,15E-31 1,06E-29 LSS Ianos;;:;’tii”:?jﬁc[i’grg%gcl\lc
0,502463881 4,40E-15 542F-14 BBX BBX, HMG-box containing [Source:HGNC

Symbol;Acc:HGNC:14422]
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spindlin family member 3 [Source: HGNC

0,502115793 9,13E-06 4,89E-05 SPIN3 SymbolAGHGENC2727]
0,501652501 2,18E-06 1,27E-05 RICTOR RPTO[I;;EE:JI:TS;? ;;252?2’;?12/{;8582? lex2
inc fi tein 75D [Source: HGNC
0,501523615 0,000219207 0,000938023 ZNF75D zne “S‘;g,:bp;rl?:;zH GI\I[C?ll;rlC:S]
1-CoA bindi i ining 4 H
0,500836591 0,000584642 0,002318259 ACBDA4 acyl-Co bmdsu;f’n igﬁi‘gg;jggiw[]swm GNC
loid bet like protein 2 H
0,500682171 4,11E-30 1,01E-28 APLP2 amylot beag;ﬁjﬁ;;:’é;é‘g%gsoum GNC
0,500603869 9,65E-05 0,000443712 SIX5 SD;;‘;IEE;’I’AZ’;;[S;ETO?;?C
inc fi in 280D H
0,500217906 0,001590179 0,005750842 ZNF280D zne “;gyig;o;i‘;;gl\]g;;;] GNC
0,499115651 6,99E-20 1,12E-18 SOX12 SRY-box 12 [Source:HGNC Symbol;Acc:HGNC:11198]
h h 1 ‘Hi
0,497946842 0,001668359 0,006007825 MSX1 ms Sy;rﬁziioc’;H[é?\?g;39§Nc
loid bet tein binding family A memb
wmass  avvie  amwi e ST et § e
D in2 H
0,496594054 3,84E-19 5,98E-18 WDR26 w r;‘}’}:ﬁ:ﬁiﬁ% (;61\[%‘21;;88] GNC
inhibitor of nuclear factor kappa B ki bunit epsil
0,496464535 0,000199387 0,000860994 IKBKE e lo[rs‘(’m‘;l;g’GrN? g;mizfl’;cc:g‘ésgég 4‘;;]”5‘ on
hi ine kinase 2 H
0,495920116 0,000867607 0,003328742 NTRK2 neurotrophic r‘;;ii:’;gﬁ?gg;122:;32][80““8 GNC
t tein 132D ‘HGN
0,495710305 5,99E-13 6,51E-12 TMEM132D ramme“;ii’;iﬁ:l;gci C:Sﬁ‘;}ce GNC
0,495701529 0,006248482 0,019716755 PLEKHAG6 PEE;E:SE}&O;I“Sls"ﬁs;nz:gg;%“l‘;é?f
iparti if containing 62 H
0,495683347 8,11E-05 0,000376987 TRIM62 mparme;z;(;ngg%%gg;ge GNC
0,495601087 5,05E-06 2,80E-05 IL11 interleukin 11 [Source:HGNC Symbol;Acc:HGNC:5966]
d: t :Hi
0,495311686 9,64E-05 0,00044345 AR an r(;?:brjﬁi:;l[éﬁlcm& 4]GNC
0,495061533 8,72E-15 1,06E-13 RTLSA re”c’tra“;g’;;’:kiigcg‘cegé:[zi?llze:HGNC
t ipti factor 4 :H
0,494862548 3,44E-17 4,81E-16 TCF4 ransgr;i;‘:l‘; :CCC:‘I’; Gl[\?g:‘;rf; 4]GNC
hyal thase 3 [Source: HGNC
0,4947601 0,000194236 0,000841937 HAS3 ya “r;’;‘;‘;;}l”;c:;; GIEI é’ZQZE]
0,49391448 0,004991331 0,016126827 HOXB6 homeobox B6 [Source:HGNC Symbol;Acc:HGNC:5117]
OXAIL, mitochondrial i b tei
0,493883327 7,75E-15 9,41E-14 OXAIL [SourIcI::I;CGNOI(IZ Sr;?ng;ifl’%;?zgg] en
inyltransferase 1 H
0,492013837 8,28E-08 5,70E-07 ATE1 argm}é;igz ler::H([;S;‘ér;‘; o) GNC
Aki hori tein 6 [Source: HGNC
0,491736243 0,0149194 0,041984611 AKAP6 nase a;;mf;?ifz;g‘\l CE3;>;1]rce
PHD fi in1 H
0,491559806 2,04E-09 1,63E-08 PHF1 S‘;‘ie;ofl’rAOi”I‘{ GEE“;;‘; o) GNC
tocadheri bfamily A, 6 [Source: HGNC
0,491146122 0,000397922 0,001629494 PCDHGAG6 protoca ermsg;:;x ::C:I;“G“;\IYC:WO 4[] ource
0,490866319 0,00208716 0,007374986 GRIP1 glutamate receg;zézfizzz‘éf\’fé’fle;;‘ols][sourcezHGNC
intraflagellar t t57 H
0,490804997 2,15E-07 1,41E-06 IFT57 mnira aé;rr?;of;a:csggcf\l Clslc;gr;] GNC
0,49015663 1,56E-06 9,31E-06 GPRC5C G prog:;::ﬁg;;gg;’ggf}fifﬁéﬁgf;;‘g;?ber c
0,489806941 1,80E-05 9,25E-05 LYNX1 Lyﬁé;‘fiﬁﬁfiﬁégﬁéf;ﬁl\lc
0,489802222 3,40E-13 3,75E-12 NDRG4 NDRG family member 4 [Source: HGNC

Symbol;,Acc:HGNC:14466]
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TOX high mobility group box family member 2

048953642 6,78E-07 4,20E-06 ToX2 [Source:HGNC Symbol;Acc:HGNC:16095]
0,488785775 1,02E-08 7,70E-08 HMCES 5'hy[g:)i’;i’:;gﬁéy;;ir:oizsgE’Gis’éfi:f;dﬁc
inc fi tein 740 [Source:HGNC
0,488632435 1,60E-08 1,19E-07 ZNF740 zine ‘;‘frenrbz&ec‘é‘H Gl\g CO:;;ZZS]
in 14 H
0,488366001 0,006169673 0,019496607 SYT14 Syngl;flltﬁj’rcncﬂ G[?;’ér; ) 43G]NC
DNA pol delta 4 it
0,488304084 0,000103664 0,000473453 POLDA4 [ g) urfc’zg;&e\;ésgyribil; Aiicle—lsécl)\rl}ésﬁlbll(l)g
0,488301184 5,59E-07 3,50E-06 FBXW7 F-boxand WD r;gi;iﬁi%?ﬁ?ﬁ;% [Source:HGNC
0.488233344 5 78E-07 3 61E-06 LMBRIL limb development membrane protein 1 like
! ! ! [Source:HGNC Symbol;Acc:HGNC:18268]
lutathi thetase [Source:HGNC
0,48794787 1,50E-12 1,58E-11 GSs guta sl;)iizy&c:;scei] CO:;ZZZ]
0,487831525 3,46E-12 3,51E-11 PDZD8 Pbz do;'}‘}:;gﬁg?ggg\? éi%g;i‘?HGNc
-acetyltransferase domain containing 1 H
0,487774759 2,59E-07 1,69E-06 NATDI1 N-acetyltrans esr;:bo‘;;‘i‘c’;ocrl‘\g;géo][Source GNC
0,487749334 2,14E-10 1,87E-09 TSC22D3 T5C22 dom;;‘ggi%?;gﬁég (gg‘l’;‘rcezHGNC
teine rich hydrophobic domain 1 HGN
0,487086734 0,000844184 0,003251732 CHIC1 cystene rie Si;ﬁg:g;;g;‘é‘? 9353“‘“‘3 GNC
WD t domain 45 [Source:HGNC
0,486690533 1,06E-11 1,02E-10 WDR45 r(;};ibol?;ia:;{ GI\[I CO ‘21;; 4
family with imilarity 1 A
0,486481286 0,001102241 0,004131754 FAM155A aELzX;tHéegéers‘;fni‘;‘ Aazg_l é’;?;g;;’;
tein t i h hat: , tor t S
0,486307634 7,28E-27 1,57E-25 PTPRS prf’sziczzscuﬁ Cp s;fb;;f:czﬁéeﬁr Corg 6?;?
0,486187726 1,68E-06 9,93E-06 ALDOC aldolase, fru‘;t;;ebzisigfg’gal\t}eci l[;’urcezHGNC
1 guani leotide dissociation stimulator like 1
gwwss e xS dea
hi lin phosphodiest id like 3A
0,484990419 0,000833031 0,003213237 SMPDL3A Sp[sf(r)‘irocme}gé;’é ;’;Iib‘z)l;‘zizﬁzegg 17; 869]
; ine phosph - 12
0,484569409 6,38E-14 7,36E-13 PTPN12 Prote[lgotzrr:;l;gpN C° Zggglﬁg;gggtgg g}f’e
1l VCP interacti tein [Source:HGNC
0,484504124 0,000357711 0,001473518 SVIP sma S;LZEC Ai?igg’;gjz[m"gfe
0,48438622 0,000142863 0,000634709 STARDY S“?;) :frlc"’;e;li CI;IE’I? ;;a;if;r zgcmlilcr;llfr(()jn;;?;]g ?
thionine adenosyltransferase 2B [Source:HGNC
0,483890993 9,92E-12 9,65E-11 MAT2B methionine asye;‘;z; [;‘::;eéast 6955]0““8
0,483820865 0,000185007 0,000804446 ACCS 1(?gzﬁfjgcggfii’ia;ecll\%r;’;ﬁﬁjf?i“gg;?é‘;gggjg
Ifactomedin like 2B H
0,483661024 0,000127869 0,000574802 OLFML2B © aCS;Tni;;‘ AICC‘fH Gl[\sl'g;rg%]GNC
0,483508716 4,54E-05 0,000220289 TCEAL1 transcription ‘g}fﬁas(z‘fggr&hlkl‘;} 6[]S ource: HGNC
0,483358565 1,28E-15 1,62E-14 PLEKHGI1 PleCkStE&E?’gﬁgﬁg@ﬁifgﬁggﬁg:Cz(gs‘glning ¢l
0,481889898 0,002814385 0,009646052 NRG2 neuregulin 2 [Source:HGNC Symbol;Acc:HGNC:7998]
RNA pol it it G lik H
0,481838596 0,00089317 0,003418291 POLR3GL NA po ym;;ﬁzol;/i‘c‘z‘;‘él\?c:12;4[656‘]’““9 GNC
thylmalonic aciduria (cobalamin defici bIB t
0,481786961 4,73E-05 0,000228573 MMAB me yI[I;?)s:;I:%ﬁgé;ﬁgfﬁéhggg;&i] ype
hroom famil 4 H
0,481738412 0,00127174 0,004704419 SHROOM4 s rooms;r:;g&:?gg\] C[S;;zrlc; GNC
0,481218886 543E-11 4,96E-10 TLK1 tousled like kinase 1 [Source:HGNC

Symbol;,Acc:HGNC:11841]
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0,480886724 2.99E-09 2 36E-08 ACATI acetyl-CoA acetyltransferase 1 [Source:HGNC

Symbol;Acc:HGNC:93]
cartilage associated protein [Source:HGNC
0,480633706 2,90E-28 6,60E-27 CRTAP Symbol;AcHGNC:2379]
major histocompatibility complex, class I, A
480574777 1,18E-2 1,95E-1 HLA-A
04805 18E-20 95E-19 [Source:HGNC Symbol; Acc:HGNC:4931]
endoplasmic reticulum metallopeptidase 1 [Source: HGNC
0,480484962 0,000663444 0,002609931 ERMP1 Symbol; Acc:HGNC:23703)]
0.480401096 0,008665715 0,026239174 TSTD1 thiosulfate sulfurtransferase like domain containing 1
§ ’ ’ [Source:HGNC Symbol; Acc:HGNC:35410]
SLU7 homolog, splicing factor [Source:HGNC
0,479947442 2,39E-10 2,08E-09 SsLuz Symbol; Acc:HGNC:16939)]
threonine synthase like 2 [Source:HGNC
0,479721074 0,00092531 0,003529892 THNSL2 Symbol;AcHGNC:25602]
sorting nexin 25 [Source:HGNC
47849071 23307 2762 NX2
0,478490715 0,000233073 0,00099276: SNX25 Symbol;Acc:HGNC:21883]
fucosyltransferase 10 [Source: HGNC
0,47828023 0,007908456 0,024191599 FUTI0 Symbol;AccHGNC:19234]
0,477997322 8,69E-05 0,000402598 ATXN3 ataxin 3 [Source:HGNC Symbol;Acc:HGNC:7106]
autophagy related 16 like 2 [Source: HGNC
477407 705242 275871 ATGI16L2
0 0768 0,000705 0,002758703 G16 Symbol; Acc:HGNC:25464]
inositol 1,4,5-trisphosphate receptor type 3 [Source:HGNC
477207892 E- 48E- ITPR
0 0789 6,35E-06 348E-05 3 Symbol;Acc:HGNC:6182]
0,476953468 9,51E-10 7,83E-09 PLIN2 perilipin 2 [Source: HGNC Symbol;Acc:HGNC:248]
t-complex 11 like 2 [Source: HGNC
4767481 104 U TCP11L2
0,476748163 0,001049853 0,003953705 C Symbol;AccHGNC:28627]
0,476191835 0,011787191 0,034304473 TBX2 T-box 2 [Source:HGNC Symbol;Acc:HGNC:11597]
0,476050931 1,11E-06 6,72E-06 RTKN rhotekin [Source:HGNC Symbol;Acc:HGNC:10466]
dynactin subunit 4 [Source: HGNC
47 1,92E-17 2,74E-1 DCTN4
0,475999988 2 . 6 c Symbol; Acc:HGNC:15518]
0,475799134 9,21E-09 6,96E-08 CuUL9 cullin 9 [Source:HGNC Symbol;Acc:HGNC:15982]
] ] phospholipase A2 receptor 1 [Source:HGNC
0,475746496 7,33E-08 5,07E-07 PLA2R1 Symbol: AccHGNC:9042]
trophoblast glycoprotein [Source: HGNC
0,474521152 7,75E-10 6,44E-09 TPBG Symbol;AccHGNC:12004]
0,474454191 0,009109241 0,027398317 VILL villin like [Source:HGNC Symbol;Acc:HGNC:30906]
galactosidase beta 1 like [Source: HGNC
474044461 2 278244 LBI1L
0,47404446 0,00085208 0,003278 G Symbol;Acc:HGNC:28129]
N-terminal EF-hand calcium binding protein 3
0,473803155 1,34E-06 8,06E-06 NECAB3
! [Source:HGNC Symbol;Acc:HGNC:15851]
abraxas 1, BRCA1 A complex subunit [Source: HGNC
473102337 76994 4092 ABRAXASI1
0,47310233 0,00087699 0,00336409 S Symbol;Acc HGNC:25829)]
major vault protein [Source: HGNC
47304257 1,11E-27 2,47E-2 vp
0,4730425 ! ’ 6 M Symbol;Acc:HGNC:7531]
zinc finger protein 516 [Source:HGNC
0,472490515 9,99E-10 8,20E-09 ZNF516 Symbol;AccHGNC:28990]
collagen type XIV alpha 1 chain [Source: HGNC
472254094 1,23E- 46E- L14A1
0 5409 23E-05 6,46E-05 co Symbol;Acc:HGNC:2191]
0,472121951 2,41E-07 1,57E-06 ENO2 enolase 2 [Source:HGNC Symbol;Acc:HGNC:3353]
trinucleotide repeat containing 6C [Source: HGNC
47188101 2,65E- 132 TNR
0,471881013 ,65E-05 0,000132888 C6C Symbol; Acc:HGNC:29318]
SLIT-ROBO Rho GTPase activating protein 2
0471870308 425E-11 395E-10 SRGAP2 [Source:HGNC Symbol;Acc:HGNC:19751]
LIM domain kinase 1 [Source:HGNC
471121 1,65E-2 2,72E-1 LIMK1
0 585 /65E-20 ’ ? M Symbol;Acc:HGNC:6613]
family with sequence similarity 69 member C
0,47065352 0,00114749 0,004287409 FAM69C [Source: HGNC Symbol; Ac:HGNC:31729]
mitochondrial ribosomal protein L45 [Source: HGNC
47028047 4,71E- E- RPL4
0,470280476 ! 09 3,66E-08 M 5 Symbol; Acc:HGNC:16651]
0,470161471 0,000592188 0,002345784 N4BP2 NEDD? binding protein 2 [Source: HGNC

Symbol;Acc:HGNC:29851]
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gamma-aminobutyric acid type A receptor beta3 subunit

0,469039775 0,002282259 0,007991612 GABRB3

! [Source:HGNC Symbol; Acc:HGNC:4083]
0,468993622 0,000274787 0,001154976 JAK2 Janus kinase 2 [Source:HGNC Symbol;Acc:HGNC:6192]
0,468992723 9,89E-07 6,03E-06 SUOX sulfite oxidase [Source:HGNC Symbol;Acc:HGNC:11460]

5100 calcium binding protein A16 [Source:HGNC

468778671 1,10E-22 1,98E-21 100A1

0,4687786 10 98 5100416 Symbol; Acc:HGNC:20441]
farnesyl diphosphate synthase [Source:HGNC

0,468657702 2,55E-12 2,63E-11 FDPS Symbol: AccHGNC:3631]
0,468534247 5,89E-23 1,07E-21 SOX9 SRY-box 9 [Source:HGNC Symbol;Acc:HGNC:11204]
0,468341116 2 85E-11 2 68E-10 ZKSCANS zinc finger with KRAB and SCAN domains 8

[Source:HGNC Symbol;Acc:HGNC:12983]
0,468026816 4,73E-07 2,98E-06 ANK3 ankyrin 3 [Source:HGNC Symbol; Acc:HGNC:494]
pleckstrin homology like domain family A member 1

0,467905906 9,55E-31 2,42E-29 PHLDA1 SonrontIGNG SymbolAccHGNC$953]
0,467711155 0,003507208 0,011752873 RNASEL ribonuclease L [Source:HGNC Symbol;Acc:HGNC:10050]
ZFP14 zinc fi tei :HGN
0,467554075 0,012820021 0,036868009 ZFP14 Z;;‘;;zfifcs;o G";‘C[S;g‘;c;] GNC
hloride voltage-gated channel 4 [Source:HGNC
0,467047594 0,000160014 0,000704295 CLCN4 crort eVOs;iebiizc;Hggec;z(gzg]me
in-coupl 1 B
lute carrier family 25 member 36 [Source: HGNC
0,466921704 2,70E-11 2,54E-10 SLC25A36 soute Came;y;’g;i Accr;;é“Nz 255[5 4‘;”“6
iparti if containing 16 lik H
0,46673195 4,84E-06 2,69E-05 TRIMI6L tripartite m;’;ﬂ;i’;}iﬁ’gscgéﬂzgame GNC
ATP bindi tte subfamily D member 1
0,466441159 5,38E-09 4,15E-08 ABCD1 [ Soj;cgg éaNséeS;;‘;ol?Ec?;{ 61132:2 1]er
0,465694189 2,56E-10 2,22E-09 RUNX1 runt relatedszf;rl‘:;;lec‘?;‘l g‘ggfltﬁ(l’?rce:HGNc
lutathione S-transf 2 H
0,46503869 0,000327624 0,001358231 GSTM2 giuta ‘Ongysm;r;f;;;ﬁé“;c: E’;;rce GNC
0,465003998 3,07E-08 2,20E-07 EPC2 enhancer Ofsi’,ﬂii‘ﬁiC}:‘ggﬁgisg?m:HGNC
0,464875689 2,73E-24 5,34E-23 GPC1 glypican 1 [Source: HGNC Symbol;Acc:HGNC:4449]
0,46438043 0,005423912 0,01736332 ZKSCAN3 Z}gﬁﬁig:ﬁgﬁ&gﬁi(fficsflfé\]ﬁﬂgi3
lation of nucl -mRNA domain containing 2
kinesin light chain 4 [Source: HGNC
0,463839019 3,51E-08 2,51E-07 KLC4 messnylnfol;zci; GE\IEH;;ZZ 4
in light chai H
0,463772873 4,26E-05 0,000207657 MYL5 myos;;};gbotbi\::;’ézﬁ;; 6l GNC
SH2B adaptor protein 2 [Source: HGNC
0,463754981 0,007131413 0,022099428 SH2B2 Zy?fb?)i;irc(z:;IéN[Czol‘;g;el]
0,463553368 0,000475367 0,001917875 SPON2 spondin 2 [Source:HGNC Symbol; Acc:HGNC:11253]
0,463030399 2,60E-06 1,50E-05 APH1B ag;ulri‘:gg;gciyﬁ?gzsj;zﬁéS;g;g;t
0,463008575 2,99E-25 6,07E-24 GALNTI0 P"ly[g(e)i trliegcﬁectéﬁil;ﬁi?géggﬁ;‘;?e 10
inhibitor of growth famil ber 4 [Source: HGNC
0,462601825 1,22E-07 8,23E-07 ING4 nibitor o g;;xbolf‘;fcgc‘;mc; 42[3]‘“1“6
0,462547561 4,13E-07 2,62E-06 STIM2 stromal m;?}:‘l‘l;:ilzﬁéﬂgl[gsz(glégce’HGNC
TBC1 domain famil 17 H
0,462354047 3,64E-10 3,11E-09 TBC1D17 c Om";‘;‘m?;tZ;;;“gf}rczzf)[:;;‘]‘me GNC
0,462298418 4,50E-15 5,55E-14 ARX amtalesss;‘if‘;ii::?ggz’é:[lS;‘;BC]e:HGNC
| ine-6-phosphate deaminase 1 H
0,462257754 8,77E-16 1,12E-14 GNPDA1 glucosamine-6 S‘;ﬁ?;&;:ﬁ;gﬁgij 17][Source GNC
0,46225104 0,004863343 0,015750674 CCDC125 coiled-coil domain containing 125 [Source: HGNC

Symbol;,Acc:HGNC:28924]
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0,461774662

9,22E-07

5,64E-06

ZBTB44

zinc finger and BTB domain containing 44 [Source: HGNC

Symbol;Acc:HGNC:25001]
trafficking protein particle complex 6A [Source: HGNC
0,461720978 0,000755638 0,002938071 TRAPPC6A Symbol;AccHGNC:23069]
zinc finger protein 446 [Source:HGNC
461151314 457 1490944 ZNF44
0,4611513 0,00457056 0,014909445 6 Symbol; Acc:HGNC:21036]
alpha-1,6-mannosylglycoprotein 6-beta-N-
0,460638388 2,83E-09 2,24E-08 MGAT5B acetylglucosaminyltransferase B [Source:HGNC
Symbol;Acc:HGNC:24140]
cyclin dependent kinase like 5 [Source: HGNC
0,460277626 0,011398843 0,033324186 CDKL5 Symbol;Ac:HGNC:11411]
nucleolus and neural progenitor protein [Source:HGNC
459728324 1,11E- 4E- NEPR
0,4597283 ! 08 8,34E-08 o Symbol; Acc:HGNC:24496]
aldehyde dehydrogenase 6 family member Al
0,45935638 3,73E-08 2,66E-07 ALDH6AL [Source:HGNC Symbol;Acc:HGNC:7179]
zinc finger protein 277 [Source:HGNC
4 41 22522 1242 ZNF277
0,459336419 0,000225228 0,00096 N. Symbol;AcHGNC:13070]
general transcription factor IIE subunit 1 [Source: HGNC
4 2372 24, 1040484 TF2E1
0,4588823 0,00024535 0,00104048 G Symbol;AccHGNC:4650]
0.458804607 3 14E-10 2 70E-09 BLOCIS? biogenesis of lysosomal organelles complex 1 subunit 2
! ! . [Source:HGNC Symbol;Acc:HGNC:20984]
phosphoglucomutase 2 like 1 [Source:HGNC
458485761 21E-1 70E-12 PGM2L1
0,45848576 > 3 570 GM Symbol; Acc:HGNC:20898]
PBX homeobox 1 [Source:HGNC
0,4582502 9,21E-17 1,25E-15 PBX1 Symbol: AccHGNC:8632]
G-patch domain and ankyrin repeats 1 [Source: HGNC
45799712 26E- 4,95E- PANK1
0,457997126 9,26E-06 /95E-05 G Symbol; Acc:HGNC:13920]
0,457943872 7,18E-12 7,04E-11 SYNRG synergin gamma [Source:HGNC Symbol;Acc:HGNC:557]
F-box and leucine rich repeat protein 17 [Source:HGNC
45789267 E- 2,05E- FBXL17
0457892673 365E-06 05E-05 Symbol;Acc:HGNC:13615]
phosphorylase kinase regulatory subunit alpha 1
0,456802116 0,000385016 0,001579956 PHKA1 [Source: HGNC Symbol; Ac:HGNC:8925]
0,456503946 1,25E-05 6,56E-05 SEPT4 septin 4 [Source:HGNC Symbol; Acc:HGNC:9165]
laccase domain containing 1 [Source:HGNC
0,456301432 0,009066758 0,027291686 LACC1 Symbol;AccHGNC:26789]
chaperonin containing TCP1 subunit 7 [Source: HGNC
4559212 14E-24 1,18E-22 17
0,455921208 6 18 cc Symbol;Acc:HGNC:1622]
] ] polypeptide N-acetylgalactosaminyltransferase 16
0455673735 1,538-05 7:90E-05 GALNTI6 [Source:HGNC Symbol; Acc:HGNC:23233]
zinc finger CCCH-type containing 12C [Source:HGNC
4 2 12E- 2,83E- ZC3H12
0,45553988 > 06 B3E-05 C3HI2C Symbol; Acc:HGNC:29362]
pre-mRNA processing factor 40 homolog B
0,455388114 0,002247732 0,007889218 PRPF40B [Source:HGNC Symbol; AccHGNC:25031]
TNF receptor superfamily member 10d [Source:HGNC
454 E-1 1,07E-17 TNFRSF10D
0,454905683 6,98E-19 0 NERSF10 Symbol; Acc:HGNC:11907]
5-phosphohydroxy-L-lysine phospho-lyase
0,454734878 4,79E-05 0,000231273 PHYKPL
! [Source:HGNC Symbol; Acc:HGNC:28249]
] ] pleckstrin homology and RUN domain containing M1
0454574228 Z09E-09 167E-08 PLEKHMI [Source:HGNC Symbol;Acc:HGNC:29017]
MAP kinase activating death domain [Source: HGNC
45443021 1,28E-07 E-07 ADD
0,454430213 28E-0 8,60E-0 M Symbol;Acc:HGNC:6766]
cyclin and CBS domain divalent metal cation transport
0454097984 231E-07 1,51E-06 CNNM3 mediator 3 [Source:HGNC Symbol;Acc:HGNC:104]
laminin subunit alpha 5 [Source: HGNC
45406811 E-1 7,75E-14 LAMA
0,454068118 6,38E-15 75 MAS Symbol;Acc:HGNC:6485]
potassium voltage-gated channel subfamily ] member 6
0,453898205 0,00869622 0,026311015 KCNJ6
! J [Source:HGNC Symbol; Acc:HGNC:6267]
KATS8 regulatory NSL complex subunit 1 like
453329204 2 45564 KANSLIL
0,45332920 0,002589835 0,00894556 NS [Source:HGNC Symbol;Acc:HGNC:26310]
0,451663127 0,002166152 0,007629102 SOX1 SRY-box 1 [Source:HGNC Symbol; Acc:HGNC:11189]
0451136243 2 23E-11 2 12E-10 GSE1 Gsel coiled-coil protein [Source: HGNC

Symbol;Acc:HGNC:28979]
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0,450991629

1,30E-21

2,24E-20

LAMP?

lysosomal associated membrane protein 2 [Source: HGNC

Symbol; Acc:HGNC:6501]
h 1 in1 H
0,450948712 3,74E-05 0,000183962 THYN1 tymocy;;i‘;i)i;ri fﬁtéﬁcfzsg(;‘;fﬁe GNC
ti in famil ber 21 [Source:HGNC
0,450905442 1,76E-06 1,04E-05 SNX21 sortng “exsl;‘mlel;zzi;mc;ro ) 6[ ) 50;“
0,450846783 8,67E-06 4,66E-05 PPMIM pro;;;tf’j:’;%‘ﬁ?gyﬁfj; Qf?ﬁ gsg;:;é‘ém
t tein 131 HGN
0,450814483 4,32E-17 6,00E-16 TMEM131 ra“smer;‘;ﬁor;f::c:‘cl\? CE{;’;%C]Q GNC
0,450547691 1,44E-22 2,58E-21 NOPS53 NOP53 nb°Ss"ym;bzﬁ:ﬁénggg‘]’urcezHcNC
ol = : : H
0,450461252 1,42E-05 7,36E-05 MBD5 methyl-CpG bé?fﬁﬁif:fﬁéﬁ?é&i 4[150““6 GNC
SH3 and PX domains 2A [Source:HGNC
0,449719101 2,06E-09 1,64E-08 SH3PXD2A anSymbol(j?cacl:rIi N é;;érgz]
0,449594637 0,012299362 0,035597527 CRADD CASC;E;;‘; I[{;l;ilcj(l’{néﬁlccg;ﬁggfi:Cdggg g‘;‘;}; (;i]eath
inositol polyphosphate multiki H
0,448783839 0,008216875 0,025020661 IPMK INOSIOL po ygy;i%;‘i?;&\}gﬁ;f;“r“ GNC
0,448544732 0,007618557 0,023405883 DNAHI dynein axo;‘;zszﬁfc‘ggg;%;gi‘(’)llme:HGNC
BCAS3, microtubul iated cell migration fact
0,448538996 0,000425011 0,001731632 BCAS3 C ?:O‘Iﬁlcfcl’{‘é?\‘;g ;;:EZZCCC; é’;‘\;“gig’:ﬂac or
leckstrin homology like domain family B member 3
0,44835951 0,000276757 0,001162249 PHLDB3 plec [SS:LC;’E%ONgg slyxibgﬁz;g;réagg; er
itric oxi fated 1 H
0,448241319 4,34E-06 2,42E-05 NOAI1 nitric O;(;OrszslfzcciﬁéN[CSZ:;Z] GNC
0,448032441 6,43E-21 1,08E-19 SOX4 SRY-box 4 [Source: HGNC Symbol; Acc:HGNC:11200]
igial like famil 4 H
0,448025497 5,34E-16 6,91E-15 VGLL4 vestigia lsl;emzr;xcrzg‘g\efczz[ss;zw GNC
inc fi tein 358 [Source:HGNC
0,447985025 2,71E-07 1,76E-06 ZNF358 #ne ‘;‘yg;rbf)i;ec‘é‘H GI\E C‘:’i‘g;;]
0,447663009 6,96E-07 4,31E-06 NNAT neuronatin [Source:HGNC Symbol;Acc:HGNC:7860]
0,447632355 5,01E-09 3,88E-08 AKAP9 Ackinase a;;;‘:;igp}c’cr;’;‘é;gg;’;]m:HGNC
ST8 alpha-N-acetyl-neuraminide alpha-2,8-
0,447259451 0,005644795 0,017982964 ST8SIA1 sialyltransferase 1 [Source:HGNC
Symbol;Acc:HGNC:10869]
TD small phosphatase 2 H
0,446714383 1,14E-20 1,89E-19 CTDSP2 ¢ sn;;mio‘l’;sfcjgscel\] C[Sl‘;‘(l]r% GNC
0,446601182 8,98E-11 8,04E-10 CPTIC carnitine pfg;“;fgg’;;itﬁéﬁgiig?m:HGNC
inc fi tein 217 HGN
0,446570362 1,73E-11 1,65E-10 ZNF217 #ne ‘;‘fgbﬁ&i?}l Gl\gi?;‘;;gg]c c
beta-1,4-galactosyltransferase 5 [Source:HGNC
0,446383094 1,27E-14 1,53E-13 BAGALTS cta-lAga S;;Zil;ﬁﬁﬁré;ecégfrce
0,44582099 3,55E-07 2,27E-06 OSBPL6 oxysterol I’S‘;‘r‘:;i’::s:ggggg;"e:HGNC
inhibit tic factor 1 ‘H
0,445403189 6,01E-07 3,75E-06 INSYN1 inhibi Orsyyfzsjf A:EC; colr\I CE;’;‘;;T GNC
0,445273013 0,00267078 0,009202619 IKZF4 TKAROS éiﬁizlziccfgéﬁ ég‘;l;;;ezHGNc
V radiati ist. iated :H
0,444729704 0,000656057 0,002584541 UVRAG UV radia 102;:;?2222013:2 65’6’]““ GNC
Fc fi t of IeG t dt t
0,444523648 1,29E-12 1,36E-11 FCGRT Esézgrzeﬁ G‘;\I gSy:iCb?;;Zrcj:I;{ Gf\?é‘?gl ]er
inc fi YND- ini H
0,444176043 1,17E-09 9,53E-09 ZMYNDS e Hnger Msymbg{f’;ﬁf’ggg‘ggiﬁoume GNC
0,443704362 2,61E-06 1,50E-05 GABPA GA binding protein transcription factor subunit alpha

[Source:HGNC Symbol; Acc:HGNC:4071]
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SHC adaptor protein 3 [Source:HGNC

0,443575535 8,73E-08 5,99E-07 SHC3
§ Symbol;Acc:HGNC:18181]
potassium voltage-gated channel subfamily ] member 10
0,443158266 0,002106703 0,007438624 KCNJ10 [Source: IGNC Symbol; Ac:HGNC:6256]
transmembrane protein 255A [Source:HGNC
442910912 2921 252262 TMEM255A
0,4429109 0,008292196 0,025226266 M255. Symbol;AccHGNC:26086]
spermatogenesis associated 6 [Source: HGNC
0,442223153 0,00048857 0,001965422 SPATA6 Symbol; Acc:HGNC:18309]
chromodomain helicase DNA binding protein 7
442207191 1,45E- 7,54E- HD7
044220719 ASE-05 H4E-05 ¢ [Source:HGNC Symbol; Acc:HGNC:20626]
acylphosphatase 2 [Source:HGNC
0,441878807 0,003198175 0,010820045 ACYP2 Symbol:Ac:HGNC:180]
KH RNA binding domain containing, signal transduction
0441865672 2,33E-08 1,708-07 KHDRBS3 associated 3 [Source: HGNC Symbol;Acc:HGNC:18117]
T cell lymphoma invasion and metastasis 2
441827412 2,43E- 122717 TIAM2
04418 A3E-05 0,000 M [Source:HGNC Symbol; Acc:HGNC:11806]
zinc finger protein 528 [Source:HGNC
0,440906604 2,12E-05 0,000108025 ZNF528 Symbol;Acc:HGNC:29384]
hexamethylene bisacetamide inducible 1 [Source: HGNC
440159732 1,98E-14 2,35E-1 HEXIM1
0,44015973 98 35E-13 Symbol; Acc:HGNC:24953]
lemur tyrosine kinase 3 [Source: HGNC
0,439815817 0,000287338 0,001202 LMTK3 Symbol; Acc:HGNC:19295]
ring finger protein 130 [Source: HGNC
439714 1E-11 25E-1 RNF1
0,439714686 69 6,25E-10 NF130 Symbol; Acc:HGNC:18280]
tetratricopeptide repeat domain 33 [Source:HGNC
0,438518631 0,006363408 0,020040293 TTC33
! Symbol; Acc:HGNC:29959]
zinc finger matrin-type 3 [Source:HGNC
438480734 1,16E-1 1,84E-1 ZMAT.
0,43848073 16E-19 8 8 MATS3 Symbol; Acc:HGNC:29983]
insulin like growth factor binding protein 2
437602 4,86E-2 1,02E-24 IGFBP2
0,437602095 B6E-26 0 G [Source:HGNC Symbol; Acc:HGNC:5471]
kinesin family member 16B [Source: HGNC
0,436745176 0,013991386 0,039794348 KIF16B Symbol;Acc HGNC:15869]
TBK1 binding protein 1 [Source: HGNC
43661 4,06E- 2,27E- TBKBP1
0,436618398 /06E-06 4 05 Symbol; Acc:HGNC:30140]
AE binding protein 1 [Source: HGNC
0,436588416 7,54E-16 9,68E-15 AEBP1
! Symbol; Acc:HGNC:303]
aldehyde dehydrogenase 2 family member [Source: HGNC
4364 4,25E- 1E- ALDH?2
0,436439909 25E-09 3,31E-08 Symbol;Acc:HGNC:404]
small G protein signaling modulator 2 [Source:HGNC
435914794 2,17E-1 1,89E- 2
043591479 i 0 B9E-09 SGSM Symbol;Acc:HGNC:29026]
carbohydrate sulfotransferase 7 [Source: HGNC
0,435709131 0,000256417 0,001083158 CHST7 Symbol;AcHGNC:13817]
zinc finger protein 397 [Source:HGNC
435622 1E- 71E- ZNF397
0,435622536 6,81E-06 3 05 39 Symbol; Acc:HGNC:18818]
NME/NM23 nucleoside diphosphate kinase 3
0435263769 560E-08 393807 NMES [Source:HGNC Symbol;Acc:HGNC:7851]
0,434741436 0,000802664 0,00310598 DMXL2 Dmx like 2 [Source:HGNC Symbol; Acc:HGNC:2938]
Kruppel like factor 3 [Source: HGNC
0,434565685 1,50E-09 1,22E-08 KLF3 Symbol;Ac:HGNC:16516]
NAD synthetase 1 [Source:HGNC
434452 4,05E-1 45E- ADSYN1
0,434452069 05E-10 3/45E-09 NADSYN Symbol; Acc:HGNC:29832]
0434037859 3 63E-08 5 59E.07 ATE7IP activating transcription factor 7 interacting protein
’ ! ’ [Source:HGNC Symbol; Acc:HGNC:20092]
WD repeat domain 19 [Source:HGNC
4331434 11054 204611 DR1
0,433143405 0,00051105 0,002046115 WDR19 Symbol;Acc:HGNC:18340]
0,432825432 1,14E-05 6,02E-05 AFTPH aftiphilin [Source:HGNC Symbol;Acc:HGNC:25951]
chondroitin sulfate proteoglycan 5 [Source:HGNC
432413582 1296701 478671 P
0,43241358 0,00129670 0,004786718 CSPG5 Symbol;Acc:HGNC:2467]
cytochrome c oxidase assembly factor 5 [Source: HGNC
0,431989445 6,68E-05 0,000315573 COA5 Symbol; Acc:HGNC:33848]
0,431358175 0,009612043 0,028679474 BTN3A? butyrophilin subfamily 3 member A2 [Source: HGNC

Symbol;Acc:HGNC:1139]
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CREB regulated transcription coactivator 1 [Source:HGNC

0,431309448 3,16E-07 2,03E-06 CRTC1 SpmbalAccHENC16062]
0,431150712 0,000101352 0,000463876 GPRINT Gp rgﬁiﬂii&;ﬁg lsr;ffﬁiffc Z‘i‘;glt\? é’:‘ézgsg;?th !
biquiti ific peptidase 11 [Source:HGNC
0,43102555 5,33E-15 6,53E-14 USP11 ublqu n;‘}’:ﬁ;g}iﬁ%&i o 1[2 6%‘;“
0,431023148 4,33E-06 2,42E-05 PIM3 Plr[‘;:urr’crstI(_’IGorl\‘fggs';‘:lbjrg‘:c/;}{“é;rg‘leggﬁse
ADH:ubiqui idoreduct it B4
0,430835475 2,99E-10 2,58E-09 NDUFBA4 N [sour‘:sfg‘g;oé‘g;’gbgﬁictf;éﬁgz:g;]
0,43059956 0,012727459 0,036645263 CNTER ciliary neurogy‘ﬁgtf;;?gf;éIc\?g;’i;s]ourcezHGNC
i lation initiation factor 1B H
0,430447844 8,82E-07 5,41E-06 EIF1B eukaryotic tra“;;;ﬁzltr::gg‘l\;’é;%r792][Source GNC
hromatic histone lysine methyltransferase 2
0,430443682 1,24E-12 1,31E-11 EHMT?2 eu[cs(fzfi; Gl‘\? CO IS‘;IKEIOIIQ AT:HéNraCnls :g‘;]e
0,430367479 4,79E-06 2,66E-05 DMAP1 Dgﬁii“gg?gi;ﬁ;ﬁ ziiogé‘;;iplrg;‘lr]‘ 1
tri tite tif taini 4, :H
0,430336009 0,003502529 0,01173922 TRIM45 rlparlesr;fn;o;lf’;‘;ﬁgi é{gg;‘;}ce GNC
0,430223996 0,000960318 0,003644099 MEIS1 Me‘;;‘;?jﬁi‘;’égg;‘gf;(ﬁfl\lc
inc fi tein 61 ‘HGN
0,429996308 0,013689016 0,039054548 ZNF610 zne lgfgbz&i?g gl\gf;;gzgﬂc c
0,429828352 0,00023906 0,001016255 CDH3 cadherin 3 [Source:HGNC Symbol;Acc:HGNC:1762]
iron-sulfur clust 1 ‘HGN
0,4296072 1,26E-13 1,43E-12 1scu fron-suiiur ¢ ;‘;ﬁ;zis:fc‘;yci‘gggg]oum GNC
0,429407096 0,000494775 0,001987086 TAF6L TAT{:{;Z;’:;’SS;E g;ﬁi;;a::z%%ﬁ éaf;;’;; like
intraflagell 74 H
0,428841456 0,001726815 0,006196482 IFT74 intra ag;j;g;‘:ggél\] észolirzz GNC
lcium bindi tein 39 like [Source: HGNC
0,428645019 0,000282575 0,001184632 CAB39L calctum ‘gyi‘foifciEGNIC%Zgg]“e
folliculin i i in2 H
0,428592208 0,000261481 0,001102868 FNIP2 otieutin lsl;tr‘;rsztjr;§£§é%“c:2§’;;)r]ce GNC
llino E3 ubiquitin protein ligase 1 [Source:HGNC
0,428211323 0,001053292 0,00396358 PELII pefino ko ;‘;‘I‘T‘I;;If’[:‘chgcﬁggzg]‘me
0,428108451 0,009984843 0,02967318 SRGAP2B Sg}i?fg gg%g;ifg&:ggﬁgr;;‘é;lm
thyroid h tor alph H
0,428083061 4,71E-10 3,99E-09 THRA yrot Og;ir{,iﬂffﬁﬁrcﬁfff;]me GNC
0,428004392 1,07E-06 6,47E-06 AGBL5 ATP/GTP l;‘;iﬁiﬁt;‘éﬁ‘gi gf:%rce:HGNC
TATA-box bindi tei iated factor 1
0427959899 2,68E-06 LS4E-05 TAF1 SoumeeHHONC SymbolAceHONCA 1530
lysine methyltransferase 2E [Source: HGNC
0,427939433 5,26E-10 4,43E-09 KMT2E ysmne mgyrzb;ir:i;s&\] C:[l g’;rf]e
0,427547839 1,27E-07 8,56E-07 ABCD4 AT[I;:E;S;E é;séetst;;‘;ﬁaﬁiﬁige&g* 4
0,426775422 4,21E-12 4,24E-11 MYO10 myosin X [Source: HGNC Symbol;Acc:HGNC:7593]
ine rich 1 ining 1
0,426414367 2,55E-05 0,000128535 CYSTM1 CYST;;EEZgg;zm;}ﬁgz?zzﬁé;éogg;;r;]“g
inc fi d SCAN domain containing 18
0,4262621 1,06E-06 6,46E-06 ZSCAN18 Zgzuﬁgeéé‘; o Symbol‘;’z’clfl‘;é’;g;g;]
MOB ki i H
0,425375815 0,006623406 0,020741297 MOB3C o k;;ﬁigf?;gg;gg;;gg] GNC
0,425013932 5,82E-08 4,07E-07 FOXJ3 forkhead box J3 [Source:HGNC Symbol; Acc:HGNC:29178]
“hyd tyrate dehyd 2 H
0,424922419 0,000473985 0,001913287 BDH2 Shy roxybuszlr;sol;g;;g;’g;gg’]ource GNC
0,424914884 0,000589952 0,002337881 GLI4 GLIfamily zine finger 4 [Source:HGNC

Symbol; Acc:HGNC:4320]
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hexosaminidase subunit alpha [Source: HGNC

0,42485447 3,02E-06 1,72E-05 HEXA SymbolAcHGNCASTH]
0,424727714 3,18E-07 2,04E-06 FAMI31B fa?S‘iz::;t;?&fg;;igf;%g’éggggz B
tein phosphatase 1 regulat bunit 21
0,424632564 5,15E-06 2,85E-05 PPPIR21 p[rsf’oiﬁé’HOng g Sa;;b;ii‘lzgg\?é ;0?95]
0,424499929 1,13E-08 8,44E-08 SEMA4B semaphorin 4B [Source:HGNC Symbol;Acc:HGNC:10730]
hospholipid phosphatase 4 [Source: HGNC
0,423550764 0,000786616 0,003050575 PLPP4 phosp Os‘;’;nbﬁ’)l;‘:iééﬁ C:[BZ‘;T
B ; ining 1 H
0,423454874 0,004137953 0,013612667 B9D1 9d°rg;$;§;‘r£;éN[§Z‘;% GNC
t 1 lat 1 t bindi t ipti factor 1
0,422996524 4,55E-18 6,71E-17 SREBF1 stero r{giti:g él\‘;?g;:;;b?i :I?SSNCEE;E’;%“ or
0,422814075 1,90E-21 3,26E-20 AES ammo‘termg‘;lnfgj:z:éIs\féi;gs;]’“rce:HGNc
harged multivesicular body protein 1B H
0,422255836 1,61E-08 1,19E-07 CHMP1B charged mu “;f:;;‘oir:ci:I_ylglr\?ce:;’;287gsource GNC
TEF, PAR bZIP t iption factor [Source:HGNC
0,422121643 0,000383687 0,001574836 TEF sym;i‘;;sfclgggN‘g 1°1r7[22?urce
P6 N-terminal li H
0,422035343 5,35E-09 4,13E-08 USP6NL Us 651;1;?0?2‘;:;11‘5{15&’32;28]GNC
tallophosphoesterase domain containing 2
0,421373999 0,007435028 0,022905883 MPPED2 m*[’siu‘;i’e;'gNogssiisbibzré‘jgé;ncf‘lnl‘;glg
0,421305428 5,60E-11 5,10E-10 PIK3R3 P h?;ii;’lg‘;;‘g&ec‘?’sl;xsoelZecg;:g’;?g;’;ﬂ‘t 3
LIT-ROBO Rho GTPase activati tein 2
0421247117 2,91E-05 0,00014514 SRGAP2C 5 [sOur(C)e:g GN%%y;;s&:z;ggg;’O;g]c
0,421201843 2,33E-11 2,21E-10 CLSTN3 calsyntenin 3 [Source:HGNC Symbol; Acc:HGNC:18371]
inc fi tein 425 [Source:HGNC
0,42076853 0,001330846 0,004900646 ZNF425 #ne ‘gjrirbzﬁec‘;‘H Gl\g CO:;(;;O]
0,420721215 0,006948125 0,021610458 ZNF211 e ﬁ;‘}%ﬁ;’:}ﬁi‘;}ég\%ﬁ;ggGNC
Alport syndrome, mental retardation, midface hypoplasia
0,420390024 0,000513853 0,002056473 AMMECR1 and elliptocytosis chromosomal region gene 1
[Source:HGNC Symbol;Acc:HGNC:467]
FYN proto- . Src family tyrosine ki
0420098537 115E-16 156615 FIN S HONC SymbobAcoHENCA0S]
0,419983658 441E21 7,48E-20 ELOVL5 FLOVL f;”;ﬁ@f;f:jf‘;‘féﬁ gésl‘;ggEHGNc
t t of 1 trafficki tei
0,419891459 1,08E-07 7,30E-07 TOM1 a[gieur‘zeEbeN én;;“rggrlicr:;c;‘g 1p lrgogzn
0,419497295 5,24E-11 4,80E-10 CPNE3 copine 3 [Source:HGNC Symbol;Acc:HGNC:2316]
1l integral tein 2 H
0,419436248 7,26E-05 0,000340491 SMIM20 smaflin egrasyr::;ztf;fﬁg’;gggéﬁ;’“me GNC
0,419418403 1,93E-05 9,87E-05 TRPT1 (RNA p}g’;i}gzgzrzfgg;é;ﬁz&HGNC
d indi tei H
0,419111278 6,16E-21 1,04E-19 SDCBP syn eczr;zsoll;rfcgrg (;1\? C[Sl%fg] GNC
ATPase Na+/K+ t ting subunit alpha 1
0,419058472 1,01E-18 1,53E-17 ATP1A1 : siiercefl/cﬁ Cr e;r;;:g(rﬂn;gc:; g;l C?7}939]a
1 specifici ine phosphorylati 1 i
0,418897175 0,014183696 0,040258709 DYRK3 dua Sp?};ﬁﬁi?;’éﬁ?;y:ﬁszycitgglzecg‘; Oagtzld kinase
lin D1 bindi tein 1 [Source:HGNC
0,418330135 3,95E-08 2,81E-07 CCNDBP1 cyein Sygbgiif;énN C[: 12‘;;8
lasin A2 H
0,417988971 5,58E-07 3,49E-06 EDA2R ecwdysgyﬁg‘d} AZEC:IPSI(\);C[T;%Z GNC
lutathione S-trans 1 [Source:HGNC
0,417988237 1,05E-07 7,12E-07 GSTO1 giuta ‘Onesyriir;i;iffzil"crrl‘\?gf’l3e’[l;’]“rce
0,417854271 0,00038666 0,001586367 ZMYMS5 zine finger l\gﬁzg’:;i’gg;‘gﬁo[zs;]’ume:HGNC
0,417035469 0,000137089 0,000611574 CNNM2 cyclin and CBS domain divalent metal cation transport

mediator 2 [Source:HGNC Symbol;Acc:HGNC:103]
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0,416571087

0,010135183

0,03006012

MRM3

mitochondrial IRNA methyltransferase 3 [Source:HGNC

Symbol;Acc:HGNC:18485]
ing mRNA 2 H
0,416549844 1,05E-05 5,56E-05 DCP2 decag;’rl:forl? Az:H GE\SIZ:I;ZZSZ]GNC
thionine sulfoxide reductase A [Source: HGNC
0,416199385 0,001480075 0,005399949 MSRA fetiiontne ;;J;;I;Zzec:I‘{léﬁém[w?me
LDL 1 in 1B H
0,416137239 0,00066521 0,00261582 LRP1B recep tg;rsztii irgél;c 6259(;‘]“& GNC
~hydroxy-3-methylglutaryl-CoA 1 HGN
0,416050422 5,11E-07 3,21E-06 HMGCL Shy r°xy3m§y£bi1‘;‘Afcy:H(é‘;\I ngg‘;][source GNC
0,415666383 0,006510474 0,020453799 AUH AU R?;ﬁir;dggﬁ‘ce?yyﬁzﬁi’?ﬁgﬁé;‘3’ (%ratase
ASH compl it2 H
0,415592064 7,11E-08 4,94E-07 WASHC2C WAS Cg}rfr‘r}:b‘:)’iziggl\fc}zs;ﬁze GNC
icrotubul iated protein RP/EB famil ber 3
0,415286922 9,67E-06 5,15E-05 MAPRE3 fuero “[szuerj:ﬁgaNeC S‘;ﬁ;:ﬁ " C/ . G;IEI g;g;m er
0,415060502 1,54E-15 1,94E-14 SERINC3 Serm;;xgggszgéECOEEC;;;GNC
BCL2 associated ath, HGN
0,414942136 9,83E-15 1,19E-13 BAG3 C assoc;;jlb;; :;?f{g‘;é};‘;‘}‘me GNC
0,414343728 3,73E-13 411E-12 PARP4 pob;éﬁg:'erggsgg ;’;ﬁ‘;ﬂafciaggﬂg%er 4
h inid it bet ‘HGN
0,414049667 6,32E-12 6,26E-11 HEXB exosam‘g;;iii‘/i‘;; g;éfs‘;;ce GNC
tophagy related 7 [Source: HGNC
0,413820584 3,91E-06 2,20E-05 ATG7 au Ogyffg;i;aczH G%\I(élzllr;;:’,s]
0,413544701 1,58E-10 1,39E-09 MCCC2 methyIC“’tonso}f;&’&c:;g’éﬁacf2923[75]°““e:HGNC
0413339877 6.23E-05 0,000295829 NRID2 nuclear receptor subfamily 1 group D member 2
! ’ ! [Source:HGNC Symbol; Acc:HGNC:7963]
0,412896595 3,05E-14 3,59E-13 WEE1 WEEL st;i‘:;l‘f/i‘itégﬁé[lsz(;‘;r;]eHGNC
ATPase phospholipid t ting 9A (putati
0412604025 443E-10 376809 ATPIA o NG Symbo e ONCA340]
RUN and FYVE domain containing 3 [Source:HGNC
0,412553662 1,74E-06 1,03E-05 RUFY3 an sym;)(iiﬁcf:lz;gg%zsg]oume
inc finger h H
0,412170302 6,95E-05 0,000327215 ZFHX3 #ne mg;:nb‘g‘ifgéﬁg‘;r;;] GNC
lute carrier family 6 member 8 [Source:HGNC
0,41190205 9,30E-12 9,07E-11 SLC6AS sofute Car“s?lféﬁlﬁcfﬁféné ) 1%5‘;‘]1“6
0,411681867 2,59E-07 1,69E-06 TSPANG6 tetraspanin 6 [Source:HGNC Symbol;Acc:HGNC:11858]
0,411535493 0,001932991 0,006870262 SLC25A42 solute Cameé ;;Iggly jfcﬁgﬁgfggoiumﬂ@]c
0,411320846 0,01225056 0,035493335 ENO3 enolase 3 [Source:HGNC Symbol;Acc:HGNC:3354]
0,411289017 0,000683007 0,002681454 FUuz fuzzy plamgyﬁﬁ(ﬁfﬁfﬂgﬁg;gsl‘;}‘m:HGNC
lypeptide N-acetylgalactosaminyltransferase 7
0,410742804 7,99E-14 9,17E-13 GALNT? po y[gzirlcefgc?\?ec YS fiszlfﬁizgél\;g;;;se
1 tor interacti tein 1 [Source: HGNC
0,410699354 7,57E-08 5,23E-07 NRIP1 nuclear recep ;’;I;r]‘aza:c‘c“lg{gi’ (?:1;0 0 1[] ouree
ist family bHLH iption factor 2 H
0,41059805 0,002524438 0,008748079 TWIST2 twist family b Symi"’lﬁf}’%’; C":;tocgm][soume GNC
B cell CLL/lymphoma 9 [Source:HGNC
0,410375974 3,10E-11 2,90E-10 BCL9 « 5y n{l ggii?@\% C(Z)ilégg]
latory factor X7 H
0,409864373 6,67E-08 4,64E-07 REX7 regusa;ﬁfgoﬁfff;{ Gﬁg?zr;‘;mGNC
idekick cell adhesi lecule 2 [Source:HGNC
0,408798367 0,009243021 0,027739829 SDK2 sideticice S;mbislt‘:;:g Ge;lcflgéo‘;?rce
0,408617765 1,43E-13 1,61E-12 UBE3A Ublqmtmssfr‘:l:‘zll: :ii‘;ec}ﬁé[lszigzezHGNC
0,408518294 0,005512147 0,017610918 PER3 period circadian regulator 3 [Source:HGNC

Symbol;Acc:HGNC:8847]
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potassium calcium-activated channel subfamily N

0,408149934 0,000969685 0,003675332 KCNN3
" member 3 [Source:HGNC Symbol;Acc:HGNC:6292]
acetyl-CoA acetyltransferase 2 [Source: HGNC
0,407982918 7,75E-11 6,97E-10 ACAT2 Symbol;Acc:HGNC:94]
0,406174075 7,68E-09 5,85E-08 EPN2 epsin 2 [Source:HGNC Symbol; Acc:HGNC:18639]
ergosterol biosynthesis 28 homolog [Source:HGNC
4 7! 7,47E- 16E-07 ERG2
0,406037003 ! 08 516E-0 G28 Symbol;Acc:HGNC:1187]
solute carrier family 22 member 23 [Source:HGNC
405444072 2,21E-1 2,46E-12 LC22A2
0,4054440 4 3 46 SLC 3 Symbol; Acc:HGNC:21106]
VANGL planar cell polarity protein 2 [Source: HGNC
0,405313193 1,23E-08 9,20E-08 VANGL2 Symbol;AcHGNC:15511]
LDL receptor related protein 10 [Source:HGNC
404930212 4,87E-2 E-22 LRP1
0,404930 8 3 8,93 0 Symbol; Acc:HGNC:14553]
STE20 like kinase [Source:HGNC
0,404526075 1,72E-07 1,14E-06 SLK Symbol; Acc:HGNC:11088]
discs large MAGUK scaffold protein 4 [Source:HGNC
404 17 2E- 2,15E- DLG4
0,4043966 3,82E-06 15E-05 G Symbol;Acc:HGNC:2903]
dishevelled segment polarity protein 2 [Source: HGNC
0,404102503 4,47E-11 4,12E-10 DVL2
! Symbol; Acc:HGNC:3086]
cytoplasmic FMR1 interacting protein 2 [Source: HGNC
40315641 4,40E-11 4,07E-1 YFIP2
0,403156 40 0 0 ¢ Symbol; Acc:HGNC:13760]
0,402942854 0,007838703 0,024016082 PHYHDI phytanoyl-CoA dioxygenase domain containing 1
! ! ! [Source:HGNC Symbol; Acc:HGNC:23396]
dolichyl-phosphate mannosyltransferase subunit 3
0,402288611 0,001308286 0,004825934 DPM3 [Source: HGNC Symbol: Ac:HGNC:3007]
SWI/SNF related, matrix associated, actin dependent
0,402275062 2,40E-11 2,27E-10 SMARCA2 regulator of chromatin, subfamily a, member 2
[Source:HGNC Symbol;Acc:HGNC:11098]
methylcrotonoyl-CoA carboxylase 1 [Source: HGNC
40214 20444 7237. 1
0,402143938 0,002044465 0,0072373 McCccC Symbol;Acc:HGNC:6936]
DNA damage inducible transcript 4 [Source: HGNC
0,402079481 1,28E-12 1,35E-11 DDIT4 Symbol; A HGNC:24944]
poly(A) binding protein interacting protein 2
40199974 1,37E- 1,11E- PAIP2
0,401999745 7809 ! 08 [Source:HGNC Symbol; Acc:HGNC:17970]
MIA SH3 domain ER export factor 2 [Source:HGNC
0,401967127 0,000684817 0,002685845 MIA2
§ Symbol;Acc:HGNC:18432]
solute carrier family 35 member C2 [Source: HGNC
4018927 7E- 4,44E-07 L 2
0,401892768 6,37E-08 ! 0 SLE35C Symbol; Acc:HGNC:17117]
adenosine deaminase 2 [Source:HGNC
401841 1,53E-07 1,02E- ADA2
0401841388 S3E0 02E-06 Symbol;Acc:HGNC:1839]
PHD finger protein 23 [Source:HGNC
0,401822664 4,55E-10 3,85E-09 PHF23 Symbol; Acc:HGNC:28428]
ArfGAP with RhoGAP domain, ankyrin repeat and PH
401396742 1,37E-11 1,32E-1 ARAP1
0401396 3 32E-10 domain 1 [Source:HGNC Symbol; Acc:HGNC:16925]
proprotein convertase subtilisin/kexin type 4
0,401355476 0,00864572 0,026190891 PCSK4 [Source:HGNC Symbol; Ac:HGNC:8746]
ST6 beta-galactoside alpha-2,6-sialyltransferase 1
400824 1697 47007702 T6GAL1
0,400824035 0,016978099 0,04700770 ST6G [Source:HGNC Symbol;Acc:HGNC:10860]
nicotinate phosphoribosyltransferase [Source:HGNC
0,400738693 6,57E-05 0,00031082 NAPRT Symbol; Acc:HGNC:30450]
0,400171072 0,001281541 0,00473616 LGALSS8 galectin 8 [Source:HGNC Symbol;Acc:HGNC:6569]
zinc finger protein 687 [Source:HGNC
0,400149774 5,69E-08 3,99E-07 ZNF687 Symbol; Ac:HGNC:29277]
WASH complex subunit 2A [Source:HGNC
40013271 4,38E- 41E- 'ASHC2A
0,400132713 38E-09 3 08 WASHC Symbol; Acc:HGNC:23416]
-6,426481538 3,83E-17 5,34E-16 KRT17 keratin 17 [Source:HGNC Symbol;Acc:HGNC:6427]
coiled-coil domain containing 190 [Source:HGNC
-6,167605712 2,06E- 1,20E- DC1
6,167605 /06E-06 20E-05 CCDC190 Symbol; Acc:HGNC:28736]
] ] ) major histocompatibility complex, class II, DQ alpha 2
6,080014365 3,02E-06 1,72E-05 HLA-DQA? [Source:HGNC Symbol; Acc:HGNC:4943]
-6,045241702 4,62E-08 3,07E-07 KCNJ13 potassium voltage-gated channel subfamily ] member 13

[Source:HGNC Symbol;Acc:HGNC:6259]
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transient receptor potential cation channel subfamily C

-5,90396903 4,33E-05 0,000210588 TRPC6
¢ member 6 [Source:HGNC Symbol;Acc:HGNC:12338]
natriuretic peptide B [Source:HGNC
5,811821332 5,89E-05 0,000280792 NPPB Symbol;AcHGNC:7940]
cholinergic receptor muscarinic 2 [Source:HGNC
-5,4121542 794 15912 HRM?2
5,412154295 0,000387943 0,001591295 CHRM. Symbol;Acc:HGNC:1951]
-5,382535102 7,82E-05 0,000364677 SOST sclerostin [Source:HGNC Symbol;Acc:HGNC:13771]
potassium calcium-activated channel subfamily M
-5,377963503 9,73E-05 0,000447026 KCNMB1 regulatory beta subunit 1 [Source: HGNC
Symbol; Acc:HGNC:6285]
chromosome 5 open reading frame 46 [Source: HGNC
-5,155104609 9,46E-06 5,05E-05 Cbhorf46 Symbol;Acc:HGNC:33768]
chromosome 11 open reading frame 88 [Source: HGNC
-4,643477889 0,001756494 0,006292509 Cllorf88 Symbol; Acc:HGNC:25061]
somatostatin receptor 1 [Source:HGNC
-4,63920801 15784 71357 TR1
,6392080 0,001578489 0,0057135 SS Symbol;AccHGNC:11330]
retinoic acid early transcript 1L [Source:HGNC
-4,588642185 0,002555299 0,008837665 RAETIL Symbol;Acc:HGNC:16798]
prion like protein doppel [Source: HGNC
-4,575251 197701 7015167 PRND
575251396 0,001977015 0,00701516 Symbol; Acc:HGNC:15748]
-4,54538278 0 0 CNN1 calponin 1 [Source:HGNC Symbol;Acc:HGNC:2155]
neuronal PAS domain protein 4 [Source:HGNC
-4,372468224 2,05E- 10444 NPAS4
372468 /05E-05 0,000104443 S Symbol;Acc:HGNC:18983]
actin, alpha 2, smooth muscle, aorta [Source:HGNC
-4,371845368 1,11E-77 8,80E-76 ACTA2 Symbol;AccHGNC:130]
-4,246282114 0,000857266 0,003294931 MYOG myogenin [Source:HGNC Symbol;Acc:HGNC:7612]
-4,242306054 0,005976161 0,018949898 ACAN aggrecan [Source:HGNC Symbol;Acc:HGNC:319]
G protein-coupled receptor 17 [Source:HGNC
-4,063078198 1,44E-06 8,58E-06 GPR17 Symbol:AcHGNC:4471]
-4,003257884 3,45E-40 1,17E-38 LMOD1 leiomodin 1 [Source:HGNC Symbol;Acc:HGNC:6647]
ankyrin repeat domain 1 [Source:HGNC
3,911610326 2,99E-292 3,42E-289 ANKRD1 Symbol;AcHGNC:15819]
cell migration inducing hyaluronidase 1 [Source:HGNC
-3,8125711 1,37E-7 E- EMIP
3,812571183 3 0 9,56E-69 CEM Symbol; Acc:HGNC:29213]
keratin associated protein 2-3 [Source:HGNC
-3,688334932 0,001162398 0,004332982 KRTAP2-3 Symbol; Acc:HGNC:18906]
major histocompatibility complex, class II, DQ alpha 1
-3,611393431 2,28E- 1,66E-07 HLA-DQAI1
3,61139343 28E-08 /66E-0 Q [Source:HGNC Symbol; Acc:HGNC:4942]
-3,581521172 0,000217044 0,000929791 MYO7B myosin VIIB [Source:HGNC Symbol;Acc:HGNC:7607]
glial fibrillary acidic protein [Source:HGNC
-3,54 1 45E- 2,04E-2 FAP
3,54909350 8,45E-30 0 8 G Symbol;Acc:HGNC:4235]
-3,50303486 1,51E-53 7,24E-52 TSPAN2 tetraspanin 2 [Source:HGNC Symbol; Acc:HGNC:20659]
androgen dependent TFPI regulating protein
-3,42727302 2,09E- 1 ADTRP
3 3026 J09E-05 0,000106536 [Source:HGNC Symbol; Acc:HGNC:21214]
insulin like growth factor 2 [Source: HGNC
-3,412569638 0,013719989 0,039125659 IGF2 Symbol;AccHGNC:5466]
carboxypeptidase A4 [Source: HGNC
- 1841 4,37E-22 2,42E-22 PA4
3,3860618 3 6 ’ 3 c Symbol; Acc:HGNC:15740]
actin, alpha, cardiac muscle 1 [Source: HGNC
-3,375406179 2,18E-71 1,57E-69 ACTC1 Symbol:Ac:HGNC:143]
major histocompatibility complex, class II, DR beta 5
- 12762 2,97E- 1,70E- HLA-DRB
3,36601276 97806 70E-05 5 [Source:HGNC Symbol; Acc:HGNC:4953]
signal peptide, CUB domain and EGF like domain
- 191 462611 15067 BE1
3,359191539 0,004626113 0,015067866 scu containing 1 [Source:HGNC Symbol;Acc:HGNC:13441]
limb and CNS expressed 1 [Source:HGNC
-3,355380039 9,12E-37 2,82E-35 LIX1 Symbol;AccHGNC:18581]
actin, gamma 2, smooth muscle, enteric [Source: HGNC
- 4677 2,78E-24 2,00E-24 ACTG2
3,330346775 78 6 00 3 TG Symbol;Acc:HGNC:145]
-3,321747963 0 0 TAGLN transgelin [Source:HGNC Symbol; Acc:HGNC:11553]
-3,304460344 3,08E-30 7 59E-29 RPRM reprimo, TP53 dependent G2 arrest mediator homolog

[Source:HGNC Symbol; Acc:HGNC:24201]
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actin, alpha 1, skeletal muscle [Source:HGNC

-3,302049979 2,08E-14 2,47E-13 ACTA1 SyrabolsAecHGNCA29]
-3,287162968 0,000558778 0,002221605 LTF lactotransferrin [Source:HGNC Symbol; Acc:HGNC:6720]
-3,268597205 5,58E-143 1,24E-140 LIMS?2 LIMzine fmgse;mdggl‘itég‘é?g‘ligszoume:HGNC
hrome P450 family 24 subfamily A 1
-3,267887614 7,24E-17 9,95E-16 CYP24A1 Cytoc[ SZiI:CiHé?\Ié”S‘;anOIS ‘:;:ITGT\I C:;r;%r;]ber
fibroblast growth factor 7 [Source: HGNC
-3,243625923 0,007596216 0,023343179 FGF7 1oro a;yirlm; AC?;’E;N[C;Z;;
1 - :H
-3,22703896 0,00737767 0,022750845 CBLC Cblp g?;;’gfgi‘jfl GCI\[T??;;Z HGNC
terile alpha motif domain containing 11 H
-3,208228978 2,34E-30 5,85E-29 SAMD11 sterfealp amgylmbirﬂilrﬁéﬁg;sgyo 6][50‘““3 GNC
-3,189411872 7,31E-24 1,39E-22 ACTBL2 adg;ﬁﬁf,iﬁif{[éﬁlécf;;?c
llagen type VI alpha 6 chai H
-3,171260906 2,32E-09 1,85E-08 COL6A6 cotagen ggfnbos :CC":’IE éNagjzgsoozgce GNC
lement Clq like 1 [Source: HGNC
-3,135242164 1,34E-243 9,32E-241 C1QL1 comp grynlzﬁob AcclcheGI\I[ C?;Ajf;z]
hospholipid phosph lated 1 H
-3,121846691 4,77E-28 1,08E-26 PLPPR1 phosp OIP“;}IfmzZ};; :Ct:iéel\?g;%[;’urce GNC
dynei bly factor with WD repeats 1 [Source: HGNC
-3,088900322 0,002637442 0,009097439 DAWI ynein assem };y?;bc(’)rb"A“LCZHGNrggZSSB][ ouree
i :H
-3,00409957 2,26E-76 1,73E-74 OXTR oxyg’;;‘brjlfz?;[é;uéf;z;l\lc
-2,997843263 6,34E-88 6,22E-86 IL32 interleukin 32 [Source:HGNC Symbol;Acc:HGNC:16830]
in light chai H
-2,994478613 521E-119 8,02E-117 MYL9 myossl;‘nfolt; Z;ﬁégg‘ﬁ% 4]G NC
ATP bindi tte subfamily B member 5
-2,981199857 1,18E-06 7,10E-06 ABCB5 [ SO:;C;E cflilsées;ri;olxlc:};{ GII‘\‘I*’CI:I; 6*]“
-2,901904148 0,016992882 0,047028503 ELF3 E74 like ETS;;:‘;SIKE‘:’P‘ES? ;sgi?urce:HGNC
d tor beta 1 :HGN
-2,879064601 0,000985646 0,003732912 ADRB1 a re“;’;fszi':in éslsgfggs]c ¢
-2,867829818 1,80E-111 2,54E-109 EDN1 endothelin 1 [Source:HGNC Symbol;Acc:HGNC:3176]
di ltage-gated channel alpha subunit 1
-2,840761554 2,15E-06 1,26E-05 SCN1A SO[S‘(‘)‘;TCZ?H?IS gz;mgoixiﬁ é’NaCS:;‘O;;;]
1 1 ivating polypeptide 1 H
-2,803643668 2,73E-06 1,57E-05 ADcyap  Adenvlatecye aSZ;:;ji‘gffggﬁggﬁ] [Source:HGNC
tive ti th fact :H
-2,781202444 0 0 CTGF connec lves;s;ﬁ%frc’ﬂ GalfICO:rZ[SSO%L]“CG GNC
tallin alpha B [Source: HGNC
-2,772130549 8,26E-68 5,49E-66 CRYAB Cryss;:gjlgiﬂ[cﬁ‘g;w]
h in1 H
-2,770087081 0 0 THBS1 t “’;}r’;’sgﬁﬁz‘H éﬁ’glcfm;]mc
limb bud and heart devel t [Source: HGNC
s : e o
-2,741290756 5,27E-52 2,43E-50 EGLN3 egl-9 family hgﬁi‘;zl‘ﬁtﬁéﬁ?ﬁzz 1[15 ource:HGNC
2723022637 0 0 CYR61 cysteine rich Sa;iik())(i?[r;icc;;cgllzecr:gés[jlource:HGNC
-2,686028977 3,64E-35 1,07E-33 PDGFB platelet derive‘isirnolg‘:f: ;‘Zifgg;%fg;gg][SO“rCE:HGNC
jor hist tibilit lex, class II, DP alpha 1
-2,682957387 2,48E-41 8,69E-40 HLA-DPA1 major [s‘f‘)frcc"enlfcal;% ‘S}{;‘;I:lpAi’Z;Zs‘; o 4938?p a
-2,65103924 4,93E-11 4,52E-10 KRT81 keratin 81 [Source:HGNC Symbol; Acc:HGNC:6458]
lute carrier family 2 :HGN
-2,639898466 0,010439613 0,030821716 SLC28A3 so eCam‘;ry;?;l;yACif:fclﬁgégz]“me GNC
-2,634275327 1,90E-15 2,39E-14 TNFRSF9 INF recePtog;‘;’:sg‘j‘:g};gi“éirlSZELS]OHTCQ:HGNC
-2,621318896 275612 2 83E-11 RIMS1 regulating synaptic membrane exocytosis 1

[Source:HGNC Symbol;Acc:HGNC:17282]
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-2,621307529

8,86E-49

3,84E-47

COL8A2

collagen type VIII alpha 2 chain [Source: HGNC

Symbol; Acc:HGNC:2216]
tripartite motif containing 67 [Source:HGNC
2,620265083 0,006226116 0,019649374 TRIM67 Symbol;Acc:HGNC:31859]
killer cell lectin like receptor G2 [Source: HGNC
-2,6178527 1057 7 KLRG2
,617852796 0,001057996 0,003978965 G Symbol; Acc:HGNC:24778]
-2,610733921 0,000500235 0,00200694 NXPH2 neurexophilin 2 [Source:HGNC Symbol;Acc:HGNC:8076]
EGF containing fibulin extracellular matrix protein 1
-2 4 E-2 1,34E-197 EFEMP1
589869466 3,53E-200 B4E-19 [Source:HGNC Symbol; Acc:HGNC:3218]
collagen type XXVI alpha 1 chain [Source: HGNC
-2,573773028 3,74E-65 2,43E-63 COL26A1 Symbol; Acc:HGNC:18038]
brain derived neurotrophic factor [Source: HGNC
-2,570799347 4,08E-74 1E-72 BDNF
5707993 08 30 Symbol;Acc:HGNC:1033]
lymphocyte cytosolic protein 1 [Source:HGNC
2,570745111 9,48E-05 0,00043642 LCP1 Symbol: AcHGNC:6528]
MYB proto-oncogene like 1 [Source: HGNC
-2,569410117 4,73E-44 1,79E-42 YBL1
569410 73 79 M Symbol;Acc:HGNC:7547]
natriuretic peptide receptor 3 [Source: HGNC
-2,545218886 1,79E-25 3,67E-24 NPR3
Symbol; Acc:HGNC:7945]
olfactomedin like 1 [Source:HGNC
-2,54516914! 1661 21567391 LFML1
,545169145 0,00693166 0,02156739 OLFM Symbol;Acc:HGNC:24473]
major histocompatibility complex, class II, DM beta
-2,541447464 1,33E-17 1,91E-1 HLA-DMB
S 6 33 S1E-16 [Source:HGNC Symbol; Acc:HGNC:4935]
GIPC PDZ domain containing family member 2
-2,536207712 0,001890758 0,006728782 GIPC2 [Source: HGNC Symbol; AccHGNC:18177]
RPE65, retinoid isomerohydrolase [Source:HGNC
-2,5322 1,33E- 4,31E-37 RPE
53220855 33E-38 S1E-3 65 Symbol; Acc:HGNC:10294]
-2,516972754 2,67E-68 1,78E-66 PCDH7 protocadherin 7 [Source:HGNC Symbol;Acc:HGNC:8659]
-2,511415573 1,24E-23 2,32E-22 CLDNé6 claudin 6 [Source:HGNC Symbol;Acc:HGNC:2048]
major histocompatibility complex, class II, DQ beta 1
-2,4 7! 2E-2 7,42E-2 HLA-DQB1
495857696 35 6 ! > Q [Source:HGNC Symbol; Acc:HGNC:4944]
-2,49268247 2,88E-187 9,98E-185 LMO7 LIM domain 7 [Source:HGNC Symbol;Acc:HGNC:6646]
nerve growth factor [Source: HGNC
-2,492280681 1,99E-1 2,49E-14 NGF
19228068 9E-15 A9 G Symbol;Acc:HGNC:7808]
-2,488087451 6,19E-123 9,85E-121 JPH2 junctophilin 2 [Source:HGNC Symbol; Acc:HGNC:14202]
carboxylesterase 1 [Source: HGNC
-2,4 4112 E-07 2,44E- ES1
18688 3,83E-0 . 06 CES Symbol;Acc:HGNC:1863]
diaphanous related formin 3 [Source: HGNC
-2,486143101 3,76E-94 4,08E-92 DIAPH3 Symbol; Acc:HGNC:15480]
ATP binding cassette subfamily C member 9
-2,484119707 49E-12 4E-11 AB
18411970 349 35 ce9 [Source:HGNC Symbol; Acc:HGNC:60]
-2,482615487 0 0 TPM1 tropomyosin 1 [Source:HGNC Symbol;Acc:HGNC:12010]
multiple EGF like domains 6 [Source:HGNC
-2,467072741 10E- 16E- MEGF
4670 3,10E-90 3,16E-88 GFé Symbol;Acc:HGNC:3232]
-2,456881954 3,65E-82 3,21E-80 ANXA3 annexin A3 [Source:HGNC Symbol;Acc:HGNC:541]
) myosin binding protein H [Source:HGNC
2,444042278 0,013990439 0,039794348 MYBPH Symbol: AccHGNC7552]
fibroblast growth factor receptor 3 [Source:HGNC
-2,428803588 5,82E-21 9,83E-20 FGFR3 Symbol;AccHGNC:3690]
2 426723857 2 09E-06 122E-05 PAQRS progestin and adipoQ receptor family member 5
! . ’ [Source:HGNC Symbol; Acc:HGNC:29645]
frizzled class receptor 5 [Source:HGNC
-2,423429599 1,52E-137 3,11E-135 FZD5 Symbol: AccHGNC:4043]
SH3 domain containing ring finger 2 [Source: HGNC
-2,406944584 2,81E-77 2,22E-7 H3RF2
40694458 8 4 > SH3 Symbol; Acc:HGNC:26299]
L1 cell adhesion molecule [Source:HGNC
-2,40422223 2,41E-28 5,54E-27 L1CAM Symbol: Ac:HGNC:6470]
terminal nucleotidyltransferase 5B [Source: HGNC
-2,3974952 78E- 72E- TENT5B
397495298 3,78E-88 3 86 NT5 Symbol; Acc:HGNC:28273]
-2,38145862 142E-28 3,09E.27 HLA-DRB1 major histocompatibility complex, class II, DR beta 1

[Source:HGNC Symbol; Acc:HGNC:4948]




Genes 2023, 14, 853

67 of 140

G protein-coupled receptor class C group 5 member A

-2,36967907 9,17E-49 3,96E-47 GPRC5A St HGNC SymbolAcaEGNC:9836]
1 TNF related 2 H
-2,361872901 0,002207631 0,007759696 C1QTNE2 ¢ qagimﬁol;fcif;dcléi?rg;] GNC
jor hist tibilit lex, class II, DR alph
-2,359791954 1,626-247 1,21E-244 HLA-DRA ma"’r[ siifffrﬁ&l Clslyznf;ii:::; Ga;s C:4947]a pha
lointerstitial nephritis antigen like 1 H
-2,342292664 4,54E-18 6,69E-17 TINAGL1 tubu Omtersmlgy:b}:ﬂj:zg‘ggNeg: 11918 68][S°urce GNC
BRCAI interacti tein C-terminal helicase 1
-2,338513419 3,85E-42 1,38E-40 BRIP1 éour‘:e;"’Gcl\llrégé;;g;‘;[fcc‘fgg;ac:zgi;;e
-2,336416041 6,85E-09 5,24E-08 ERBB4 erb-b2 reCe};?;;ﬁ?:?jég‘ifg:;g‘z’]‘me:HGNC
h 1f lycan 2 H
-2,333798713 3,51E-69 2,40E-67 HSPG2 cparan Susyajbzﬁiﬁigz‘cﬁ[zs;’;rw GNC
inter-alpha-trypsin inhibitor heavy chain 3 [Source:HGNC
-2,32330981 0,015506556 0,043454185 ITIH3 inter-aipha rypsg;;bSI;;ZZ;;é‘gccz 6;"6?3] [Source
-2,32135173 0,00210883 0,00744478 pcaripp;  PPBland CUL‘é;:;’Zfrigg‘l’; ézzgg [Source: HGNC
-2,304039608 7,03E-111 9,68E-109 RFLNA refilin A [Source:HGNC Symbol; Acc:HGNC:27051]
e tich o LCclL ; e
-2,276006124 1,49E-133 2,91E-131 CRISPLD? CySteme[;furiifgéﬁ%r;tjgl;gi:H‘icc’lr\lnéf;:zzr;t]alnlng
beta-1,3-galactosyltransferase 2 [Source: HGNC
-2,272312728 0,000572196 0,002271692 B3GALT?2 ctasloga ;‘;;Sb{ﬂi‘?:’:{ré;ecg[ 1;‘“
tein t i h hat tor t
-2,252748838 0,001743966 0,006252246 PTPRQ pr C[)Sf)tlrc};fl?lsérll\?g S;):Eb ;}fi;ﬁig;g’%‘; Q
-2,251948023 4,04E-163 1,14E-160 PHLDB2 pleCk[S;ijr}Cl;’E‘é;gg ét;ﬁgﬁ;?ﬁggg;;;;ber 2
-2,24996232 3,12E-08 2,24E-07 EPPK1 epiplakin 1 [Source:HGNC Symbol;Acc:HGNC:15577]
-2,235003241 4,22E-161 1,15E-158 NEXN nexilin F‘asc;:l;’;ﬁl:fggge(‘;‘z[gss‘;‘gce:HGNC
tandem C2 domai 1 HGN
-2,230986504 4,30E-05 0,00020937 TC2N andem (;ymfglaz‘:c:‘é;acrgg;;]ce GNC
-2,230938821 1,92E-14 2,28E-13 RELN reelin [Source:HGNC Symbol;Acc:HGNC:9957]
R iation domain famil ber 3 [Source: HGNC
-2,202691487 1,45E-167 4,62E-165 RASSF3 asassocia 10“5;;1?;2; Aigycﬁec“; 4?7 1][ ouree
I ier family 7 H
-2,188009071 0 0 SLC7A5 solute Cam;;;g;}iﬁiﬁgﬁg151[05603‘]1rce GNC
hlafen famil 1 H
-2,183334412 0,001236736 0,004582794 SLEN13 5 aensiﬂézﬁi?ﬁeél\iggfsrff GNC
jor hist tibilit lex, class II, DP beta 1
-2,182018528 4,38E-16 5,69E-15 HLA-DPB1 ma]Or[sgifszgéxclgygggi:zé Gali? o] e
TON1-GTF2A1L readthrough H
-2,181754022 0,004755804 0,015438462 STONI-GTF2A1L STONI-G Symbol;:cac‘gé?\‘%ﬁgig?]me GNC
-2,180137014 1,33E-294 1,62E-291 STC2 stanniocalcin 2 [Source:HGNC Symbol;Acc:HGNC:11374]
1QCJ-SCHIP1 readthrough HGN
-2,176302804 9,89E-50 4,41E-48 IQCJ-SCHIP1 QQ SCSymbcfEch:Ir—;)glg\I c[gcs);g]e GNC
-2,169246191 2,21E-70 1,54E-68 VGLL3 vestigial hSk; nii’:;g;;;“éﬁgzg’;gcezHGNC
teolipid protein 1 H
-2,163398207 3,55E-09 2,79E-08 PLP1 pro e‘;;ibﬁfzci‘; G[lioc‘g(c)g 6l GNC
A-ki hori tein 5 [Source: HGNC
-2,157314266 3,94E-21 6,70E-20 AKAP5 nase a;;mf;?ifz‘;{z& CE 3;’;“9
-2,156663124 5,20E-06 2,88E-05 IL34 interleukin 34 [Source:HGNC Symbol;Acc:HGNC:28529]
-2,147823543 4,50E-32 1,19E-30 SULF1 sulfatase 1 [Source:HGNC Symbol;Acc:HGNC:20391]
C-type lectin domain containing 19A [Source: HGNC
-2,14369795 4,28E-28 9,69E-27 CLEC19A ypelec ms;z‘;;z;zzggﬁiﬁ 452[2]°ur°e
-2,142546937 1,30E-34 3,76E-33 FAT3 FAT atg’;;fglffjfgg;[g;‘;ﬁ‘;]HGNC
-2,129066452 131E-23 2 46E-22 RGS5 regulator of G protein signaling 5 [Source: HGNC

Symbol;Acc:HGNC:10001]
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leucine rich repeat containing 2 [Source:HGNC

-2,126284249 1,25E-06 7,54E-06 LRRC2
Symbol;Acc:HGNC:14676]
ATPase family, AAA domain containing 3C
-2,125410795 0,014023792 0,039870165 ATAD3C [Source: HGNC Symbol; AcHGNC:32151]
dedicator of cytokinesis 8 [Source:HGNC
-2,1241 7,41E- 12E-07 DOCK:
! 88605 ! 08 > 0 OCKS Symbol; Acc:HGNC:19191]
B : : polypeptide N-acetylgalactosaminyltransferase 17
2,123236691 4,76E-171 1,54E-168 GALNT17 [Source:HGNC Symbol; AccHGNC:16347]
ALK and LTK ligand 2 [Source: HGNC
-2,117321 10342411 7 ALKAL2
/117321655 0,0103 0,030576605 Symbol; Acc:HGNC:27683]
KiSS-1 metastasis suppressor [Source: HGNC
2,116688186 0,000394549 0,001617027 KISS1 Symbol: Ac:HGNC:6341]
-2,092510187 0,000126039 0,000567104 STX11 syntaxin 11 [Source:HGNC Symbol;Acc:HGNC:11429]
heart and neural crest derivatives expressed 2
-2,091668237 0,001564097 0,005670253 HAND?2 [Source:HGNC Symbol; Ac:HGNC:4808]
kinesin family member 18B [Source:HGNC
-2,07474047 2,78E-41 72E-4 KIF18B
0 0 78 % 0 8 Symbol; Acc:HGNC:27102]
adrenoceptor beta 2 [Source: HGNC
-2,071612363 3,04E-10 2,62E-09 ADRB?2
Symbol; Acc:HGNC:286]
transmembrane protein 139 [Source:HGNC
-2,062896431 11 460452 TMEM1
,06289643 0,01190099 0,034604528 MEM139 Symbol;AccHGNC:22058]
filamin A interacting protein 1 like [Source:HGNC
-2,0627327 7,82E- 27E-67 FILIP1L
1062732796 B2E-69 > 6 Symbol; Acc:HGNC:24589]
-2,060874993 1,99E-07 1,31E-06 GSGIL GSG1 like [Source:HGNC Symbol; Acc:HGNC:28283]
ALS2 C-terminal like [Source:HGNC
-2,0601864 1,41E- 1,14E- ALS2CL
1060186408 ! 0 ! 08 52€ Symbol; Acc:HGNC:20605]
-2,05720146 3,19E-192 1,15E-189 FSTL3 follistatin like 3 [Source:HGNC Symbol;Acc:HGNC:3973]
) : : guanylate binding protein 1 [Source:HGNC
2,052605917 1,10E-111 1,57E-109 GBP1 Symbol:AcHGNC:4182]
collagen type XI alpha 1 chain [Source: HGNC
-2,0515714 10E-2 15E-252 L11A1
051571496 6,10E-255 515E-25 co Symbol;Acc:HGNC:2186]
prostaglandin E synthase 3 like [Source:HGNC
-2,050743546 0,000493662 0,00198385 PTGES3L
Symbol;Acc:HGNC:43943]
mesoderm specific transcript [Source:HGNC
-2,048276154 1,13E-291 1,22E-2 EST
104827615 13E-29 4 88 MES Symbol;Acc:HGNC:7028]
-2,042059953 0,010013671 0,029740635 GPC3 glypican 3 [Source:HGNC Symbol;Acc:HGNC:4451]
prokineticin receptor 1 [Source:HGNC
-2,04 4 17959767 14932454, PROKR1
,040608499 0,01795976 0,049324545 (@) Symbol;Acc:HGNC:4524]
crumbs 2, cell polarity complex component
-2,039786801 4E-64 E-62 RB2
103978680 9,54E-6 6,03E-6 ¢ [Source:HGNC Symbol; Acc:HGNC:18688]
B : : prolyl 3-hydroxylase 2 [Source:HGNC
2,038787303 8,65E-115 1,28E-112 P3H2 Symbol;AcHGNC:19317]
2 034815235 495E-06 2 74E-05 KCNK3 potassium two pore domain channel subfamily K member
. ! . 3 [Source:HGNC Symbol; Acc:HGNC:6278]
ADAMTS like 3 [Source:HGNC
-2,030647411 2,92E-55 1,48E-53 ADAMTSL3 Symbol;Acc:HGNC:14633]
solute carrier family 16 member 12 [Source:HGNC
-2,02728567 11E- E- LC16A12
027285678 5 09 3,95E-08 SLCI6 Symbol; Acc:HGNC:23094]
minichromosome maintenance 10 replication initiation
-2,027098882 4,61E-22 8,10E-21 MEMI0 factor [Source: HGNC Symbol;Acc:HGNC:18043]
complement Clq like 4 [Source:HGNC
-2,0263157 10219134 25362 1QL4
,026315793 0,01021913 0,030253626 C1Q Symbol;Ac:HGNC:31416]
major histocompatibility complex, class II, DM alpha
-2,024019444 8,90E-35 2,58E-33 HLA-DMA
ource: mbol;Acc: :
[S HGNC Symbol; Acc:HGNC:4934]
growth arrest specific 6 [Source: HGNC
-2,019212 A
019212096 0 0 GAS6 Symbol;Acc:HGNC:4168]
coiled-coil domain containing 81 [Source:HGNC
-2,018957792 23E- 251 DC81
,01895779 5,23E-05 0,000251606 CCDC8 Symbol;AccHGNC:26281]
-2,013073156 5,94E-69 4,03E-67 PROM1 prominin 1 [Source:HGNC Symbol; Acc:HGNC:9454]
2011971426 173E-08 1.28E-07 CA3 carbonic anhydrase 3 [Source:HGNC

Symbol; Acc:HGNC:1374]
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KIT proto-oncogene receptor tyrosine kinase

-2,009893348 L07E-77 8,58E-76 Kir [Source:HGNC Symbol; Acc:HGNC:6342]
-1,998587436 0,014982021 0,042130285 KCTDS P OmSsi[usr;‘ucr}igg&?g;“ﬁ:jﬁiiz:IOGr;aér:‘;;;memg 8
MYB proto- like 2 [Source: HGNC
-1,994359696 5,94E-54 2,89E-52 MYBL2 pros‘;lz‘;f)‘ﬁe:c: GeN C[:;;‘de
-1,989899321 1,30E-06 7,79E-06 HAPLN1 h[ysa:i(c’:;‘g;ipsl;;f;ilffggﬁlgzga1
-1,978341194 1,62E-44 6,22E-43 TSPANT12 tetraspanin 12 [Source:HGNC Symbol;Acc:HGNC:21641]
inesin famil 2 H
-1,976706625 3,23E-56 1,68E-54 KIF23 kinesin ;;?;goinzzb;ggésg;;f GNC
-1,968394364 3,95E-09 3,09E-08 Céorf132 chromosome Z;fneg‘oﬁféﬁ éﬁf}rgzgg[]source:HcNC
-1,967327118 5,54E-251 4,48E-248 AMOTL? a“g;’,’;‘ﬁz:ﬁé éslz‘giigf]l\lc
family with imilarity 111 B
-1,961427712 2,19E-17 3,11E-16 FAMI111B ag;zrV:;Hée&‘ée;‘;fns;:;X‘;ta GN(I:I:‘;EBE
tri tit tif taining 58 [S :HGNC
-1,961023948 1,02E-08 7,67E-08 TRIMS58 ripartte S“;;L;f;‘i‘gg% - g 4;’;5]“
ADA llopepti ith th i 1
-1,957876745 1,07E-12 1,14E-11 ADAMTS5 mﬁﬁgﬁfg;ﬁiﬁg‘;}tml;ﬁ;“i?;fg’;‘élggfe
-1,955299569 4,37E-30 1,07E-28 AURKB aurora kinase B [Source: HGNC Symbol;Acc:HGNC:11390]
-1,953967539 1,13E-123 1,86E-121 LAYN layilin [Source: HGNC Symbol; Acc:HGNC:29471]
-1,948693469 5,09E-34 1,44E-32 PDCDILG2 programmesyigﬁi:i:Ililéglzrgllz7[;’]‘“CE:HGNC
Ifact tor family 2 subfamily I 1
-1,943220954 0,003923666 0,012986981 OR2I1P pssuif)goe?;fscﬁﬁfctﬁg&yc S;‘r‘:bao‘i‘zcgéng;zs .
-1,942540706 6,05E-35 1,76E-33 BIRC3 baculoviral IA;;EEE;Z:E%’;%%%ﬁource:HGNC
lit guidance ligand H
-1,942357675 9,98E-101 1,22E-98 SLIT3 S g‘;‘yfi’;ﬁ}/‘ﬁ; SI&%’:‘;;B;]GNC
-1,936403877 8,57E-09 6,49E-08 C3 complement C3 [Source:HGNC Symbol;Acc:HGNC:1318]
leucine rich repeat containing 7 [Source: HGNC
-1,933031279 1,63E-08 1,20E-07 LRRC7 eacme ncsyrrenieoal;:fc’iggg‘g | ésgil]rce
-1,927110816 5,61E-13 6,12E-12 GALNT3 p°1y@f,ﬁ?fﬁcﬁZtyslygﬁfﬁiﬁ(ﬁi?ﬁ‘éﬁré’ffzgfe 3
imidinergi P2Y H
-1,926127132 7,22E-13 7,80E-12 P2RY6 Pyr‘mldl";’;i;ifzig’é oN Cézésszg]rce GNC
FA complementati B [Source: HGNC
-1,916281694 9,74E-06 5,19E-05 FANCB comp Z?;i;f:fgg& . gSZ‘;]rce
-1,916154861 6,76E-21 1,13E-19 CDH20 cadherin 20 [Source:HGNC Symbol;Acc:HGNC:1760]
-1,91481774 0,016709753 0,046417045 MYOCD myocardin [Source:HGNC Symbol;Acc:HGNC:16067]
trix metallopeptidase 24 [Source: HGNC
-1,906681874 6,22E-28 1,39E-26 MMP24 fmatrx msey?nggf;z:c;éN C[:;i‘;;ie
flavi ini 1 H
-1,906167513 0,00121056 0,004496099 FMO1 avin Contalz;igifgfégce;acs; 6[95]°urce GNC
fibroblast growth fact tor 2 [Source: HGNC
-1,903684081 1,35E-33 3,75E-32 FGFR2 torobas grg;"mbooncrcr:;GepNg?, 62[39‘]’““6
-1,902651674 1,62E-175 5,32E-173 MSRB3 methionine ;‘;ﬁl’gﬁ;ﬁﬁg&i:]23733[755(;‘1“8:HGNC
MAD famil H
-1,900312308 1,13E-43 4,05E-42 SMAD6 5 S?ﬁb{)f“:zl:é%[g%‘;% GNC
hyal thase 2 [Source: HGNC
-1,894641206 8,59E-13 9,20E-12 HAS2 va “r;);;l?l";c:;; GIEI ((:):li;CﬁQ]
lation factor 111, tissue f H
-1,892186148 1,34E-166 4,07E-164 F3 coagulation saydmo;ob ASjﬁéNagggi(]’urce GNC
hospholipase C beta 4 [Source: HGNC
-1,88815614 4,60E-22 8,09E-21 PLCB4 phosp S‘;I‘ESZT; ACC:‘GI\[I C‘f‘;é;;]
-1,884988723 1,90E-24 3,73E-23 DTL der[‘g;}f::jﬁé;Iﬂéiqs‘;:igoﬂ’;oze;ﬁgggi%‘;’;‘gog
-1,884328982 4,54E-164 1,29E-161 ALPK2 alpha kinase 2 [Source:HGNC Symbol; Acc:HGNC:20565]
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microtubule associated monooxygenase, calponin and

-1,880836421 2,66E-152 6,80E-150 MICAL2 LIM domain containing 2 [Source: HGNC
Symbol;Acc:HGNC:24693]
LY6/PLAUR domain containing 6B [Source: HGNC
-1,877929487 0,000336267 0,00139109 LYPD6B / Syi’;ﬁii“;::;g‘g‘g s 0[1 8(]’“‘:8
-1,877567369 6,71E-270 5,92E-267 CD74 CD74 molecule [Source:HGNC Symbol;Acc:HGNC:1697]
E2F iption factor 2 H
-1,877481804 4,74E-08 3,35E-07 E2F2 trar:;;izfgcicgéNgﬁz GNC
-1,875204324 4,10E-34 1,16E-32 KRT80 keratin 80 [Source:HGNC Symbol;Acc:HGNC:27056]
illin actin bindi i H
-1,870226985 1,71E-103 2,17E-101 ANLN anin ac;;?;gﬁg‘i f’égﬁgi%‘;ze GNCE
1l adhesi lecule L1 lik H
-1,864468313 2,82E-11 2,65E-10 CHL1 cefa es‘;;m“;zs;‘le G;I Ce:{gg;]rce GNC
-1,858978609 0 0 GPC4 glypican 4 [Source:HGNC Symbol;Acc:HGNC:4452]
-1,848896428 1,70E-08 1,26E-07 FSTL5 follistatin like 5 [Source:HGNC Symbol; Acc:HGNC:21386]
V-seti lat t :H
-1,848659161 1,95E-32 5,25E-31 VSIR s¢ ‘mm“;‘;rff;;:sggsg;&gz;’]“me GNC
-1,847236543 2,11E-60 1,23E-58 GADD45B grog;ﬁif:g‘sg gyﬁjﬁij‘fggﬂggg G?eta
I if containing GTP ivati i
-1,831608186 3,12E-36 9,51E-35 IQGAP3 Q [rggzlrcceogcag?gsfmb;SZiztgéhl\?cg 5 gg’ggl]“ 3
11 divisi le 6 [Source: HGNC
-1,830549882 7,88E-37 2,44E-35 CDC6 « ;;:EQCXCC:H c[lx?grf; "
-1,82694484 0,003146322 0,010674393 NOTUM n?;iﬁ}ﬁ?gﬁ?gﬁﬁ&?ﬁfggﬁgﬁ;ﬁgf‘e
hosphodiesterase 1 H
-1,823523857 1,12E-141 2,43E-139 PDEIC P OSPS;’H:EZI‘;ZS::H(G:I[\ISCO:‘;C;6] GNC
-1,823293478 2,15E-32 5,76E-31 RRM?2 “bF;‘jfrli’t;ldg;?g;:iﬁiﬁgﬁ‘ﬁggzyz
dimethylarginine dimethylaminohydrolase 1
-1,820873674 2,68E-179 8,96E-177 DDAH1 lgsuz;;ggg S;EEOI;YAi?Egg Crzc’;;
lipoprotein lipase [Source:HGNC
-1,811154247 1,27E-06 7,66E-06 LPL lpog;;?g;ia:;[cﬁg:mn
i 1 homol H
-1,808126702 5,59E-12 5,56E-11 SEZ6 Selz“re;;igj&czgg\}gc[iggg‘; GNC
itochondrial fissi lator 2 [Source: HGNC
-1,803180894 0,000184531 0,000802917 MTFR2 ftochon rsl;’m]f;‘;?;ef{‘é;ocrz 1[1 1‘;‘]““
Rh i leoti hange factor 1 H
-1,801178086 0,00149418 0,005447313 ARHGEF10 © granine ““;;‘:;‘iizx;ggscaiolgg? [Source:HGNC
-1,791896053 5,45E-15 6,66E-14 CD200 CD200 molecule [Source:HGNC Symbol;Acc:HGNC:7203]
s e awe  oawe s
tidyl arginine deiminase 2 [Source: HGNC
-1,783990703 6,94E-159 1,85E-156 PADI2 peptidy asrfrl:;ﬁ AZ‘;‘IEZGC: 1[8;)4111r]ce
-1,781763611 1,24E-197 4,54E-195 GLIPRI GH paﬂ;;’ﬁ;‘giii:}gé%gf;’gg]e:HGNC
lin 1, DAN family BMP antagonist ‘HGN
-1,78157244 1,60E-124 2,67E-122 GREMT1 gremimn & Nsyfnr?(} ACC:HaGnl\? Cg;r(l]losl][Source GNC
-1,772337834 7,99E-13 8,60E-12 CENPI Cemr(;‘;‘gsoﬁ’;’zigc[;(g;;’zgcl\]c
dium channel epithelial 1 bet it HGN
-1,770224261 0,002713648 0,009338723 SCNNIB sodium ¢ a“nes;f:boi/fcc;é;scffgggo][source GNC
transformi th factor beta 3 [Source: HGNC
-1,762408447 1,50E-86 1,44E-84 TGFB3 rans °rmmsgyir£‘;; A;‘;’éNeCf‘l 17[ 6;’]““
11 divisi 1 i H
-1,761970729 7,28E-24 1,39E-22 CDCAS e dwmg‘;g&i;ﬁ?ﬁg&iﬁEféozlggce GNC
ted frizzled related protein 4 H
-1,760626086 5,50E-24 1,06E-22 SFRP4 secrete “ZSZY ;b(r)‘iichpéoNegl07[%]““ GNC
-1,760485883 3,46E-08 2,48E-07 ZNF488 #ne ﬁ;‘}%ﬁ;’;ﬁi‘;ﬁéﬁ\i‘f;;;;gGNC
1760277945 1,56E-22 2.79E-21 GINS2 GINS complex subunit 2 [Source: HGNC

Symbol;Acc:HGNC:24575]
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DNA polymerase epsilon 2, accessory subunit

-1,752359904 3,09E-05 0,000153615 POLE2
[Source:HGNC Symbol; Acc:HGNC:9178]
1750255867 0.017206321 0,04752432 KCNQ4 potassium voltage-gated channel subfamily Q member 4
! ! ! [Source:HGNC Symbol;Acc:HGNC:6298]
centromere protein K [Source:HGNC
-1,749132021 49E-1 10E-12 ENPK
/7491320 8,49E-13 910 ¢ Symbol; Acc:HGNC:29479]
fms related tyrosine kinase 1 [Source:HGNC
-1,744797081 0,006337593 0,019965475 FLT1 Symbol: AccHGNC:3763]
potassium channel tetramerization domain containing 4
-1,7361 1,61E- E- KCTD4
/736190368 61E-06 9,55E-06 ¢ [Source:HGNC Symbol; Acc:HGNC:23227]
insulin like growth factor binding protein 4
-1,731771207 1,99E-135 3,95E-133 IGFBP4 [Source:HGNC Symbol; Ac:HGNC:5473]
anti-silencing function 1B histone chaperone
-1,729673716 4,88E-29 1 16E-27 ASFIB [Source:HGNC Symbol;Acc:HGNC:20996]
chromodomain helicase DNA binding protein 5
-1,72405621 4,57E-1 E- HD.
1724056219 7E-10 3,88E-09 CHDS [Source:HGNC Symbol; Acc:HGNC:16816]
-1,718938642 1,04E-15 1,33E-14 NTF3 neurotrophin 3 [Source:HGNC Symbol; Acc:HGNC:8023]
UDP-glucose ceramide glucosyltransferase [Source:HGNC
-1,708343865 2,66E-139 5,55E-137 UGCG
Symbol;,Acc:HGNC:12524]
-1,703359319 3,66E-25 7,38E-24 SYNPO2 synaptopodin 2 [Source:HGNC Symbol;Acc:HGNC:17732]
-1,701196469 7,58E-46 3,03E-44 PTX3 pentraxin 3 [Source:HGNC Symbol; Acc:HGNC:9692]
-1,699235931 6,69E-06 3,65E-05 EDN?2 endothelin 2 [Source: HGNC Symbol;Acc:HGNC:3177]
-1,698121832 3,83E-38 1,23E-36 CCNA2 cyclin A2 [Source:HGNC Symbol;Acc:HGNC:1578]
interleukin 7 receptor [Source:HGNC
-1,693348988 1,77E-06 1,04E-05 IL7R Symbol;AccHGNC:6024]
phospholipase C like 1 (inactive) [Source: HGNC
-1 7 74E-1 7,22E- PLCL1
/68869965 8 0 4 0 c Symbol; Acc:HGNC:9063]
. major histocompatibility complex, class I, F
1,686273834 0,001683647 0,006053892 HLA-F [Source:HGNC Symbol; Ac:HGNC:4963]
-1,680745826 1,05E-24 2,07E-23 MATN?2 matrilin 2 [Source:HGNC Symbol;Acc:HGNC:6908]
WW and C2 domain containing 1 [Source:HGNC
-1,680017606 3,89E-78 3,15E-76 WWC1 Symbol; A HGNC:29435]
adrenomedullin 2 [Source:HGNC
-1,679520267 1,92E-2 E-22 ADM?2
67952026 2 3 3,56 Symbol; Acc:HGNC:28898]
kinesin family member C3 [Source:HGNC
-1,677976894 5,53E-133 1,06E-130 KIFC3 Symbol: Ac:HGNC:6326]
leucine rich repeat and coiled-coil centrosomal protein 1
-1,67788172: 1,79E-2 4,29E-2 LRRCC1
677881728 79E-29 29E-28 ¢ [Source:HGNC Symbol; Acc:HGNC:29373]
E2F transcription factor 8 [Source:HGNC
-1,677547277 5,61E-06 3,09E-05 E2F8
Symbol;Acc:HGNC:24727]
centrosomal protein 55 [Source: HGNC
-1,673513051 E-34 1,83E-32 EP.
67351305 6,53E-3 A3E-3 CEPS5 Symbol;Acc:HGNC:1161]
non-SMC condensin I complex subunit H [Source:HGNC
-1,6732321 E-21 4E-2 NCAPH
£7323216 330 564E-20 ¢ Symbol;Acc:HGNC:1112]
-1,672120712 5,95E-46 2,41E-44 CLDN1 claudin 1 [Source:HGNC Symbol;Acc:HGNC:2032]
kelch repeat and BTB domain containing 8 [Source:HGNC
-1,671754315 9,82E-08 6,71E-07 KBTBDS8 Symbol; Acc:HGNC:30691]
TNF alpha induced protein 3 [Source: HGNC
-1,664582782 3,69E-73 2,71E-71 TNFAIP3 Symbol; Ac:HGNC:11896]
-1,663183039 7,95E-08 5,48E-07 KRT75 keratin 75 [Source:HGNC Symbol;Acc:HGNC:24431]
G2 and S-phase expressed 1 [Source:HGNC
-1 242 76E- 1,97E- TSE1
/660242638 6,76E-35 97833 GTS Symbol; Acc:HGNC:13698]
-1,660099676 1,43E-190 5,04E-188 SDC4 syndecan 4 [Source:HGNC Symbol; Acc:HGNC:10661]
-1,659741302 8,90E-63 5,45E-61 TUFT1 tuftelin 1 [Source: HGNC Symbol; Acc:HGNC:12422]
SHC binding and spindle associated 1 [Source:HGNC
-1 4461 76E- 1,04E-31 HCBP1
6588446 3,76E-33 04E-3 SHC Symbol; Acc:HGNC:29547]
hyperpolarization activated cyclic nucleotide gated
-1,658105744 0,009776908 0,029108725 HCN4 potassium channel 4 [Source:HGNC
Symbol;Acc:HGNC:16882]
-1,65609667 8,70E-10 7 19E-09 ITGBL1 integrin subunit beta like 1 [Source: HGNC

Symbol; Acc:HGNC:6164]
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glucosaminyl (N-acetyl) transferase 4, core 2

-1,654008646 0,001409381 0,005167286 GCNT4 Souroe HUNC SymbolAccHGNC17973]
inesin famil 1 H
-1,651982404 1,27E-44 4,90E-43 KIECT kinesin ;;“;EO?ZZ?EGCNC[:S;;;E’ GNC
-1,651396347 1,68E-05 8,65E-05 PAPPA2 pappalysin 2 [Source:HGNC Symbol;Acc:HGNC:14615]
jor hi ibili lex, class II, DO alph.
-1,650802015 2,99E-31 7,69E-30 HLA-DOA ma"’r[sfi‘r’cczglé‘;l“gSl;yr:g’;“bizﬁcaf\? C:A%Cg]ap a
-1,650212889 2,42E-231 1,43E-228 CALD1 caldesmon 1 [Source: HGNC Symbol;Acc:HGNC:1441]
t ipti factor 1 H
-1,647388645 7,60E-26 1,59E-24 TCF19 ranscsr;lf;n‘s;;zzé’; Ggl\[lsc";‘;z; 0] GNC
tein kinase, memb iated tyrosine/threonine 1
-1,645377215 7,54E-23 1,37E-21 pkMyr1  Proem [;;‘iiier;‘fcn;\léa;‘;fb?:c:Hé;‘;?‘;‘;%g;‘mme
: iate fil family orphan 2 H
-1,63807686 1,14E-149 2,70E-147 IFFO2 intermediate é;;“;:)‘lt :Crzhyc‘;%;‘ooé]source GNC
G protein-coupled receptor 1 [Source:HGNC
-1,634864559 1,37E-07 9,21E-07 GPR1 pro emscy(g};; XSS?I’GO;I C:[4 406‘;&
fermitin famil 2 H
-1,633810317 5,21E-152 1,30E-149 FERMT? Erm‘“gyﬁg}:ﬁ:ﬁg}éi@;ﬁ GNC
jor facilitat family domain containing 2A
-1,633254752 9,71E-35 2,81E-33 MFSD2A ma]o[rs;j:ef‘;éls\?g esry :Elof' A:C’f‘gg‘l\?g‘zgg%g
X- ' 1 ing 2 H
-1,630070359 1,73E-10 1,52E-09 XRCC2 ray repair ;;ﬁ;gir:fcg‘égglgzgg’ume GNC
imulator of ch is1 H
-1,627350033 1,25E-14 1,50E-13 SCRG1 stimu atorsc}’lrzbglr;‘iriirggé 1;%(;‘611“6 GNC
thyroid h tor interactor 13 [Source: HGNC
-1,626410608 3,98E-34 1,13E-32 TRIP13 yrot Ormosnyeriifiicc’z:gé;?é:?gw;] ource
indle pole bodies like 1 H
-1,62088973 1,25E-23 2,35E-22 ESPL1 extra stdepg;:;’;t;scégc’l\??fg;;[so“rce GNC
dherens juncti iated protein 1 [Source:HGNC
-1,616733997 0,009419614 0,028205066 AJAP1 adherens junc S‘;:bffzcc‘:; G‘}:g;réo 1[] ource
s :
ER isi ir 6 like, spindl ly checkpoint
1610412017 112606 6.78E-06 ERCC6L et (St HONG Sembob A IR C07S
-1,60994375 2,51E-66 1,65E-64 MKI67 marker Ofszﬁgifféjggﬁé[;%‘%ce:HGNC
-1,609566919 0,002205533 0,007755132 MSTN myostatin [Source: HGNC Symbol; Acc:HGNC:4223]
Iph herol transf ' H
-1,598513752 0,012999341 0,037328383 TTPA ap atOCOPS;;(;(f;‘j::C;gg’g"zgﬁrce GNC
11 divisi le 4 H
-1,595327741 2,36E-16 3,13E-15 cDC45 ce ;"y‘i‘;’;ﬁfczHSG[;"C‘i;;]GNc
hawk homeobox [Source:HGNC
-1,594693848 0,011483992 0,033552897 MKX mo g”y"mb;’lrii‘zg‘cg\%“;;zg]
-1,594259091 1,05E-61 6,33E-60 SEMA3F semaphorin 3F [Source:HGNC Symbol;Acc:HGNC:10728]
-1,584772503 7,55E-44 2,85E-42 TSPAN18 tetraspanin 18 [Source:HGNC Symbol; Acc:HGNC:20660]
filamin A interacti tein 1 [Source:HGNC
-1,582914779 1,21E-06 7,32E-06 FILIP1 vamm ;’;;f;}‘;ffgcinczz[loigce
h 1 :H
-1,575220676 3,00E-07 1,94E-06 STOX1 Sto;;;sg}x’;;gxg;ﬁ(%\m
in family E member 1 [Source: HGNC
-1,574165814 1,19E-220 5,94E-218 SERPINE1 serpin E;I;‘;nioliif‘HeéNé;’;;;T
-1,57313203 6,37E-19 9,79E-18 PKP2 plakophilin 2 [Source:HGNC Symbol;Acc:HGNC:9024]
t in C1, slow skeletal and cardiac t
-1,570672199 0,00237285 0,00828044 TNNC1 [rg:;r;‘:H GI\? (‘; gyinli:b;cir:lHéE C”;Cl 9Z§]e
11 divisi le 25A H
-1,570139027 1,06E-14 1,28E-13 CDC25A ce d“g;;ﬁ;‘ocl};'gfcfmﬁé’:‘i%] GNC
itochondrial rib 1 protein 524 [Source:HGNC
-1,563260448 3,50E-05 0,000172564 MRPS24 fitochon “E‘S;I‘ngzir:jcgg;?: 5 1[0]"““9
-1,561996596 6,00E-09 4,61E-08 PRSS35 se“g;i;’;fzs:cﬁ G[SI:T’?EEI;;NC
-1,561741606 7,20E-50 3,22E-48 DMD dystrophin [Source:HGNC Symbol;Acc:HGNC:2928]
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-1,560278004

1,44E-15

1,82E-14

MAOB

monoamine oxidase B [Source:HGNC

Symbol; Acc:HGNC:6834]
chromosome 15 open reading frame 48 [Source: HGNC
-1,559852721 0,002694895 0,009277477 C150rf48 Symbol; Acc:HGNC:29898]
intercellular adhesion molecule 1 [Source:HGNC
-1,554518394 2,09E-31 41E- ICAM1
55451839 J09E-3 > 30 cAM Symbol;Acc:HGNC:5344]
chromosome 21 open reading frame 62 [Source: HGNC
-1,552201696 1,32E-08 9,86E-08 C21orf62 Symbol;Acc:HGNC:1305]
class II major histocompatibility complex transactivator
-1,551245037 7,65E-4 2,56E-. IITA
55124503 /65E-40 DOE-38 ¢ [Source:HGNC Symbol; Acc:HGNC:7067]
ectonucleoside triphosphate diphosphohydrolase 7
-1,551093118 4,25E-39 L40E-37 ENTPD7 [Source:HGNC Symbol;Acc:HGNC:19745]
-1,550913411 3,92E-184 1,34E-181 FLNA filamin A [Source:HGNC Symbol;Acc:HGNC:3754]
-1,55034752 1,87E-130 3,50E-128 NXN nucleoredoxin [Source:HGNC Symbol; Acc:HGNC:18008]
retinoic acid receptor responder 2 [Source:HGNC
-1,548284844 5,80E-05 0,000277127 RARRES2
Symbol; Acc:HGNC:9868]
immediate early response 3 [Source:HGNC
-1,547201872 5,64E-123 9,05E-121 IER3 Symbol;AcHGNC:5392]
TNF alpha induced protein 2 [Source: HGNC
-1,54622762 7,97E- 7,51E-84 TNFAIP2
546227628 O7E-86 S1E-8 Symbol; Acc:HGNC:11895]
spindle and kinetochore associated complex subunit 3
1,546063564 4,52E-13 4,96E-12 SKA3 [Source:HGNC Symbol; Acc:HGNC:20262]
BOK, BCL2 family apoptosis regulator [Source: HGNC
-1,543143701 23E- 27E- BOK
54314370 3,23E-90 3 88 o Symbol;Acc:HGNC:1087]
siah E3 ubiquitin protein ligase family member 3
-1,5407. 4E-07 4E- TAH.
540753089 9/04E-0 554E-06 SIAH3 [Source:HGNC Symbol; Acc:HGNC:30553]
inhibitor of DNA binding 1, HLH protein [Source:HGNC
-1,540617219 8,24E-47 3,42E-45 ID1 Symbol;AcHGNC:5360]
sterile alpha motif domain containing 4A [Source:HGNC
-1,539461844 4,69E- 29E-94 AMD4A
5394618 /69E-96 5.29E-9 5 Symbol; Acc:HGNC:23023]
-1,536468854 0,000789047 0,003058777 AQP4 aquaporin 4 [Source:HGNC Symbol;Acc:HGNC:637]
leucine rich repeat neuronal 3 [Source: HGNC
-1,536038526 6,16E-52 2,84E-50 LRRN3
Symbol;Acc:HGNC:17200]
Ras association (RalGDS/AF-6) and pleckstrin homology
-1 254801 1,84E- 4,60E-2 RAPH1
53525480 B4E-30 /60E-29 domains 1 [Source:HGNC Symbol; Acc:HGNC:14436]
ELOVL fatty acid elongase 7 [Source:HGNC
-1 432 71 12 7 ELOVL7
,53360843. 0,0003096 0,00128958 @) Symbol;AccHGNC:26292]
-1,532429693 7,62E-62 4,59E-60 DYSF dysferlin [Source:HGNC Symbol;Acc:HGNC:3097]
MAP3K7 C-terminal like [Source: HGNC
-1,53234 47E-1 42E- AP3K7CL
532340836 6 0 > 0 MAP3K7C Symbol; Acc:HGNC:16457]
arylsulfatase family member J [Source:HGNC
1,531439072 1,33E-150 3,27E-148 ARS] Symbol; Acc:HGNC:26286)]
PICALM interacting mitotic regulator [Source:HGNC
-1,531224851 1,77E-17 2,52E-1 PIMRE
A3 85 ! = 6 G Symbol; Acc:HGNC:25483]
inhibin subunit beta A [Source:HGNC
-1,530456672 1,40E-55 7,13E-54 INHBA Symbol: Ac:HGNC:6066]
-1,527376819 0,001399063 0,00513528 CD180 CD180 molecule [Source:HGNC Symbol;Acc:HGNC:6726]
fibronectin leucine rich transmembrane protein 1
-1,526677 1 4 1 FLRTI
526677509 0,013995548 0,03980035 [Source:HGNC Symbol;Acc:HGNC:3760]
UDP-N-acetylglucosamine pyrophosphorylase 1
-1,52409041 1E-114 1,02E-111 AP1
524090419 69 0 U [Source:HGNC Symbol; Acc:HGNC:12457]
tumor associated calcium signal transducer 2
-1,523449881 0,001395887 0,005124591 TACSTD2 [Source:HGNC Symbol; AccHGNC:11530]
interleukin 4 induced 1 [Source: HGNC
-1,521169842 4,50E- 218534 11411
5211698 S0E-05 0,00021853 Symbol; Acc:HGNC:19094]
-1,518449724 3,40E-277 3,14E-274 TPM?2 tropomyosin 2 [Source:HGNC Symbol;Acc:HGNC:12011]
-1,518159419 3,73E-82 3,26E-80 VASN vasorin [Source:HGNC Symbol;Acc:HGNC:18517]
zinc finger protein 367 [Source:HGNC
-1,51778147! 1,09E- 18E- ZNF367
S17781475 J09E-08 8,18E-08 NE36 Symbol; Acc:HGNC:18320]
establishment of sister chromatid cohesion N-
-1,516740152 3,87E-12 3,91E-11 ESCO2 acetyltransferase 2 [Source: HGNC

Symbol;Acc:HGNC:27230]
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-1,51436288 0,009021106 0,02717113 CALB2 calbindin 2 [Source:HGNC Symbol;Acc:HGNC:1435]
-1,51415209 1,62E-33 4,50E-32 ANOS1 anosmin 1 [Source: HGNC Symbol;Acc:HGNC:6211]
cysteine dioxygenase type 1 [Source: HGNC
-1,5124 4,09E- 4,09E-87 DO1
51248538 /09E-89 H09E-8 cpo Symbol;Acc:HGNC:1795]
-1,510269074 0,009519438 0,028451289 CcpP ceruloplasmin [Source:HGNC Symbol; Acc:HGNC:2295]
solute carrier family 16 member 7 [Source:HGNC
-1,51 742 E-17 E-1 LC16A7
510055 503 6,96E-16 SLCI6 Symbol; Acc:HGNC:10928]
heart development protein with EGF like domains 1
-1,509170409 6,71E-142 1,46E-139 HEG1
[Source:HGNC Symbol;Acc:HGNC:29227]
centromere protein A [Source:HGNC
-1,508167982 1,26E-08 9,43E-08 CENPA Symbol;AcHGNC:1851]
DNA polymerase theta [Source:HGNC
-1,506150811 2,55E- 2,02E- POL
5061508 S5E-09 /02E-08 OLQ Symbol;Acc:HGNC:9186]
mitogen-activated protein kinase kinase kinase 21
-1,506016127 Z11E-16 280E-15 MAP3K21 [Source:HGNC Symbol;Acc:HGNC:29798]
ChaC glutathione specific gamma-
-1,505055195 4,01E-23 7,37E-22 CHAC1 glutamylcyclotransferase 1 [Source:HGNC
Symbol;Acc:HGNC:28680]
TNF receptor superfamily member 12A [Source:HGNC
-1,504011 12E-1 2,28E-1 TNFRSF12A
504011563 6 » 28E-196 $ Symbol; Acc:HGNC:18152]
centromere protein M [Source: HGNC
-1,50242541 3,88E-11 3,60E-10 CENPM Symbol;AccHGNC:18352]
NADPH oxidase 4 [Source: HGNC
-1,500467344 E-11 7,93E-1 NOX4
5004673 8,85 /93E-10 o Symbol;Acc:HGNC:7891]
-1,499886722 0,000197222 0,000852972 SEMA3D semaphorin 3D [Source:HGNC Symbol;Acc:HGNC:10726]
nicotinamide N-methyltransferase [Source: HGNC
-1,499561437 45E-77 4,22E-7 NNMT
49956143 545 4 > Symbol;Acc:HGNC:7861]
; 3 regulator of G protein signaling 4 [Source:HGNC
1,499551968 2,30E-48 9,86E-47 RGS4 Symbol; Acc:HGNC:10000]
BEN domain containing 4 [Source:HGNC
-1,496161 1,51E- 1,22E- BEND4
496161956 ATE-09 ’ 08 N Symbol; Acc:HGNC:23815]
melanoma cell adhesion molecule [Source:HGNC
-1,492798673 4,46E-218 2,11E-215 MCAM
Symbol; Acc:HGNC:6934]
ceramide kinase like [Source:HGNC
-1,491375957 4,52E-14 28E-1 ERKL
A9137595 S 528E-13 c Symbol; Acc:HGNC:21699]
ubiquitin conjugating enzyme E2 C [Source:HGNC
-1,487572 2,76E-2 E-24 BE2
ABTST2998 76E-25 560 UBE2C Symbol;Acc:HGNC:15937]
Ras suppressor protein 1 [Source: HGNC
1,486455296 9,15E-98 1,06E-95 RSU1 Symbol;AccHGNC:10464]
troponin T2, cardiac type [Source: HGNC
-1,4862 1 1467092 4137, TNNT2
8625890 0,0146709 0,041375363 Symbol; Acc:HGNC:11949]
Wnt family member 2B [Source: HGNC
-1,485029945 1,83E-23 3,41E-22 WNT2B
Symbol;Acc:HGNC:12781]
-1,484677942 2,64E-05 0,000132551 SGO1 shugoshin 1 [Source:HGNC Symbol;Acc:HGNC:25088]
MHC class I polypeptide-related sequence B
-1,484581098 0,002301819 0,008055745 MICB [Source:HGNC Symbol; Ac:HGNC:7091]
-1,48446816 5,87E-09 4,51E-08 EXO1 exonuclease 1 [Source:HGNC Symbol;Acc:HGNC:3511]
nei like DNA glycosylase 3 [Source:HGNC
-1,4829392 2807. 21 EIL
,482939208 0,000528073 0,00210903 NEIL3 Symbol:Ac:HGNC:24573]
coiled-coil domain containing 160 [Source:HGNC
-1,4 1 E- 1014 DC1
,480600139 6,56E-05 0,000310148 CCDC160 Symbol;Acc:HGNC:37286]
GINS complex subunit 1 [Source:HGNC
-1,477604999 9,70E-21 1,62E-19 GINS1 Symbol; Acc:HGNC:28980]
kinesin family member 2C [Source:HGNC
-1,47692521 2,34E-22 4,17E-21 KIF2
A76925215 3 ! ¢ Symbol; Acc:HGNC:6393]
TEA domain transcription factor 4 [Source:HGNC
-1,471426624 1,14E-23 2,14E-22 TEAD4
Symbol;Acc:HGNC:11717]
coiled-coil domain containing 3 [Source: HGNC
-1,470611434 2,95E-11 2,77E-1 D
A7061143 95 ’ 0 CChe3 Symbol; Acc:HGNC:23813]
spectrin beta, non-erythrocytic 5 [Source: HGNC
-1,469620274 E-1 16E-1 PTBN.
69620 3,96E-16 516E-15 5 5 Symbol;Acc:HGNC:15680]
-1,468378167 2,66E-283 2,58E-280 CNN2 calponin 2 [Source:HGNC Symbol;Acc:HGNC:2156]
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-1,467652426

3,63E-48

1,56E-46

DLC1

DLC1 Rho GTPase activating protein [Source:HGNC

Symbol; Acc:HGNC:2897]
ATPase phospholipi ing 8B1 H
-1,463480021 1,86E-51 8,49E-50 ATP8B1 asep OSpsg’”fgjlfrsggg‘cgﬂsm 6][S°urce GNC
transformi th factor beta 2 [Source:HGNC
-1,460900704 1,96E-108 2,59E-106 TGFB2 rans °rmm§y§;m; Aci:CI—?GrNeC?l 17[ 6;’}““
-1,459530992 0,002162195 0,007616548 CYP26B1 Cytoéfﬁg:;gﬁ?gg;;iﬁﬁgg g;g;g;t]’er 1
tri tall tid 1 H
-1,455854751 8,06E-110 1,09E-107 MMP15 matrix msey?nsgsiclc:?jél\?c[iizﬁe GNC
-1,454152776 7,03E-26 1,47E-24 SGMS2 Sphmgo;?ﬁg}i’:fggﬁéz‘;‘;g:HGNC
histone H i in ki H
-1,453798349 1,87E-06 1,10E-05 HASPIN istone 3aSSS;:;zi}zz:o:g‘l\?gfggglzs]ource GNC
tidase inhibitor 15 [Source:HGNC
-1,45267289 1,82E-15 2,29E-14 PI15 peph Says‘;?o; A‘C‘:H cllegggzq
-1,44907822 8,09E-16 1,04E-14 FANCD2 FA Comple;“yi‘éii‘;?ciﬁ‘éﬁzigscfj‘]‘“e:HGNC
ZW10 interacting kinetoch tei H
-1,44789246 4,20E-31 1,07E-29 ZWINT Oin eracsl;lib;?;zz:Igrcel\?é?l?ggoume GNC
-1,447605446 2,79E-09 2,21E-08 TUNAR TCL1 E;i‘:::rggﬁéﬂ;ﬁfgfﬁiﬁgﬁéﬁg&? RNA
-1,446752615 2,44E-07 1,59E-06 RADb54L RADS54 like [Source: HGNC Symbol;Acc:HGNC:9826]
ATA bindi ' H
-1,445817704 9,02E-36 2,69E-34 GATAG6 G l;;‘igﬁ}iﬁggﬁg;‘i% GNC
PALM2-AKAP? readthrough HGN
-1,44580098 0,006125569 0,019369855 PALM2-AKAP2 SymboleiC:Hrg;gCS;’z“;]ce GNC
-1,444997387 2,50E-28 5,74E-27 CD70 CD70 molecule [Source:HGNC Symbol;Acc:HGNC:11937]
tracellular matrix protein 2 [Source:HGNC
-1,444065784 0,000211903 0,000909577 ECM2 extrace “Se‘yrﬁzizc}:;é‘; ng 105‘;“
-1,443262397 4,91E-14 5,70E-13 NUF2 Nﬁgﬁﬁ?ﬁ%ﬁ?g’;};ﬁe ;fi’?ﬁfﬁé‘fﬁié’ﬁem
-1,440418984 1,79E-07 1,18E-06 DES desmin [Source:HGNC Symbol;Acc:HGNC:2770]
-1,439238766 2,10E-224 1,10E-221 ACTN1 actinin alpha 1 [Source:HGNC Symbol;Acc:HGNC:163]
-1,438379755 0,006749874 0,021072723 KCNJ3 p°tassil[lsr’;;‘Zﬁﬁgﬁ%ﬁyﬂ;ﬁiﬂ‘;fé‘gig’égzmber 3
1 in homol i ining A7
-1,435339909 7,07E-40 2,37E-38 PLEKHA7 p[ ;;:rszrel; G(;“CO S"fi;;ﬁ?:ggﬁé“;g 01
iodothyronine deiodinase 2 [Source:HGNC
-1,435165029 0,000164401 0,000722294 DIO2 1odo yr‘;ry“;ebolj’f@‘f;é; C[:2§;‘;§e
E2F iption factor 1 H
-1,430323829 8,81E-24 1,67E-22 E2F1 trar:;;izfgcicgéngTig‘; GNC
Rho GDP dissociation inhibitor beta [Source:HGNC
-1,428571418 1,35E-05 7,02E-05 ARHGDIB © ‘SS;’;E;Z?:;;G‘E Cf’ 6; 9[] ouree
-1,428144126 8,51E-12 8,32E-11 SRGN serglycin [Source:HGNC Symbol;Acc:HGNC:9361]
tubulin beta 6 class V [Source:HGNC
-1,42730888 1,16E-128 2,11E-126 TUBB6 v “lsr;rszl; Acciz GIEI g‘;g“; ol
iquitin conjugati E2T H
-1,426397056 1,01E-12 1,08E-11 UBE2T ubiquitin Cog]; rﬁ;ﬁ?i::ggg C:ZSOBSQ?”CE GNC
ted frizzled related protein 2 [Source:HGNC
-1,423497843 2,03E-87 1,98E-85 SFRP2 secrete nZSnynb(rj;Zcec:IEéoNe(lfr:ll07[7;]11 ree
1o like kinase 1 H
-1,421199082 5,67E-33 1,55E-31 PLK1 po ‘;yli‘rfbolltii‘zﬂ[(s;glg;ow? NC
triatin int ti tein 2 ‘H
-1,420452811 1,26E-17 1,81E-16 STRIP2 striatmn Ig;rna;oll’;fc}:;é‘; C:[;z‘;‘(‘)rgc]e GNC
NDC80, kinetoch: 1 t [Source:HGNC
-1,419311091 1,37E-13 1,54E-12 NDC80 ne Ocs;;iz‘l’;’;‘fcz é‘l’\?g’lo:;(;‘g][ ouree
hini ; i H
-1,41545509 1,31E-13 1,48E-12 TROAP trop m‘g;f;ﬁg?:iggﬁg[g;;;e GNC
-1,413065942 137E-28 3,18E-27 CDCAS cell division cycle associated 5 [Source: HGNC

Symbol;Acc:HGNC:14626]
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-1,412239682

2,51E-150

6,01E-148

RANGAP1

Ran GTPase activating protein 1 [Source:HGNC

Symbol; Acc:HGNC:9854]
H ine rich i H
-1,41183406 5,39E-29 1,27E-27 STAC SH3 and Cg’;ﬁ;ﬁ;xc;{gﬁ&[f;’gfe GNC
kinase A and ninein interacti tei
-1,410983746 0,001675372 0,006029722 AUNIP au[rsf’;jm;“;séN ggyﬁﬁiﬁ;&;‘gg;’;’;m
hymidine kinase 1 H
-1,406770258 2,10E-32 5,64E-31 TK1 t yns‘;ilr;iﬁ‘jcs; G[Ii(gizm]GNC
t in t tein 2 :H
-1,405845474 2,69E-39 8,90E-38 TENM2 eneurin rag;ﬁi‘;'}’zz:’é%‘gg%ﬁ“m GNC
-1,40485372 2,11E-27 4,65E-26 VCAM1 vascular Celsl;iﬁ?xfglcel?éellz éig}“ce:HcNC
D in 62 H
-1,402209206 1,96E-14 2,33E-13 WDR62 w r;?:éiﬁ;;;ir:cl\%;;gz] GNC
ternal embryonic leucine zipper kinase [Source: HGNC
-1,397740372 6,11E-24 1,17E-22 MELK maternat em ry;’;rszﬁiﬁzélgﬁeéﬂg?ﬁ[ ouree
-1,397121842 3,38E-24 6,59E-23 CDK1 cyclin d‘;ﬁi‘:j{‘z?ﬁéé ([jsf;zrgle HONC
NUAK family kinase 2 H
-1,396905116 4,56E-40 1,54E-38 NUAK2 u Syi‘n“;‘oi’; Alr;aIerGl\I[iO;JSC;] GNC
-1,396404054 2,69E-85 2,50E-83 PVR p"llog;ﬁssﬁfitgéi’g;%;@]C
-1,396024419 3,68E-23 6,79E-22 ELN elastin [Source:HGNC Symbol; Acc:HGNC:3327]
in 1, cell surf. i H
-1,394559857 2,48E-26 5,25E-25 MUCT mucn ’Cesy:tr)oalf::csxgaNtE‘;[SSO(;‘]”CE GNC
TBC1 domain famil 2 HGN
-1,385134804 2,19E-25 4,46E-24 TBC1D2 = OmSa;‘ns:;‘Aycz“ggEQé 15;’;‘;“’ GNC
-1,384499153 9,72E-61 5,70E-59 NTRK3 neurotrophic ";‘;i’;g’;gi‘fgé;‘g;sgél[source:HGNC
-1,381568957 7,08E-12 6,95E-11 HOXA3 homeobox A3 [Source:HGNC Symbol;Acc:HGNC:5104]
-1,380373303 2,91E-30 7,22E-29 KIF20A kinesin f?;‘ﬁ):;}i’ig é(;‘?CEE;;;Te:HGNC
teine and glycine rich protein 1 H
-1,379647312 1,08E-238 6,76E-236 CSRP1 cysteme an S‘iﬁzizsdﬂg’;g; 45]’““ GNC
-1,376996809 1,35E-25 2,80E-24 BUBIB BUBl[ Sr::r(’czcég‘;?ép;’;ﬁ;g‘x/c tgg;‘g‘i ﬁ;‘]ase B
Rho GTPase activati tein 11A H
-1,375680287 1,55E-28 3,59E-27 ARHGAP11A oG asesa;r:l;;‘;gc f;‘; Gell\’;c: 157;(]’”& GNC
PDZ binding kinase [Source: HGNC
-1,375112535 1,80E-16 2,40E-15 PBK syli‘n];:f Aiﬁﬁékguf; o)
Holliday juncti iti i H
-1,372483493 1,94E-19 3,06E-18 HJURP © ‘day]u“C;;;giif;ﬁ’gﬁg‘;ﬁﬁ“rCE GNC
dill t containing 4 :HGN
-1,371590642 0,002663092 0,009179389 ARMC4 armadi OSrYGIEebZLi’?C:gECQ[SS;’&CQ GNC
-1,370326203 5,44E-12 5,43E-11 SLF1 SMC5-SMC6 Coér;ii’;i";igﬁg‘l’é‘cfzg 81] [Source:HGNC
DNA pol Ipha 2 it
TPX2, microtubule nucleation factor [Source: HGNC
-1,366434092 1,31E-59 7,44E-58 TPX2 fuero lslyumg Suzciaé?Néc 1‘;4[9]0““6
-1,364281278 0,01200124 0,034860275 IL6 interleukin 6 [Source:HGNC Symbol;Acc:HGNC:6018]
-1,364193987 0,015470458 0,043359287 TRIMS55 mpartlte;;:g(;ﬁ’g‘i‘ﬁg%sél[icz"ll;]cezHGNC
MGAT4 famil H
-1,363464708 2,23E-05 0,000113083 MGAT4C = S;g;gfj?ggﬁéi%;;? GNC
-1,362114822 1,79E-54 8,89E-53 D3 inhibitor of DN/;;;’;:;‘ESC':&I;EE’;;? [Source:HGNC
DNA topoi I alph HGN
-1,359828687 4,87E-79 3,99E-77 TOP2A N OPS;EerfZeC:HaGPN éﬁﬁ;‘;}m GNC
-1,359313929 8,33E.07 5,12E-06 SYDE2 synapse defective Rho GTPase homolog 2 [Source:HGNC

Symbol;,Acc:HGNC:25841]
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spindle and kinetochore associated complex subunit 1

-1,357001095 3,49E-06 1,98E-05 SKA1
[Source:HGNC Symbol;Acc:HGNC:28109]
alpha-2-macroglobulin [Source:HGNC
-1,355619171 1,57E-09 1,26E-08 A2M Symbol;Ac:HGNC?7]
4-hydroxyphenylpyruvate dioxygenase [Source:HGNC
-1,35471632 4,77E-11 4,38E-1 HPD
354716325 ! 38E-10 Symbol;Acc:HGNC:5147]
ras homolog family member B [Source:HGNC
-1,351763471 2,21E-104 2,82E-102 RHOB Symbol:Ac:HGNC:668]
3-hydroxyacyl-CoA dehydratase 1 [Source: HGNC
-1,349742 1,74E- 7E- HACD1
349742998 ! 36 537E-35 ¢ Symbol; Acc:HGNC:9639]
-1,348904871 0,000220013 0,000941262 HOXA5 homeobox A5 [Source:HGNC Symbol; Acc:HGNC:5106]
PDZ and LIM domain 5 [Source:HGNC
-1,348611062 4,58E-1 46E-12 PDLIM
+34861106 S8E-130 8,46 8 5 Symbol; Acc:HGNC:17468]
LIF, interleukin 6 family cytokine [Source:HGNC
-1,348396397 4,53E-97 5,20E-95 LIF Symbol: Acc:HGNC:6596]
1348244747 6.32E-38 2 01E-36 PAMRI peptidase domain containing associated with muscle
’ i ! regeneration 1 [Source:HGNC Symbol;Acc:HGNC:24554]
ATP binding cassette subfamily B member 1
-1,348180935 1,13E-08 8,49E-08 ABCB1
[Source:HGNC Symbol;Acc:HGNC:40]
DEP domain containing 1B [Source: HGNC
-1,34592871 42E- 44E-07 DEPDCI1B
345928719 % 08 6 0 c Symbol; Acc:HGNC:24902]
poly(A) binding protein cytoplasmic 4 like [Source: HGNC
-1,34 7 17819347 PABPC4L
,345505636 0,00558656 0,0178193 C: Symbol;Acc:HGNC:31955]
-1,345012324 1,96E-146 4,42E-144 FSTL1 follistatin like 1 [Source:HGNC Symbol;Acc:HGNC:3972]
protein phosphatase methylesterase 1 [Source: HGNC
-1,344811134 24E-97 41E- PPME1
SABI113 82489 9ALEDS Symbol;Acc:HGNC:30178]
kinesin family member 15 [Source:HGNC
-1,343154504 7,05E-12 6,93E-11 KIF15 Symbol;Ac:HGNC:17273]
PRELI domain containing 2 [Source: HGNC
-1,3427. 2,58E-07 1,68E- PRELID?2
342759508 S8E-0 /68E-06 Symbol; Acc:HGNC:28306]
fibroblast growth factor 2 [Source: HGNC
-1,341409773 2,39E-64 1,53E-62 FGF2 Symbol: Ac:HGNC:3676]
insulin like growth factor binding protein 3
-1,340018072 1,38E-74 1,02E-72 IGFBP.
+3400180 38 0 GFBP3 [Source:HGNC Symbol; Acc:HGNC:5472]
myeloid associated differentiation marker [Source: HGNC
1,338984121 1,38E-112 2,00E-110 MYADM Symbol: AccHGNC:7544]
protein phosphatase 1 regulatory subunit 13 like
-1 21372 E-1 4,75E-14 PPP1R13L
3385213 3,85E-15 75 3 [Source:HGNC Symbol; Acc:HGNC:18838]
DEP domain containing 1 [Source:HGNC
-1,337044803 1,70E-13 1,92E-12 DEPDC1
Symbol;Acc:HGNC:22949]
3-hydroxyacyl-CoA dehydratase 2 [Source:HGNC
-1,3362 1 1,75E-62 1,07E- HACD2
33626383 75E-6 07E-60 ¢ Symbol;Acc:HGNC:9640]
methylenetetrahydrofolate dehydrogenase (NADP+
-1,335802208 6,48E-56 3,33E-54 MTHFD2 dependent) 2, methenyltetrahydrofolate cyclohydrolase
[Source:HGNC Symbol;Acc:HGNC:7434]
CD274 molecule [Source:HGNC
-1,335724005 5,97E-16 7,71E-15 CD274
Symbol;Acc:HGNC:17635]
engulfment and cell motility 1 [Source:HGNC
1,334614447 9,16E-18 1,33E-16 ELMO1 Symbol;AccHGNC:16286]
solute carrier family 26 member 7 [Source:HGNC
-1,3301211 75E- 17E- LC26A7
330 8 575E-06 3 05 SLC26 Symbol; Acc:HGNC:14467]
kinesin family member 18A [Source: HGNC
-1,325145427 8,15E-10 6,76E-09 KIF18A Symbol; Acc:HGNC:29441]
retinoic acid receptor responder 1 [Source: HGNC
-1,32 7! 2021 1 RARRES1
,323033875 0,000320213 0,001330063 S Symbol;AccHGNC:9867]
-1,322841355 1,14E-20 1,90E-19 NOCT nocturnin [Source:HGNC Symbol;Acc:HGNC:14254]
DEPP1, autophagy regulator [Source: HGNC
-1,322 14 1,42E-07 E-07 DEPP1
3226950 ! 0 9:50E-0 Symbol; Acc:HGNC:23355]
transmembrane and tetratricopeptide repeat containing 1
-1,322626025 7,31E-100 8,71E-98 ™TCl [Source:HGNC Symbol; Acc:HGNC:24099]
-1,320382441 1,84E-103 2,32E-101 CDC42EP1 CDC42 effector protein 1 [Source: HGNC

Symbol;Acc:HGNC:17014]
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cytochrome P450 family 46 subfamily A member 1

-1,319761801 9,33E-08 6,38E-07 CYP46A1 Sonroe HGNC SymbolAecHGNC.2641]
-1,319177252 1,17E-239 7,58E-237 PDLIM7 Fbz ag;;%ii?;g;g’;‘;g‘;;{ GNC
biquitin like with PHD and ring finger domains 1
-1,318801451 1,67E-72 1,21E-70 UHRF1 v lqéﬁcle;gw c Syms;‘l; gnggléecr ) 205?2]1“5
-1,317957609 3,75E-64 2,38E-62 GLIPR2 GLip atg;gnfgzi i;:ﬁé?\g?ggg;]eHGNC
iled-coil domain containi ‘HGN
-1,317342316 3,84E-85 3,54E-83 CCDCS0 cotied-eot s;)ﬂﬁl?;fiﬁﬁgﬁgc?foi%}lme GNC
-1,310742268 2,13E-18 3,18E-17 ADAMTSLA AI;?XJ;;ZIZQC;AIH[EEJSS;(ETC
-1,308626838 3,75E-06 2,11E-05 CORO2A coronin 2A [Source:HGNC Symbol;Acc:HGNC:2255]
-1,306672464 0,005994193 0,018995137 ZFP92 2EP92 ZSI;;:ZEZSESE(E?EZ?;&:HGNC
100 calcium bindi tein A H
-1,306318409 0,000235691 0,00100303 S100A3 5100 ca Cmg;zgo;izgg;‘ . 13 05159‘;‘]‘“‘3 GNC
1305866972 0,002457392 0,008550861 CACNG5 calcium voltage-gated channel auxiliary subunit gamma 5
! . . [Source:HGNC Symbol; Acc:HGNC:1409]
RAS like family 11 B H
-1,304649766 0,000541473 0,002158108 RASL11B S like Sayrrr;ib};l; AZ?;I“GbIE\; C:ZESO(‘):]CE GNC
Idehyde dehyd 1 famil ber B1
-1,30418161 3,63E-52 1,69E-50 ALDH1B1 a [esO};rie:; GerC"%eyﬁzzl; Ai?hycﬁecn:m‘;
AT-rich i ' in 5B H
-1,303816582 3,10E-82 2,74E-80 ARID5B e 1“;;2;2;’13:22;; 1[78306;“ GNC
-1,303563498 2,09E-16 2,78E-15 FBN1 fibrillin 1 [Source:HGNC Symbol;Acc: HGNC:3603]
1 i in1 H
-1,300533938 3,38E-159 9,12E-157 CAVIN1 caveolae ?;g;iﬁeiirgg; C:[QS&‘;CE GNC
SH3 and cysteine rich domain 2 [Source:HGNC
-1,300004282 0,000328882 0,001362864 STAC2 an C};;zrb‘zlffcc1132‘131‘2:2;9;’5‘1“6
-1,299706197 3,34E-05 0,00016506 MTBP MDMzsl;giziifgg‘l\[%o;ﬁ;:]HGNC
leol. tei :Hi
-1,297659052 7,92E-98 9,25E-96 NOL6 fue ;;;;Elr;zzf:c[;oc“flfg . O?NC
-1,29722846 1,07E-48 4,61E-47 ARRDC4 arrestin dsoyiagzlfzzfg‘gﬁé gg;;]cezHGNC
DOP1 leucine zipper like protein B H
-1,296852859 1,93E-32 5,21E-31 DOP1B © eu““;;ff;f chgg)l\?énl 29[%0““‘3 GNC
b tidase M [Source: HGNC
-1,29585044 1,06E-09 8,72E-09 CPM car O;‘;'Ipn?;;; :::H G[N‘g;;el I
K protein ki H
-1,295763648 2,87E-16 3,79E-15 MOK MO S};,Ef;iilcr;‘;’;eé;?;;‘;g]cl\]c
hromati ly factor 1 itB H
-1,295667149 8,81E-12 8,60E-11 CHAFIB chromatin ass‘;l;‘igoizscrﬂsc“ﬁgg . 1§S°“rce GNC
-1,294136621 2,48E-127 4,30E-125 LOXL2 lysyls(;’;izsl‘j :f:é ([;slgérgzgg]c NC
PSMC3 interacti tei H
-1,293965692 9,43E-08 6,45E-07 PSMC3IP SME3 ISI;ES;IX“ECP;;’G%I‘C[?%;; GNC
inc fi tein 536 [Source: HGNC
-1,293217618 5,82E-09 4,48E-08 ZNF536 zne ‘;‘yg;rbf)i;ec‘é‘H GI\E C?;;SZS]
hosphoribosyl hosph hetase 1
129193549 528E-59 294857 PRSI P oo HC o Aee 1N C 463
11 divisi le 20 [Source:HGNC
-1,291422754 2,05E-39 6,79E-38 CDC20 « ;V;ZEZICKESH G[Nocu;i;eza]
1,29053992 143E-31 373830 ODPDs e fomee NG SpbolsAccIONC 28801
Rho GTPase-activati tein 11B
-1,284753098 0,014662148 0,041356635 AC091057,6 [Source:‘LniPrzingjs‘;’]?s:_‘Erg:;if}wKRB8]
-1,281400113 3,56E-42 1,28E-40 TRNP1 TMF1‘reguIg‘;ibr;‘;i‘zigéﬁiggig]me:HGNC
-1,280357712 2,02E-05 0,000103226 SLCOICI solute carrier organic anion transporter family member

1C1 [Source:HGNC Symbol;Acc:HGNC:13819]
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-1,279144202 6,53E-31 1,66E-29 KRT18 keratin 18 [Source:HGNC Symbol;Acc:HGNC:6430]
integri it alpha 4 HGN
-1,278390466 1,69E-40 5,78E-39 ITGA4 m egm;;f;;j Aicl?HaGI\I[if’g‘lfS] GNC
-1,278003942 4,60E-32 1,22E-30 ATAD2 ATPase family, %Ziioii%g’;?‘;g% [Source:HGNC
IMA related kinase 2 H
-1,277905227 2,28E-08 1,66E-07 NEK2 NIM Sr;;r(i [;::IS: GIEISCO‘;;ZZ] GNC
DLG associated protein 5 [Source: HGNC
-1,276827329 3,01E-21 5,15E-20 DLGAP5 as;;f;i;} fggﬁg‘N ([::106‘;?:]
-1,275595984 2,81E-39 9,29E-38 RFLNB refilin B [Source:HGNC Symbol;Acc:HGNC:28705]
lo like kinase 4 [Source:HGNC
-1,270763648 6,14E-10 5,15E-09 PLK4 po gyinzollr:j:H[Gggiel 297]
K2 h 2 H
-1,270405593 0,018091819 0,04963102 NKX2-2 N Syg;‘sizi’;ﬂ[gggf;%;l\]c
-1,268711381 1,88E-51 8,60E-50 CTPS1 CTP synthase 1 [Source:HGNC Symbol;Acc:HGNC:2519]
WNK lysine deficient protein kinase 4 H
-1,267151097 2,15E-12 2,23E-11 WNK4 NK lysine ;ﬁf&ﬁiﬁﬁ&{gZsfsﬁi%m GNC
-1,265419031 1,26E-10 1,12E-09 SMCO4 Si“gle'ﬁ;fuiiﬁéﬁé ggﬁg&igg&tﬁgf&mm 4
inase A acti H
-1,265183995 0,00075037 0,002919341 BORA bora, auro;;s;‘z;;Ccf:ltévl\a]tc(’;ﬁ;z]rce GNC
t 1 protein 128 [Source:HGNC
-1,26219184 1,86E-05 9,50E-05 CEP128 cen mss‘;’:‘nl(ﬁ;rz::; GN[C:‘;B‘;Z]
-1,261876481 8,30E-75 6,20E-73 PDLIM1 Pbz az‘;gx);zzz‘{“cﬁz?;gg;HGNc
-1,260455265 3,44E-15 4,26E-14 FST follistatin [Source:HGNC Symbol;Acc:HGNC:3971]
LI Iponin homol ins 1 H
-1,259259792 1,06E-58 5,84E-57 LIMCHI Mand calp Og;rr‘nb((’)rlr;‘zfglgggg; 1550urce GNC
tor zinc finger 1 [Source:HGNC
-1,254637979 3,97E-05 0,00019452 CASZ1 cas ‘;ryfn“];f)lgf:;{ G[I\;’(‘:‘;C:O 0]
helicase, lymphoi ifi H
-1,254615778 2,46E-17 3,48E-16 HELLS elcase'Szzioﬁf;ﬁzgc[i%‘;;e GNC
WD t domain 76 [Source:HGNC
-1,254535196 3,22E-09 2,54E-08 WDR76 resf}’,:bol‘;’zi‘; Gl\[I CO ‘21;;973]
-1,254379991 5,31E-28 1,20E-26 TMEM178A transmergzizifzﬁgégéé:;?;]ce:HGNc
ADA llopepti ith th ; 1
-1,250876765 3,28E-12 3,34E-11 ADAMTS16 moa/flEi?ofiipgg‘;\?ecg;ngoiﬁ?‘I’;g’\r;‘ch;tlyo};
baculoviral IAP t containing 5 [Source: HGNC
-1,250159956 9,71E-31 2,45E-29 BIRC5 aculovira Sy::g’;;‘ Ai‘z;zrgégﬁgglource
-1,250102272 4,37E-121 6,84E-119 CRIM1 Cyi;‘:lrl‘;zc}}l‘ éﬁgsxsr;ﬁzazfxg;zg‘;;;r 1
-1,249783847 1,21E-35 3,58E-34 FLG filaggrin [Source:HGNC Symbol;Acc:HGNC:3748]
-1,24930892 0,000182638 0,000795751 CCNE2 cyclin E2 [Source:HGNC Symbol; Acc:HGNC:1590]
RADS51 : in1 H
-1,248539026 1,30E-07 8,74E-07 RAD51AP1 > ass;frf;‘:;fii fgg;cz[lsg’ggze GNC
lin dependent kinase 15 [Source: HGNC
-1,248095966 0,000677038 0,002659099 CDK15 cyein esr;i‘b;r; AC?EISGeN CE 1::;:;
-1,247127119 7,15E-46 2,87E-44 PSRC1 proline and ;i;‘;;;f;‘gé%?g ;%’maHGNC
latel helial ; 1 H
-1,247045845 4,34E-21 7,37E-20 PEARI platelet endot E@lﬁ%ﬁffgééﬁ?ﬁg " [Source: HGNC
PX domain containing 1 [Source: HGNC
-1,246391265 2,35E-41 8,26E-40 PXDC1 Or;‘;;z;;“AT?EgN[C;T;z]
K associ i H
-1,246311208 0,002326672 0,008132456 NCKAPS5 NE asss;;it;‘?ggggljggg% GNC
-1,244479457 1,74E-228 9,95E-226 7YX zyxin [Source: HGNC Symbol; Acc:HGNC:13200]
t lutami 1 ‘H
-1,242361555 1,78E-05 9,15E-05 TGM1 ran;*? ;s;?i‘::; G[;OC“;CSW]GN ¢
-1,242285777 196E-61 1L17E-59 DUSPI dual specificity phosphatase 1 [Source: HGNC

Symbol; Acc:HGNC:3064]
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family with sequence similarity 83 member D

-1,2408562 L11E-12 118E-11 FAMSSD [Source:HGNC Symbol;Acc:HGNC:16122]
-1,23792129 4,65E-61 2,74E-59 SYNPO synaptopodin [Source:HGNC Symbol;Acc:HGNC:30672]
iparti if containing 17 H
-1,233153193 0,000135627 0,000606026 TRIM17 mparme;:;{;?;‘i‘ggi C;SZ;}CE GNC
Icium h tasis modulator famil ber 5
-1,231304791 3,07E-08 2,20E-07 CALHM5 ca C[l;‘(i‘mc;r}‘fcoilacs“ss’y’i‘;O‘;}:C‘zHaé“I\‘Ié;es?s]er
H2 i ining 4A H
-1,226609614 2,05E-14 2,43E-13 SH2D4A 5 dorg;ﬁ;glr‘rcl?‘;chCfgfg;]e GNC
toskelet iated protein 2 lik HGN
-1,222756661 3,19E-12 3,26E-11 CKAP2L cytoskeleton ;;iig;;g;’l é;‘C:2‘68e7[75]°“r°e GNC
-1,220796211 3,31E-14 3,90E-13 ORC6 orgin reCOg“é?ﬁi‘gﬁfﬁé‘ﬁgﬁ;165[15](’““8:HGNC
indl tus coiled-coil protein 1 H
-1,220666246 497E-33 1,36E-31 SPDL1 Spin eappargyﬁ;ﬁ;;g Gﬁg;‘;} . O[]S ource: HGNC
large tu kinase 2 [Source: HGNC
-1,219415137 5,25E-54 2,57E-52 LATS? arge mog;ﬁg’;ﬁfz};g;sg 6; 1‘;;"“’
EH i ining 4 H
-1,218075237 4,44E-82 3,86E-80 EHD4 dorg;ﬁgg?:é?;%\}?g;& GNC
icrofibril associated protein 5 [Source: HGNC
-1,215516507 1,51E-46 6,22E-45 MEAP5 fierott “s;iic;ilf;:ccg‘éggzg 6‘;‘;]“
-1,215367023 6,01E-15 7,32E-14 0ocA2 Oéﬁiiﬁgjg;ﬁfﬁiiﬁéﬁggrl((’)tle]m
-1,214944828 3,43E-12 3,48E-11 CLSPN claspin [Source:HGNC Symbol; Acc:HGNC:19715]
-1,214614273 3,58E-07 2,29E-06 ST6GALNAC3 S1° Nagx&zlifgflacmsl;:s;li}z;Z;ﬁggﬁfems" 3
tor class F member 2 [Source: HGNC
-1,213093238 1,08E-70 7,55E-69 SCARE?2 scavenger recse;’m‘;roif:cHrgel;“erg " 6[9]°“r°e
-1,212847236 1,76E-10 1,55E-09 TTK TTKSP}’EE;‘:ICT‘;EG[;?EZ;?NC
-1,210801563 5,12E-60 2,94E-58 RRAS2 RAS related 2 [Source:HGNC Symbol;Acc:HGNC:17271]
in 255B H
-1,210677191 8,58E-10 7,10E-09 TMEM255B trammen;:iﬂiﬁzfgclfc2[2(2’;;]“ GNC
llagen type V alpha 1 chain [Source:HGNC
-1,209026982 1,54E-19 2,44E-18 COL5A1 cofagen gfnb;;pA;:HCng:[n‘;‘;Te
i :H
-1,206261021 3,42E-07 2,19E-06 CENPW CE“”OSI;‘EE (ﬁr/iz‘;gl\[fco‘;ﬁ‘; . GNC
it t i d mi ti fact :-HGN
-1,201187373 5,69E-05 0,000272127 NEXMIF neurite ex ens;;r:nf;l;;“:f: Glcl’\?cza;gz;s[]soum GNC
Idehyde dehyd 1 famil ber L2
-1,199404099 1,49E-32 4,04E-31 ALDHIL2 a [S?OLCZ:HGGIZI Cr Z%:Ejzel A;T{l gl\?éeg;;’;ﬂ
i D4 H
-1,19365711 8,66E-12 8,46E-11 DRD4 doPamsl;‘;zﬁi:H Glgsé";gcz‘; GNC
tral cholesterol ester hydrolase 1 [Source: HGNC
-1,192787866 3,59E-56 1,85E-54 NCEH1 neutratcho ess;;%;s:;}yl GrNO gf;% 6[O](’urce
-1,191493091 7,90E-09 6,01E-08 MRVIT m;zzf;egg;gssl;‘;f;’x:;téégc;r;;;;’g
-1,190413543 6,28E-17 8,64E-16 C501f30 chromosome g;riir;lfiiii;;gcfﬁggsf)% 5 ourceHGNC
-1,188832101 2,93E-17 4,13E-16 AURKA aurs‘;fl::;fscﬁéﬁ‘écfgg]\m
-1,188470035 2,97E-19 4,64E-18 DSP desmoplakin [Source:HGNC Symbol; Acc:HGNC:3052]
I ier famil Al H
-1,187703155 1,87E-19 2,95E-18 SLCSAT solute Camesry;rs;g :cf:gkl)\?é: " O[Zg’]urce GNC
EEF1A lysine methyltransferase 4 H
-1,186784343 0,016829454 0,04668273 EEF1AKMT4 ys“;eygﬁobyAszr;fé;?é?53£§§’]“rce GNC
-1,185395552 0,000614741 0,002431153 HECW1 proﬁﬁéi i“[‘éowufgedgga\;g ;‘;‘I‘;il;“;‘i f;&%@g{ 5]
-1,184358608 5,00E-09 3,87E-08 MATN3 matrilin 3 [Source: HGNC Symbol;Acc:HGNC:6909]
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-1,181767998

0,006962057

0,021630752

SLC17A9

solute carrier family 17 member 9 [Source:HGNC

Symbol;Acc:HGNC:16192]
in- 1 :H
-1,181151356 0,00129331 0,004775108 GPR63 GPmtem;;;E(ﬁ?;:;g’é";gigse’%‘zce GNC
-1,180369863 4,38E-22 7,71E-21 SEMAS3B semaphorin 3B [Source:HGNC Symbol; Acc:HGNC:10724]
ili lycan like sulfated gl i
-1,17946834 1,08E-45 4,30E-44 PAPLN Pal[J ;(Er f;gg’f}gCsa;‘mfoel;ilcslt;’ggg;(’ggg]mn
1 tion related protein [Source: HGNC
-1,178409597 4,23E-55 2,13E-53 NREP neurona rege;yelszx:c;ecﬁgzggi]Ource
HOP h H
-1,177550022 5,66E-42 2,02E-40 HOPX ()SymZEeZIZ:;[gEIéCZe 4%%\IC
in h hai :Hi
-1,174252675 5,12E-107 6,63E-105 MYH9 myos‘;‘yi;‘;ﬁci‘;gl[\?g?sg] GNC
-1,171533448 1,45E-41 5,14E-40 LMNB1 lamin B1 [Source:HGNC Symbol;Acc:HGNC:6637]
factor [Source: HGNC
-1,169783978 1,42E-95 1,58E-93 SRF Serums;i};?)iiecz;g\[r lelgg |
-1,169002196 7,86E-55 3,92E-53 STX12 syntaxin 12 [Source:HGNC Symbol;Acc:HGNC:11430]
-1,167450511 2,99E-133 5,79E-131 FOSL2 F[OSSOES;HIS;Et;;‘:szlpz:?lféﬁzs;;’g‘glt
Isulfatase famil I H
-1,16634237 4,98E-10 421E-09 ARSI ary'su atgsyinf,ﬁflﬁﬁrékﬁéfgﬁﬁce GNC
Kinetoch. ffold 1 [Source:HGNC
-1,166000911 4,73E-11 4,35E-10 KNL1 ne OS(;IIZII;JeOiC:CC(?H Gl\[I CO ;i;; "
-1,164174358 4,32E-48 1,84E-46 Cllorf24 chromosome 1;;£E‘;1ffc‘if;gcflr\?glef;ills ource:HGNC
BRCA?2, DNA repai iated H
-1,163545514 2,71E-05 0,000135903 BRCA2 CAZ I\Sly;f)gfi::;’g;ec 1[150‘;‘]‘“9 GNC
-1,163370551 4,13E-14 4,83E-13 CRISPLD1 CySteme[;i;:riffgéﬁpsr;;f:;ffi;%’;‘é{?scz%r:]ammg !
-1,159714468 2,78E-41 9,72E-40 FBLN5 fibulin 5 [Source:HGNC Symbol;Acc:HGNC:3602]
-1,158179893 1,10E-105 1,42E-103 TLN1 talin 1 [Source:HGNC Symbol;Acc:HGNC:11845]
-1,15810865 4,87E-06 2,70E-05 TPHI trypt"p}sl;i:zsfc’ggéel\%i%g;e]:HGNC
RecQ like helicase 4 H
-1,156996581 2,88E-24 5,62E-23 RECQLA eCQs;ﬁboi;Xii{ éﬁ’ér;; 49]GNC
BMP binding endothelial regulator [Source: HGNC
-1,155289578 2,87E-08 2,07E-07 BMPER m mgyerlrllb(())l;:clil—;égl\lllé ;:1[5 4?‘““9
-1,154572037 5,91E-11 5,36E-10 FANCA FA Complesr;‘;rgztzrgcg:g é‘gé ;z;’;]rcezHGNC
-1,15336218 1,39E-07 9,29E-07 C30rf52 chromosome :;Ifr’;’;lri;"i‘;gcfﬁé“; éégource’HGNC
-1,153252691 3,64E-52 1,70E-50 ETS1 ETS pmto’mcogse;i;;) ;r:;icgg’t;\?g;i?;r [Source: HGNC
lement C4B (Chido blood ‘HGN
-1,152206315 0,006221564 0,019638202 C4B compiemen Csyn(lioi :J;;%ﬁg’glgsoume GNC
lial cell derived trophic factor [Source: HGNC
-1,150615361 1,50E-05 7,77E-05 GDNF ghatce erl‘g‘;ﬁiﬁgig é‘;\léc 4‘;;] ouree
P i ining 1 H
-1,14994443 4,46E-77 3,46E-75 SPOCD1 SPOC d(;r;:;oiogilgggl\] Clgggg]e GNC
-1,149750436 0,007781574 0,023856364 AC068831,7 novel transcript
-1,149373933 2,97E-06 1,70E-05 Clorfl12 chromosome ls;ff;oifzféﬁ éﬁ?;;;és[]source:Hch
target of myb1 like 2 membrane trafficki tei
-1,147926021 3,58E-123 5,80E-121 TOM1L2 arg?sgu:iH G;\IeC s;l;?olf:rz:ﬁrlzgcﬁégg emn
-1,147817731 1,15E-12 1,22E-11 ZNF93 zine f;;i‘i;g::::éﬁg‘igigcl\lc
TIMP metallopeptidase inhibitor 3 [Source: HGNC
-1,146882971 8,78E-111 1,20E-108 TIMP3 meta S‘;EEEOII;ZS:C;‘I Gll\; CO rl ; 8[220]“r°e
-1,146779101 0,016926069 0,046877023 HGE hepat°Cg;iﬂfgﬁ?j?;é’;gi‘;;;ﬂchlc
-1,146655703 1,84E-08 1,35E-07 LSM11 LSM11, U7 small nuclear RNA associated [Source: HGNC

Symbol;Acc:HGNC:30860]
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-1,145323416

3,97E-73

2,90E-71

PAWR

pro-apoptotic WT1 regulator [Source: HGNC

Symbol; Acc:HGNC:8614]
itoti ficient 2 like 1 H
-1,144492726 4,94E-17 6,34E-16 MAD2L1 mitofic arrg;:&f:::Hél\?cgz;]rce GNC
tinoic acid induced 14 [Source: HGNC
-1,144290447 1,49E-80 1,25E-78 RAI14 re m"l;;ib;lr; A‘CffH GN[CEZ;Z]
— > 3 1 H
-1,142617964 6,19E-07 3,86E-06 ORC1 orgin recognglyorzsgm Z’I‘{sgg‘g;tm;?ource GNC
inc fi tei ‘HGN
-1,140027556 721E-05 0,000338113 ZNF850 e ‘;‘frirbz&i‘;:‘ééol\gi‘:’;;g 4]G <
-1,139272063 0,000809884 0,003130799 DKK?2 digﬁi ﬁg;g%;ﬁgg&:ﬁag&%hg‘;g 2
-1,138252533 0,001083853 0,004068327 CHRNAS Chg;t‘fiﬁgﬁgtg;’:ggI‘Xfﬁ%‘;éSl‘;zg;“t
Wnt famil ber 5B [Source: HGNC
-1,13821358 4,35E-36 1,31E-34 WNT5B n asr;‘inybg;;ricz GN[C?;ZC;]
-1,137739327 1,54E-16 2,06E-15 WDRS6 WD r‘;’;ﬁgﬁﬁi’ﬁ?&?g;g;gGNC
leckstrin homol d RhoGEF domain containing G4B
-1,134958915 5,46E-54 2,67E-52 PLEKHG4B D¢ rl[gotf)rrcl:le?gé}ll\laélSymgoGl; ACC:‘;{“SS‘CC:;;‘SZIQTHg G
-1,132453128 5,14E-54 2,52E-52 GFRA1 GDNF fang;gsi?::;ggﬁég;’;]rce:HGNC
lo like kinase 2 H
-1,129978114 3,73E-165 1,10E-162 PLK2 po gyinzoll; T::H([;SISI?;Z . Q;NC
lute carrier family 44 member 3 [Source: HGNC
-1,12953532 0,000949954 0,003607596 SLC44A3 sotute Carr";ry;?;liccgecm grz seE Sg]urce
L16 bindi in2 H
-1,125772625 0,00036105 0,001486323 ULBP2 v 621;;:111;0%;12?;;21\1[331?9‘?4] GNC
heparin binding EGF lik th factor [Source: HGNC
-1,123949376 8,70E-36 2,60E-34 HBEGF eparin bin mgymboll;:cigchzco ;’;][ ource
-1,123845134 7,01E-101 8,61E-99 TGFB1I1 tramf‘;;’:‘riigﬁ}c‘ ?;:gé;?:;;‘g‘géi?;‘;ﬁ“ipt 1
“hydroxytryptami tor 1B H
-1,122851317 0,001281939 0,004736732 HTR1B S-hydroxy rg}i;ﬁi‘zzﬁg;rcﬁzfgume GNC
EF-hand domain famil ber D1 [Source: HGNC
-1,121616175 1,01E-12 1,08E-11 EFHDI1 an OziﬁbiifgzcﬁénNéf295; 6]‘“"“’
I spindle mi 1 I H
-1,121491831 1,72E-20 2,83E-19 ASPM abnorma Spm‘;;m“;ﬁit:g;gla\?g’gg 45;3][5(’““ GNC
RRAD, Ras related glycolysis inhibitor and calcium
-1,117927812 1,33E-16 1,79E-15 RRAD channel regulator [Source:HGNC
Symbol;Acc:HGNC:10446]
-1,117578783 2,83E-64 1,80E-62 LBR lamin B receptor [Source:HGNC Symbol;Acc:HGNC:6518]
ickle pl 1l polarity protein 1 [Source:HGNC
-1,116015399 3,64E-24 7,05E-23 PRICKLE1 pricep anaSryCribgl(;) :Cr;tzlgrlz ce;l?m 1[9]0“rce
-1,115644198 4,15E-30 1,02E-28 MCM6 mlmC}E;ZT:)CZOI?&Eélg;emnzglcx?;{%z( gg;‘g]’nent 6
leolar and spindl iated protein 1 H
-1,11486429 0,000909858 0,00347436 NUSAP1 nucleotar an s};l;m;oiszcc’zgél\%z ;5‘28] [Source: HGNC
-1,113631544 2,57E-11 2,43E-10 KIF20B kinesin f?;‘iiginc‘fg é(l)\?c[i‘;‘ge:HGNC
I Lalpha 1 chai H
-1,112881679 9,32E-12 9,08E-11 COL1A1 cotagen %’;’;bzlifcgcﬁgzsf;;e GNC
-1,111926935 2,13E-09 1,70E-08 ERFE erythroferrone [Source:HGNC Symbol;Acc:HGNC:26727]
-1,111788662 9,44E-71 6,64E-69 FLNB filamin B [Source:HGNC Symbol;Acc:HGNC:3755]
-1,111191222 9,45E-10 7,78E-09 ILIRAP interleukin 1 re;;gg;i::z ;’éyl\féf;t;;gl[source:HGNc
C-X-C motif chemokine ligand 8 [Source: HGNC
-1,11008318 1,72E-17 2,46E-16 CXCLS me IS;I:;;‘I’; Al::;éag e ézg}lrce
-1,109867497 6,19E-22 1,08E-20 PRSS12 serir;‘;::;’;ﬁi;ég;‘g;;?NC
-1,108511202 2.70E-22 4,79E-21 ATOHS atonal bHLH transcription factor 8 [Source:HGNC

Symbol;Acc:HGNC:24126]




Genes 2023, 14, 853

83 of 140

Fraser extracellular matrix complex subunit 1

-1,108409132 5,93E-11 5,38E-10 FRAS1
[Source:HGNC Symbol;Acc:HGNC:19185]
nucleic acid binding protein 1 [Source:HGNC
-1,106415336 5,87E-38 1,87E-36 NABP1 Symbol;Ac:HGNC:26232]
phospholipase C epsilon 1 [Source:HGNC
-1,102 1 14E-34 4E- PLCE1
+10265560 3 3 8,94E-33 ¢ Symbol; Acc:HGNC:17175]
InaF motif containing 2 [Source:HGNC
-1,102205382 6,42E-34 1,81E-32 INAFM2 Symbol;Acc:HGNC:35165]
SPC25, NDC80 kinetochore complex component
-1,100574567 1,31E- E- PC2
/10057456 B1E-05 6,86E-05 SPC25 [Source:HGNC Symbol; Acc:HGNC:24031]
peroxisome proliferator-activated receptor gamma,
-1,100154473 1,88E-46 7,71E-45 PPRC1 coactivator-related 1 [Source:HGNC
Symbol;Acc:HGNC:30025]
B : : palladin, cytoskeletal associated protein [Source:HGNC
1,099551851 4,04E-124 6,71E-122 PALLD Symbol; Acc:HGNC:17068]
fibronectin type III domain containing 1 [Source: HGNC
-1 1 1,94E-1 2,17E-12 FNDC1
109899036 9 3 ! NDC Symbol; Acc:HGNC:21184]
centrosomal protein 78 [Source:HGNC
-1 7,56E-1 1,16E-17 EP7.
96993098 /S6E-19 16 CEP7S Symbol;Acc:HGNC:25740]
actin filament associated protein 1 [Source:HGNC
-1,095537131 3,19E-71 2,28E-69 AFAP1 Symbol;AcHGNC:24017]
DNA cross-link repair 1B [Source:HGNC
-1,09516521 7,70E-11 E-1 DCLRE1B
095165213 70 6,93E-10 c Symbol; Acc:HGNC:17641]
cerebellar degeneration related protein 2 [Source: HGNC
-1,093985939 2,95E-30 7,32E-29 CDR2 Symbol: Ac:HGNC:1799)]
-1,090611958 1,76E-08 1,30E-07 RTKN2 rhotekin 2 [Source:HGNC Symbol; Acc:HGNC:19364]
-1,089032589 2,33E-81 2,00E-79 SORT1 sortilin 1 [Source:HGNC Symbol;Acc:HGNC:11186]
STIL, centriolar assembly protein [Source:HGNC
-1,088756267 2,33E-10 2,03E-09 STIL Symbol; Acc:HGNC:10879)]
DNA damage induced apoptosis suppressor
-1 751997 2,09E- 1,22E- DDIA
08875199 /09E-06 ’ 05 5 [Source:HGNC Symbol; Acc:HGNC:26351]
solute carrier family 6 member 11 [Source:HGNC
-1,087134461 23897 134421 LC6A11
,08713446 0,00032389 0,001344216 SLC6 Symbol:Acc:HGNC:11044]
transient receptor potential cation channel subfamily C
1,086511194 0,000214898 0,000921411 TRPCH member 4 [Source:HGNC Symbol; Acc:HGNC:12336]
von Willebrand factor A domain containing 1
-1 2111 4,26E-54 2,10E-52 VWA1
108580 26E-5 10E-5 [Source:HGNC Symbol; Acc:HGNC:30910]
B : ] gamma-aminobutyric acid type A receptor epsilon
1,084697324 1,54E-10 1,36E-09 GABRE subunit [Source: HGNC Symbol; Acc:HGNC:4085]
centromere protein U [Source:HGNC
-1 77 1,44E-1 1,28E- ENP
083395776 ! 0 28E-09 ¢ u Symbol; Acc:HGNC:21348]
LIM domain binding 3 [Source: HGNC
-1,083184448 0,017481385 0,048188034 LDB3 Symbol; AcHGNC:15710]
solute carrier family 16 member 3 [Source:HGNC
-1,08144 2,17E-52 1,02E- LCI6A
/08144855 ! 5 02E-50 SLCI6A3 Symbol; Acc:HGNC:10924]
BCL2, apoptosis regulator [Source:HGNC
-1,08109903 7,18E-08 4,97E-07 BCL2
! Symbol; Acc:HGNC:990]
-1,080028234 8,15E-136 1,63E-133 TPM4 tropomyosin 4 [Source:HGNC Symbol;Acc:HGNC:12013]
-1,078643391 6,70E-07 4,16E-06 KIAA0895 KIAA0895 [Source:HGNC Symbol;Acc:HGNC:22206]
-1,078548383 2,18E-42 7,89E-41 NTN4 netrin 4 [Source:HGNC Symbol;Acc:HGNC:13658]
Pim-1 proto-oncogene, serine/threonine kinase
-1,077677124 1,16E-24 2,29E-2 PIM1
0776 16 29E-23 M [Source:HGNC Symbol; Acc:HGNC:8986]
formin homology 2 domain containing 3 [Source:HGNC
-1,077148508 4,13E-34 1,17E-32 FHOD3
Symbol;Acc:HGNC:26178]
syntaxin binding protein 6 [Source:HGNC
-1,0771352 1,81E-1 2,28E-14 TXBP
077135298 8 5 28 5 6 Symbol; Acc:HGNC:19666]
DNA polymerase epsilon, catalytic subunit
-1,075521 1,48E-2 E-24 POLE
075521353 ABE-25 3,05 0 [Source:HGNC Symbol; Acc:HGNC:9177]
BMP/retinoic acid inducible neural specific 1
-1,074226789 473E-18 6,95E-17 BRINP1 [Source:HGNC Symbol;Acc:HGNC:2687]
-1,073622582 1,24E-17 1,79E-16 CXCL6 C-X-C motif chemokine ligand 6 [Source:HGNC

Symbol;Acc:HGNC:10643]
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centrosomal protein 152 [Source: HGNC

-1,072798384 3,29E-05 0,000163203 CEP152 SymbolsAceHIGNC29296]
-1,072045207 2,85E-83 2,56E-81 TNS3 tensin 3 [Source:HGNC Symbol;Acc:HGNC:21616]
-1,071849874 7,16E-11 6,47E-10 KIF14 kinesin é??ézlfgﬁéﬁéiﬁg:HcNC
i i :H
-1,070193779 3,22E-17 4,52E-16 SPAGS5 sperm a;;(igsziizﬁgﬁc[fgg; GNC
f cytokine signaling 3 [Source: HGNC
-1,069223791 1,76E-47 7,39E-46 SOCS3 SUPPressor gygb‘(’ﬂ;‘;ﬁgxgi 93[9 f]“rce
-1,068985287 1,80E-44 6,91E-43 NTN1 netrin 1 [Source:HGNC Symbol; Acc:HGNC:8029]
ilin, intermediate filament protein [Source: HGNC
-1,068754847 5,37E-34 1,51E-32 SYNC syneotin, i ersr;fnl;zlf AIC:E?N’(’;;’S;% ouree
. R . -
-1,067734561 2,15E-08 1,57E-07 IMMP2L mner[srz ::fcce;lrgﬁé gﬁiﬁ?ﬁfﬁfgﬁéﬁgggmt
t tein F [Source: HGNC
-1,065114511 7,40E-30 1,80E-28 CENPF cen rosr;‘zg(ﬁrzsré G[N(gjlr;;]
-1,064551268 2,39E-21 4,09E-20 AMPH amphiphysin [Source:HGNC Symbol;Acc:HGNC:471]
-1,063667597 0,003753844 0,012475955 PCLAF PCNA da;“yiifﬁ:jfg éj;t((j’:rzgsg(gﬁcezHGNC
-1,062854316 5,27E-15 6,48E-14 BNC1 basonuclin 1 [Source:HGNC Symbol;Acc:HGNC:1081]
-1,057977904 6,18E-06 3,39E-05 LRR1 leucine rg;ﬂf;iiiggg;é:[lsgc;izc]ezHGNC
dishevelled binding antagonist of beta catenin 1
t b tein 109 [Source: HGNC
-1,056743066 6,94E-38 2,20E-36 TMEM109 rammer;yﬁj“;}:é’cg‘cN C:[Z g’;;f]e
Rh i leoti hange f H
-1,056440145 0,001578695 0,00571357 ARHGEF39 © guanine ““;;(:;‘ii:;iggg Ca;g’gro‘;’? [Source:HGNC
11 divisi 1 iated 2 [Source:HGNC
-1,055952646 6,95E-10 5,80E-09 CDCA2 « ‘V‘S“;;I;ﬁﬂeziiogé; - 1[4 602‘;C€
-1,054772681 2,23E-52 1,05E-50 TMTC4 tra“Smi;ff;fggﬁgg;:;ﬁfiﬁ éfé’f}ag; 52; ining 4
inoembryonic antigen related cell adhesi lecul
-1,052072828 5,22E-05 0,000251057 CEACAM19 CarC‘“;’;’Eozc;:;acnl\%egyisoi ACCZ;GNQCSE?;E eoute
1051736049 344E-30 848E-29 PRKAG, B eareeHONC SymbolAcerionc0356]
-1,051479627 8,87E-34 2, 47E-32 C901f3 chromosome gyolfl:;;Zaii;gcfggf;ﬁoume:HcNC
ignal peptide, CUB domain and EGF like domai
-1,050075175 L14E-11 L10E-10 SCUBE3 corsllti:inzeg [ISOeurce:HG(IiTn(IIa;r}l/;rllaol;Acc:;IéN(leg;l;SS]
-1,049744611 5,91E-10 4,96E-09 PLD5 phosp h°hP?;ﬂiiiﬁiﬁgéﬁ’;ggﬁum:HGNC
Karyopherin subunit alpha 2 [Source: HGNC
-1,048327414 1,10E-72 8,05E-71 KPNA2 aryop eglyn;;o;;lzlcc?lfc; C:[6;’;5r]°e
-1,048141345 0,000180256 0,000786078 TEK TEK receg;cr)rrﬂ?c: ;?:izeélcnlize E;’;Ee:HGNC
ADAM metallopeptidase with th di 1
-1,047280952 5,82E-08 4,07E-07 ADAMTS6 moti;‘;e[gozf:gl G"’;ec“gymb;s f:f;‘g’; C“; gfe
-1,045971314 3,44E-09 2,71E-08 HMMR hyaluronan mg?igi&‘ﬂ‘;}érNegfggl’rzl[source:HGNC
Kinetochore localized astrin (SPAG5) bindi tei
-1,045372296 8,14E-21 1,36E-19 KNSTRN mne cféoﬁﬁeﬁéﬁec S?;LZ&CC;%EE 316‘;;6}7’; oten
hosphoenol te carboxykinase 2, mitochondrial
s e swes e P e
I 1 i H
-1,043307551 0,00098618 0,003733479 GINS3 GINS C;’;r‘rf’bz’l‘ﬁ’:‘g&iésg;;i] GNC
DNA pri it1 H
-1,042873269 0,011043238 0,032411536 PRIM1 N péﬁﬁﬁiﬁ?fﬁclq[ff;;ﬁ] GNC
-1,042450978 5,42E-60 3,10E-58 SYDE1 synapse ddec“;iigzlilzf‘;gﬁggg;% [Source: HGNC
-1,042245629 3,77E-23 6,94E-22 SERACI serine active site containing 1 [Source:HGNC

Symbol;Acc:HGNC:21061]
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TNF receptor associated factor 5 [Source:HGNC

-1,040166259 6,41E-24 1,23E-22 TRAF5
Symbol;Acc:HGNC:12035]
-1,039476106 5,47E-167 1,69E-164 ACTB actin beta [Source:HGNC Symbol;Acc:HGNC:132]
minichromosome maintenance complex component 5
-1,038497037 1,60E-37 5/03E-36 MEMS5 [Source:HGNC Symbol; Acc:HGNC:6948]
eva-1 homolog A, regulator of programmed cell death
-1 292 2,20E-24 4,32E-2 EVAIA
038329206 20 3 3 V. [Source:HGNC Symbol; Acc:HGNC:25816]
non-SMC condensin II complex subunit G2
-1 24 45E-24 1,61E-22 NCAPG2
038032489 8,45 /6 CAPG [Source:HGNC Symbol; Acc:HGNC:21904]
DAB?2, clathrin adaptor protein [Source:HGNC
-1,0376445 2,25E-32 6,01E-31 DAB2 Symbol: Ac:HGNC:2662]
potassium two pore domain channel subfamily K member
-1,03753237! 70E- 2,56E-4 KCNK2
037532375 570E-50 S6E-48 ¢ 2 [Source:HGNC Symbol;Acc:HGNC:6277]
-1,036622103 2,88E-107 3,75E-105 LOX lysyl oxidase [Source:HGNC Symbol; Acc:HGNC:6664]
epithelial cell transforming 2 [Source:HGNC
-1,035797819 5,73E-23 1,05E-21 ECT2
Symbol;Acc:HGNC:3155]
human immunodeficiency virus type I enhancer binding
-1/035181149 452E-19 6,99E-18 HIVEP2 protein 2 [Source:HGNC Symbol;Acc:HGNC:4921]
-1,034830193 1,32E-28 3,08E-27 PKP4 plakophilin 4 [Source:HGNC Symbol; Acc:HGNC:9026]
RAB3B, member RAS oncogene family [Source:HGNC
-1 117 2,59E- 2,06E- RAB3B
033117005 SIE-09 /06E-08 3 Symbol;Acc:HGNC:9778]
lactate dehydrogenase A [Source: HGNC
-1,03256121 2,18E-11 18E-111 LDHA
032561213 /18 3 318 Symbol; Acc:HGNC:6535]
chromosome 12 open reading frame 75 [Source: HGNC
-1,032401607 3,89E-37 1,22E-35 C12o0rf75 Symbol;Acc:HGNC:35164]
aquaporin 3 (Gill blood group) [Source:HGNC
-1,03169317 24, AQP.
,031693176 0,002488563 0,008636096 QP3 Symbol;Acc:HGNC:636]
solute carrier family 38 member 1 [Source:HGNC
-1,02832701 1,04E-76 7,98E-75 SLC38A1 Symbol;AccHGNC:13447]
kinesin family member 4A [Source:HGNC
-1,028241 7,37E-1 7,95E-12 KIF4A
028241868 3 3 95 Symbol; Acc:HGNC:13339]
kinesin family member 11 [Source:HGNC
-1,027377705 8,40E-18 1,22E-16 KIF11
Symbol;Acc:HGNC:6388]
-1,026857138 9,71E-79 7,88E-77 MICALL1 MICAL like 1 [Source:HGNC Symbol;Acc:HGNC:29804]
WT1 interacting protein [Source:HGNC
1,026062022 3,74E-27 8,13E-26 WTIP Symbol;Acc:HGNC:20964]
-1,025714784 1,24E-56 6,54E-55 GLS glutaminase [Source:HGNC Symbol;Acc:HGNC:4331]
-1,024709959 2,73E-60 1,58E-58 CYTH3 cytohesin 3 [Source:HGNC Symbol;Acc:HGNC:9504]
coiled-coil domain containing 9B [Source:HGNC
-1,024391899 2,86E-13 3,17E-12 CCDCY9B
Symbol;Acc:HGNC:33488]
WNK lysine deficient protein kinase 2 [Source:HGNC
-1,02439127 1,32E-1 1,68E-14 K2
024391276 3 5 /68 WN. Symbol; Acc:HGNC:14542]
colony stimulating factor 1 [Source:HGNC
-1,02 2 E- 2,61E-67 F1
023608025 3,83E-69 O1E-6 cs Symbol;Acc:HGNC:2432]
essential meiotic structure-specific endonuclease 1
-1,022756467 0,00183443 0,006548741 EMEI1 [Source: HGNC Symbol; AccHGNC:24965]
RAP1 GTPase activating protein 2 [Source: HGNC
-1,02177487 E-11 4,87E-1 RAP1GAP2
0 873 533 8 0 G Symbol; Acc:HGNC:29176]
zinc finger protein 469 [Source:HGNC
1,017564569 9,24E-22 1,61E-20 ZNF469 Symbol; AccHGNC:23216]
myosin light chain 12A [Source:HGNC
-1,01 1 7E- E- YL12A
1669835 337588 3,33E-86 M Symbol;Acc:HGNC:16701]
pseudouridylate synthase 7 [Source: HGNC
-1,016531282 1,03E-1 1,17E-12 PUS7
1653128 A3E-13 i us Symbol;Acc:HGNC:26033]
exostosin glycosyltransferase 1 [Source:HGNC
1,01630817 1,69E-52 7,97E-51 EXT1 Symbol: AccHGNC:3512]
RAB23, member RAS oncogene family [Source: HGNC
-1,014901912 E-1 E-1 RAB2
0149019 509E-16 6,59E-15 3 Symbol; Acc:HGNC:14263]
cell division cycle associated 3 [Source: HGNC
-1,013713906 3,34E-10 2,87E-09 CDCA3 Symbol;Acc:HGNC:14624]
1012770798 3 45E-85 319E-83 CDK6 cyclin dependent kinase 6 [Source: HGNC

Symbol;Acc:HGNC:1777]
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-1,012667503

1,15E-10

1,02E-09

EGF

epidermal growth factor [Source: HGNC

Symbol; Acc:HGNC:3229]
R fati in famil 1 H
-1,012550213 2,45E-20 4,01E-19 RASSF1 as association g;gg;rl‘ :zgcnlifé“ ;’;;2] [Source:HGNC
don-bleu WH2 t protein like 1 [Source:HGNC
-1,011702491 2,79E-07 1,81E-06 COBLL1 cordon-bleu Symézfl’;fcfg’cincfz?’es71[] ource
-1,010954832 2,13E-08 1,56E-07 CD83 CD83 molecule [Source:HGNC Symbol;Acc:HGNC:1703]
kelch like famil ber 23 [Source:HGNC
-1,010473862 6,27E-13 6,80E-12 KLHL23 et esyexo{;“:cggl\] C:[27(;1(;Z§e
-1,009518952 1,55E-31 4,04E-30 TACC3 tramg’;ﬁiﬁggﬁ ;;ﬁf;iﬁ?g;‘?f fgrzit]ein 3
T3 beta-galactoside alpha-2,3-sialyltransferase 1
-1,008988383 5,59E-28 1,26E-26 ST3GALI S 3{:;15;;&?& Se;n‘;;; ASC:SI?GYN??Z;;]SQ
1,008712101 652605 0000308341 DLRADE e e IONC. Symbols A HGN O 1224]
th differentiation fact H
-1,007736611 5,76E-05 0,000275234 GDFé6 growth dr S;ﬁi;?;iﬁgéggﬁ;’;m GNC
horin 7A (John Milton Hagen blood
-1,007692902 3,44E-27 7,51E-26 SEMA7A sem[?(’m‘;z::‘H Glgg S’;méoilccf‘g‘Z‘N C‘?;’Wi(]’“p)
hosphoseri ; ferase 1 H
-1,007473023 2,15E-61 1,28E-59 PSATI phosp OSerg;;;‘; llnAOZa;SGi"CSi 9 1[2590]urce GNC
SMC condensin I lex subunit G [Source: HGNC
-1,006843806 2,73E-15 3,40E-14 NCAPG non con e;;;r;of‘:?féé;lcgzo 4][ ource
fail ions homol H
-1,006576267 4,30E-07 2,72E-06 FAXC ailed axo“;;;ziclf::zHg;(’cf’zgo[ig]me GNC
inich: int 1 t
-1,00599093 1,98E-34 5,68E-33 MCM3 inic [gzrr"ciogégé"sly?iglcx?gpcz‘é%?gm“ 3
-1,005332192 7,83E-06 4.24E-05 CCDC138 coiled-coil i?ﬁ?g&?;g‘éﬁéiig’]me:HGNC
i 1h hai H
-1,00492291 0,003412765 0,011466087 DNAH5 dynein aXOgjzzOI;TC‘ZP;G‘"I’\?&:Z&SS%‘]”CE GNC
branched chain amino acid t inase 1 [Source: HGNC
-1,004578178 2,66E-47 1,11E-45 BCAT1 ranched chain a;“ylgl’az&@r?éincmga;; [Source
bohydrate sulfotransferase 15 [Source:HGNC
-1,002595876 5,10E-49 2,23E-47 CHST15 carbony “’S;;‘;O(I’;izsggzec 18[1307‘]1“9
0999235344 298E15 37114 FOGT ramsforaee (S ONC Symbo st (ONC 28556
DnaJ heat shock protein family (Hsp4 B4
-0,998661126 347E-35 1,02E-33 DNAJB4 “a][sszr:egcgrco;;;;;‘}Xi;é’l\?éﬁggfr
-0,997880752 7,10E-42 2,52E-40 SGK1 serum/ gl“‘:OCogt;‘l’;ilr;eAgC‘zﬁgqlg‘:‘fgg llo][source:HGNC
lar endothelial growth fact H
-0,996233305 3,01E-09 2,38E-08 VEGEC vascular en cs’yri;zl;gAr:;vH G;cc?lrzgglzs]ource GNC
lasmi tivator, urokinase [Source: HGNC
-0,995578289 1,02E-111 1,46E-109 PLAU P aSmmogeg;;b‘;iZZC?;I"GII\II‘SZSSO[SZ‘}WE
-0,994522709 8,39E-09 6,36E-08 MARCH4 n[‘se:)rl‘ﬁzzrg éﬁ?é?ﬁiﬁfﬁiigﬁé2352;]4
-0,992578223 2,25E-26 4,78E-25 CCNB1 cyclin B1 [Source:HGNC Symbol;Acc:HGNC:1579]
histidine rich  terminus 1 H
-0,992313359 0,000129687 0,0005823 HRCT1 istidine “Csyiéii’z’cCtgg;‘g:s%s[g;““e GNC
-0,99112847 2,46E-33 6,79E-32 AKIP1 Ackinase ‘g;ziﬁrfcsr}‘;tgﬁ éﬁ%‘]r ce:HGNC
-0,990996259 1,12E-09 9,15E-09 GRB14 growth factor r‘;cyerfl Lo(:li’;’:;fl g;?éir;;; [Source:HGNC
SPC24, NDC80 kinetoch 1 t
-0,990762695 4,71E-08 3,33E-07 SPC24 Source:ti GNéng;ib‘:lf’ ;&“Ifggéozrggf;e“
-0,99070319 3,79E-94 4,09E-92 FBLIM1 filamin b‘g?i‘fi%ggéingg’s‘gce:HGNC
-0,988389301 3,95E-101 4,88E-99 VCL vinculin [Source:HGNC Symbol; Acc:HGNC:12665]
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-0,988345356

1,82E-30

4,57E-29

NT5C2

5'-nucleotidase, cytosolic II [Source: HGNC

Symbol; Acc:HGNC:8022]
inE H
-0,9866179 2,46E-10 2,13E-09 CENPE Ce“trosr;‘zgg;if; GEE“;;E 6 GNC
G protein subunit alpha o1 [Source:HGNC
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BRCAI associated RING domain 1 H
-0,984767888 1,48E-07 9,86E-07 BARDI ¢ assoc;é;;bolgccc:P‘I’énlf;c":gs[zsiource GNC
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I ier family 7 H
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-0,978548414 0,00040954 0,00167246 C4A complement C4$y ggi%;iﬂ?ﬁ gr{’;’g [Source: HGNC
cell proliferation regulating inhibitor of protein
-0,97828917 1,99E-11 1,89E-10 CIP2A phosphatase 2A [Source:HGNC
Symbol;Acc:HGNC:29302]
11 divisi le 7 HGN
-0,975848177 2,12E-07 1,39E-06 cDC7 Ce ;;:S(ZIICXCCCGH G[?\cl)grf; 45]G ¢
-0,97584281 3,38E-27 7,39E-26 RAB32 RABS32, memb;;gﬁilxszﬁg;%$;%§Source:HGNC
-0,975065688 2,39E-06 1,38E-05 CHODL chondrolectin [Source:HGNC Symbol;Acc:HGNC:17807]
li ine rich 2 H
-0,974826821 5,30E-06 2,93E-05 PROSER?2 pro lneS;’fbiifX‘:CgGNggg;;; GNC
tosin like F-actin bindi tein 1 [Source: HGNC
-0,973359902 1,14E-127 2,01E-125 COTL1 coactosin like syiibr;l;:;cﬁ;c}ggjgo 4[] ouree
-0,973267951 2,70E-63 1,68E-61 COL4A1 collagen tg‘;ﬁgjﬁ?j‘égﬁ? Sg;lrcezHGNC
leucine zi tein 1 H
-0,97311518 2,32E-32 6,20E-31 LUZP1 eucmes;ﬁgziirc‘zEENEEZ;;Z] GNC
-0,973112298 2,02E-39 6,72E-38 EPDRI ePe“g}Zﬁ;‘;ﬁact;iéI[\?g‘flr;;;;]GNC
-0,970348886 5,00E-08 3,53E-07 MMS22L MMS22 hk‘;y?gg}ffj;g;’g;E;Z‘frce’HGNC
-0,970097577 4,92E-09 3,82E-08 SGO2 shugoshin 2 [Source:HGNC Symbol; Acc:HGNC:30812]
E2F t iption fact H
-0,968740329 1,23E-13 1,39E-12 E2F5 ra’:;;i;fg;?é;?gﬁ; GNC
Ici ltage-gated channel auxiliary subunit 4
-0,968700842 5,26E-44 1,99E-42 CACNG4 ~ cvaum F;’O;gCZZE;GQN CC S?Iigoiit‘cgé;“c:TZGS]gamma
-0,965887912 5,02E-21 8,50E-20 CD34 CD34 molecule [Source:HGNC Symbol;Acc:HGNC:1662]
-0,965596819 0,008855421 0,026734335 CARD11 Cas[gx:sg‘g;rgg;iiffg‘ciaggﬁrgirgg;]11
-0,965481023 2,33E-52 1,09E-50 NF2 neurofibromin 2 [Source:HGNC Symbol;Acc:HGNC:7773]
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-0,964115025 2 96E-07 191E-06 C0rf10 chromosome 9 open reading frame 40 [Source: HGNC

Symbol;Acc:HGNC:23433]
i i is regulator homol H
-0,963961518 2,32E-17 3,29E-16 RRS1 ribosome blog‘;gii;’fi‘:jﬁ’él\locﬂzgggggsource GNC
SMAD specific E3 ubiquitin protein ligase 2
-0,963655275 2,62E-46 1,07E-44 SMURF2 [ Sourc::pligl\llcc sy;;EEXSCEEZQNIE;iEZZZJ
oo ommors  ovvwe  nmenn | Mmoo MT o donen
int ti tei :HGN
-0,961253388 0,003044851 0,010359111 oIP5 Opain s;:;;‘f :;:;}21\51 C[Szo(;;rgg] GNC
-0,960191873 2,00E-69 1,37E-67 SUN2 Sadl and UNE?};?‘;E:E ;’gﬁ?i‘fﬁ é]s ource:HGNC
-0,958599335 4,10E-16 5,34E-15 ARNTL2 aryl }giﬁzzrggl\;?;’x;:F/il:::éa;iolcsa;g;hke 2
-0,958413448 1,12E-08 8,43E-08 C210rf58 chromosome zéy(’npl;r;iffif;gcfggf;%][s ource:HHGNC
-0,956911111 7,82E-17 1,07E-15 CDK2 cyclin desf;‘:;f;“;i“;sééésf;;]eHGNC
-0,954599964 2,30E-10 2,01E-09 VCAN versican [Source: HGNC Symbol;Acc:HGNC:2464]
inich i 1 4
-0,954510814 7,90E-38 2,50E-36 MCM4 e [g(;?r‘lseogé;nglg;em“zgx‘;g%z‘ éf;r;fgnent
dilator stimulated phosphoprotein [Source: HGNC
-0,952986945 1,76E-86 1,68E-84 VASP vasodriators ‘g;‘;i;}fcc‘:’g’c;}g 22‘;2[] ouree
LI ine rich ins 1 H
-0,95288636 3,23E-37 1,01E-35 LMCD1 Mand Cy?;;‘g(;ii;“gg‘é 66[;’]“”‘? GNC
NDCI t leopori HGN
-0,952849787 4,54E-16 5,90E-15 NDC1 < ra“sr;‘;::gifcz‘gg;pc‘gg;g“me GNC
-0,952772878 6,47E-13 7,01E-12 KNTC1 kmemcsh;;iiszz‘jggég‘l’;;;;HGNC
lutathi i H
-0,95215529 6,80E-32 1,79E-30 GPX3 glutat g’;}iggi‘jﬁgi{gi‘éﬁ] GNC
tin cell adhesi lecule 2 [Source:HGNC
-0,951226043 6,06E-71 4,29E-69 NECTIN2 nectin ce ;y;;;?iiogé‘;ec 9[7 (;’7‘]““
-0,950698739 3,49E-31 8,94E-30 AMOT angiomotin [Source:HGNC Symbol;Acc:HGNC:17810]
-0,950111072 5,42E-09 4,18E-08 ccDC107 coiled-coil i?ﬁ?g&?;g‘éﬁé%g%me:HGNC
Kruppel like factor 7 H
-0,948857171 6,86E-37 2,14E-35 KLF7 r“pg;m‘b;;zcccc:’; G[liocl:;esm GNC
N-acetyl inate synthase [Source: HGNC
-0,948617845 1,42E-18 2,14E-17 NANS acety “‘;‘y‘:ﬁgﬁ::jﬂgl\ﬁlg;;‘;re
1 XII alpha 1 chai H
-0,948296378 7,19E-37 2,23E-35 COL12A1 cotlagen Wg;mboili’chél\?gz[f;;rce GNC
testin LIM domain protei ‘HGN
-0,947775375 522E21 8,83E-20 TES esHn symﬁﬁilﬁfgceﬁnc[jigé? GNC
-0,947668332 1,48E-31 3,87E-30 HSPA2 he?giﬁ‘;igﬁ%’ﬁg é;ﬁﬁi&gﬁé%?;;‘;‘;r 2
line-5- late reductase 1 HGN
-0,946279273 2,48E-42 8,93E-41 PYCRI1 pyrroline-5 C;;':;’g&i;;g;acsgn[ls]oume GNC
death associated protein kinase 3 [Source:HGNC
-0,944902387 6,46E-81 5,50E-79 DAPK3 ea aSS°C‘;’yfnbg;ir}Hg;Séaég’]me
lecorti i ining 2 H
-0,943546665 2,39E-05 0,000120889 DCDC2 doub ecomgy‘iﬁgtgiﬁggﬁ o Ef]urce GNC
TRAF interacti tein [Source: HGNC
-0,943498082 0,000243787 0,001034534 TRAIP “s‘ye;i“ogfcszgg C[:;’;;gz]
iled-coil i ining 1 H
-0,942767283 0,009538802 0,028495996 CCDC150 coiled-co dszlr;?;‘l;’ltgggczg gz]urce GNC
lacenta specific 9 [Source: HGNC
-0,940085402 0,003883479 0,012875927 PLACY P acse;rjbsg;e:c:}l G[l\‘;glc;ss]
-0,939907297 2,25E-07 1,48E-06 CENPJ Cemrg;“ﬂf;ii:ﬁg él[\?g“lr;;g]cNC
-0,939471229 116E-27 259E-26 PUM3 pumilio RNA binding family member 3 [Source: HGNC

Symbol;Acc:HGNC:29676]
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Ras association domain family member 7 [Source: HGNC

-0,936946533 2,39E-11 2,27E-10 RASSF7 Symbol;AHGNC1166]
-0,936294927 5,37E-24 1,04E-22 DNAJC1 Dm]gji:ggéﬁ??;;f;iiiﬁgﬁéggggf rcl
NFKB inhibitor zeta [Source: HGNC
-0,935487687 5,32E-10 4,48E-09 NFKBIZ S;;&;:Z;é{\}gggoﬂ
-0,933582532 8,83E-17 1,21E-15 HIVEP1 h“?;’(;:g?‘[lsr; Oi‘zfelcggg'g isr;;;ﬁx‘zﬁé’;\%g;&mg
BRI3 bindi tei H
-0,931890456 1,93E-09 1,54E-08 BRI3BP 3:;1;2?2223258‘;22 1]GNC
-0,931562058 2,26E-54 1,12E-52 LRRC59 leucine rlcg;iszz’;t;g;%’; 825107‘]“C9:HGNC
-0,931454334 0,000948315 0,003603486 CTSV cathepsin V [Source: HGNC Symbol; Acc:HGNC:2538]
jumonji domain containing 6, arginine demethylase and
-0,929536924 3,47E-17 4,85E-16 JM]Dé6 lysine hydroxylase [Source:HGNC
Symbol;Acc:HGNC:19355]
-0,927660477 3,09E-09 2,44E-08 MAOA monoasny‘;;‘zé’l’;‘;if;éés(‘j’zgg]HGNC
RB2 i i is 2 homol isi
-0,927087118 4,47E-14 5,22E-13 URB2 u [;;z‘;zzgeczcgé;::’ob Ai?;ggN(CS:zzegrg;’]‘me)
-0,926500247 3,56E-05 0,000175568 PHETA?2 PH d(’[rsr‘:;‘r‘;oﬁtéﬁg‘é;;i‘;ﬁitggﬁg’;% fg‘lﬁptor 2
tassi ltage-gated channel subfamily H 1
-0,924631749 0,005900656 0,018738035 KCNH1 po ass“‘[r;ﬁc:ffc%\? Ce S;mf:l‘::‘;acﬁg 625‘5‘]ember
~glutamylcyclotransf Source: HGNC
-0,924497994 1,34E-08 9,96E-08 GGCT gamma-g us;r?ni;y; Zf;ﬁ?ﬁi%gme
f half LI ins 1 H
-0,923180963 1,28E-58 7,00E-57 FHL1 our and as;mboxxizgzﬁc;g;]me GNC
lute carrier family 26 member 10 [Source: HGNC
-0,923142358 0,004647955 0,015128853 SLC26A10 solute Came;y;’g;i ACC?;&“NEIZ s 4[70‘;““6
-0,921887555 9,09E-09 6,87E-08 RAD18 RADIS, E3 “S?i‘;lsl?Apcfﬁg‘l\llzéissez%urCe:HGNC
integri it alpha 11 H
-0,920962052 1,10E-32 2,99E-31 ITGAI1 m eg“nss;zﬁf)‘i :CE;GN[CSET;; GNC
NACC famil ber 2 [Source: HGNC
-0,920758181 3,17E-77 2,48E-75 NACC2 S;ELZIE‘Z?H‘ZN[C:‘Z’;;ZZ]
lyci :H
-0,916425625 7,90E-06 4,27E-05 GLRB 5 y“gﬁﬁﬁifﬁlﬁ%“g; o] GNC
destrin, actin depolymerizing factor [Source: HGNC
-0,916410536 1,08E-90 1,12E-88 DSTN estrin, ac nsyffg’oﬁ‘:ﬁgig;g;;oj’urce
fl _specifi lease 1 H
-0,915255416 4,70E-19 7,27E-18 FEN1 ap structure ;;’ﬁ;;:liﬁé;eg;sgls ource:HGNC
tin filament associated protein 1 like 1 [Source: HGNC
-0,914733554 0,002873213 0,009832436 AFAPIL1 actn famen ZS;:;;QACTSSE szl 6;1 4][ ource
-0,913930583 0,000711002 0,002778435 CEP72 Centro;;’ﬁ;{)iX’;:Eéﬂg‘g;;?@\lc
1-CoA oxid istanoyl H
-0,91309678 8,98E-14 1,03E-12 ACOX3 acyl-Co O;;IEZZI?’AT::E‘;YC[;%““ GNC
-0,912199842 8,42E-22 1,47E-20 NECTINS nectin cell ;;i;i{’g:‘;lfégéiizz]r ce:HGNC
i 1 protein L39 lik H
-0,911364061 0,000101136 0,000462999 RPL39L rlboSomSayrill-)(;tliicc?I?IC;NeC[:Sl(;(;;Z GNC
H2A histone famil ber X [Source: HGNC
-0,910830294 7,79E-47 3,24E-45 H2AFX 18 OI;;IE;‘;};EQ;I“GQNI CZL;’;*
-0,910382879 3,24E-09 2,56E-08 RFC4 rephcat“"; ;E‘;ﬁijgg‘g;é;‘;‘;CEHGNC
h t ission fidelity factor 1
-0,908812674 2,44E-38 7,89E-37 BMP4 bone mor%};‘;ﬁzzifczgggé {g;ﬁrcezHGNC
-0,908714163 0,004691856 0,015258949 ADAMTSL5 ADAMTS like 5 [Source:HGNC

Symbol;Acc:HGNC:27912]
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-0,907983565

2,74E-30

6,83E-29

FIBCD1

fibrinogen C domain containing 1 [Source:HGNC

Symbol;Acc:HGNC:25922]
leblind like splici lator 2 H
-0,907074648 471E-30 1,15E-28 MBNL2 muscleblind Sﬂ;;;zl‘irc‘fgé;grw ig’]ource GNC
RNA pol [ subunit E [Source:HGNC
-0,906404395 1,20E-23 227E-22 POLRIE po g;nri;fleAcS:nglll\I C:{;g;i]ce
-0,905704697 6,60E-10 5,52E-09 CCNB2 cyclin B2 [Source:HGNC Symbol; Acc:HGNC:1580]
hyd 1-CoA dehyd Source:HGNC
-0,904706812 1,16E-16 1,57E-15 HADH Y “’XyacySy;bd;iggg‘éz[gg‘]’“m
-0,904556862 4,94E-14 5,73E-13 BUBI BU]EQ?Z“;S‘I\ES}S’;’E‘EZfirlec/ﬁ‘gggﬁg‘”e
llagen type I alpha 2 chai H
-0,903660521 3,60E-09 2,82E-08 COL1A2 cotagen syﬁibzlilﬁcﬁléff;ge GNC
-0,903240489 4,06E-54 2,00E-52 TNEAIP1 TNF alph;‘yﬁi‘;ifcggtcegé E;’;LCE:HGNC
-0,902275653 3,66E-39 1,21E-37 MYOIE myosin IE [Source:HGNC Symbol; Acc:HGNC:7599]
hisa famil H
-0,90225176 9,67E-20 1,54E-18 SHISA9 shisa Sﬁﬁgoinﬁzbﬁg&o;;gu GNC
C-X-C motif chemokine ligand 14 [Source:HGNC
-0,901756664 2,46E-25 4,99E-24 CXCL14 mo S}Clr::(l);) A:Z‘:;éag o1 06[ 48}““8
lta 4- hingolipid 1 H
-0,901236427 2,38E-43 8,87E-42 DEGS1 delta desast;szzl;sg’cj‘HggI‘\fgly[g;’]ume GNC
iquiti ifi idase 4 H
-0,901045828 0,00010713 0,000487564 USP43 ubiquitin ;ifi;;i?ztgésg Cf’zgso(;‘;ce GNC
ti in 18 [Source:HGNC
-0,900825965 1,29E-44 4,97E-43 SNX18 Sm;y‘:ibrzj:l C:H[G‘I’\‘I‘éffg 045]
ARFGEF famil H
-0,900568896 4,93E-05 0,000237701 ARFGEF3 G Syxgzimeg\f’c[iﬁg GNC
beta-1,4-galactosyltransferase 1 [Source:HGNC
-0,900531857 1,45E-53 6,98E-52 B4GALT1 cta-lAga ;;;Z{)I;TZ‘;:IZ‘SNQCQ[ZZ;ICQ
-0,900493178 4,90E-42 1,75E-40 ADAMTS10 Azigf[ f&i?;fiﬂgﬁég;i&ﬁﬁﬁg(;‘gl?a%ﬂ‘; 1
tein- led t ‘H
-0,900224513 2,31E-10 2,01E-09 GPR39 G protein ;;‘Iﬁzbgecfg g;?’cgzﬁgg]rce GNC
-0,89885575 0,010682111 0,031446762 PHKG1 pho[ssp:‘fr?:ﬁéﬁgﬁ;ﬁ?ﬁ:&ﬁgﬁggggg]“a !
lucose-fruct idoreductase domain containing 1
llagen type V alpha 2 chain [Source:HGNC
-0,898561044 6,56E-40 2,20E-38 COL5A2 collagen ?;:nbcjl;pAci:HCGIiIlgz[Zz(il(l);Ce
: 1 -sulf ferase 1 H
-0,897675217 3,16E-77 2,48E-75 NDSTI N-deacetylase ;;fnlt\)]oi‘;cz;rjg;‘gfgg O][Source GNC
f d a half LIM domains 2 H
-0,897404472 6,80E-63 4,18E-61 FHL?2 our an aSyambol; ACEE"’G‘;SC:SS;ICG GNC
-0,896892924 9,58E-11 8,55E-10 TCF7L1 tra“SC“P;;‘r’:bflfg’crjgé;gi’g;]e’HGNC
-0,896731145 0,001546173 0,005615765 CTNNA?2 catenin alpha 2 [Source: HGNC Symbol; Acc:HGNC:2510]
omeoms  owy  wwa e MCrmesme s o
-0,896244249 2,17E-125 3,66E-123 ACTG1 actin gamma 1 [Source:HGNC Symbol;Acc:HGNC:144]
itogen-activated protein kinase kinase kinase 14
-0,895398781 1,16E-16 1,57E-15 MAP3K14 m O[gs‘”:l‘l:;‘;’g\l cp ;;r‘ié‘olﬁie}lé“;]sce . ;gg]se
f i iated 5 [Source: HGNC
-0,894728728 6,21E-06 3,40E-05 SPATA5 sperma 0;5;?:53252’2%; o 1[8;’;1;;9
-0,894204392 4,47E-06 2,49E-05 CCNE1 cyclin E1 [Source:HGNC Symbol;Acc:HGNC:1589]
-0,893599816 6,44E-07 4,00E-06 OLFM1 olfactomedin 1 [Source: HGNC Symbol;Acc:HGNC:17187]
ADAM metallopeptidase with thromb din type 1
0893103276 309E-15 385614 ADAMTS? ot [SomenHONG SymbabAacHCNC18]
-0,892619936 6,73E-66 4,41E-64 COL4A2 collagen tg‘;ﬁg;ﬁgﬁjégﬁ? Sg;lrcezHGNC
-0,891918647 6,11E-13 6,64E-12 CFI complement factor I [Source: HGNC

Symbol;Acc:HGNC:5394]
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cyclase associated actin cytoskeleton regulatory protein 1

-0,891486277 2,29E-76 L75E-74 CAPL [Source:HGNC Symbol;Acc:HGNC:20040]
iter mi 1 iated homolog 1 H
-0,890158762 1,46E-63 9,16E-62 JPT1 Jupiter mlCromg‘;;s(ii‘/’fz;dcgg’;;g] [Source:HGNC
HAUS in lik lex subunit 8 [Source:HGNC
-0,890009234 6,25E-06 3,42E-05 HAUSS augm‘gyinisl‘j?iz GS‘;I C“I;Z)S i 2[] ource
' ; 12 H
-0,889642729 1,81E-92 1,92E-90 GNG12 Gpmte”g;‘i;;tzigg?\mgzzzg]ce GNC
RNA bindi tif protein 24 H
-0,889064885 5,78E-07 3,61E-06 RBM24 NA bin S‘;ﬁlgﬁ;g&é‘; sz[ls;l;ce GNC
-0,888108522 8,60E-20 1,37E-18 AMIGO?2 adhesion mdeg‘;};";ﬁ;& }ggg‘gﬁé‘é][soume:HGNc
h ific 2 li H
-0,887957206 3,84E-05 0,000188594 GAS2L3 growt arsr;isgle:CfHéﬁg 52;;]@ GNC
-0,886180112 3,57E-17 4,98E-16 FAM107B faI{gﬁigjﬁéef;ée;‘;fnigﬂ:izgig‘;ﬁz B
-0.886179948 1 45E-05 7 53E-05 PDSS1 decaprenyl diphosphate synthase subunit 1
! ! ! [Source:HGNC Symbol; Acc:HGNC:17759]
ldehyde dehyd 4 famil Al
-0,885851578 1,11E-23 2,09E-22 ALDH4A1 a Fsoyurie;gNrg%eyriil; A"lﬁ{%ﬁ%ﬁ%‘;
-0,885849905 1,04E-16 1,41E-15 BICC1 BicC family I;;‘;z;r;z%pcr;?fl‘gggsﬁ’“me:HGNC
forkhead box M1 HGN
-0,883046497 2,85E-15 3,55E-14 FOXM1 or S;;bEEZCC:H[éE‘g;s ) ; ¢
-0,882701658 1,39E-80 1,18E-78 CDV3 CDV3 homolog [Source:HGNC Symbol; Acc:HGNC:26928]
BRCA1, DNA repai iated H
-0,88223512 4,93E-07 3,10E-06 BRCA1 CAL I\Sly;f)gfi::;’g;ec 1[15()%‘]‘“9 GNC
-0,880450971 2,47E-19 3,87E-18 RACGAP1 Rac GTPaseS;iE’jlthgcﬁ‘gEz}gg?)Z?rCEZHGNC
-3 family cell polari 1 H
-0,880064614 9,25E-14 1,05E-12 PARD3B par-3 amlyC‘;yi%giﬁgﬁ‘éﬁgﬂiigsomw GNC
-0,879885614 5,18E-46 2,10E-44 LMNB2 lamin B2 [Source: HGNC Symbol; Acc: HGNC:6638]
fascin actin-bundli tein 2, retinal H
-0,879845988 0,004311431 0,014147383 FSCN2 ascin actin b“;‘y;ﬁig’gchgc&rce:;r;ogso““e GNC
-0,879086046 0,000803987 0,003110482 SCLTI sodium Cha“g;ﬁ;;}iﬁ‘ggggf;giof]ourwHGNC
Rho GTPase activati tein 31 HGN
-0,878814673 1,78E-25 3,64E-24 ARHGAP31 oG as‘;;;;‘z;ffc g‘égg;gg}“m GNC
dihydropyrimidinase like 5 [Source: HGNC
-0,878555215 5,15E-11 4,72E-10 DPYSL5 1y rogf;?;;‘z‘:;lcg Cz[zgeg;f
frizzled rel i H
-0,877260875 9,89E-07 6,03E-06 FRZB nez e(;;fnit;‘? ;Crcoggl\[f’cc’;;;‘;] GNC
interf lated devel tal regulator 2
-0,876560888 4,35E-20 7,02E-19 IFRD?2 m[g;frr?:l—rlec?\lec sy‘i’leb;pzeanaGIr\?g“SZS%
-0,876120895 3,31E-66 2,18E-64 EDIL3 EGF like repeatz;rlfbi;fzifggg?gf;ﬁ [Source:HGNC
llagen type IX alpha 2 chai H
-0,875783882 3,52E-28 7,98E-27 COLIA2 cotlagen ysifnboiiczHél\agz[i‘l’;me GNC
ilch kinetoch tein [Source:HGNC
-0,874454864 1,18E-13 1,34E-12 ZWILCH zwie ;;;EZICX:CP;IC’GEI‘C[ZEE;
1 h regulator 1 H
-0,87323661 4,13E-09 3,23E-08 NEGR1 neurona Siﬂ:;};if:é% ngs;;‘(;;e GNC
in h hain 10 [Source:HGNC
-0,872909772 2,21E-46 9,03E-45 MYH10 myos‘r;y?gg;:;% GI\[I C° 1;;2;]
ASK i ' in 2 H
-0,872128726 1,23E-28 2,86E-27 CASKIN? CAS ‘“g;i;i?ifjﬁg;c[lsgggf GNC
-0,871944366 3,06E-30 7,58E-29 PLXND1 plexin D1 [Source:HGNC Symbol;Acc:HGNC:9107]
11 XXV alpha 1 chai H
-0,870326093 0,004195982 0,01378954 COL25A1 coflagen tyg;mbol;zi:; GIC\I 2:‘;‘8[65003‘]“@ GNC
-0,869296791 3,26E.25 6,60E-24 RABI1FIPI RAB11 family interacting protein 1 [Source: HGNC

Symbol;Acc:HGNC:30265]
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methylenetetrahydrofolate dehydrogenase (NADP+

-0,868878493 3,58E-36 1,08E-34 MTHFDIL dependent) 1 like [Source:HGNC
Symbol;Acc:HGNC:21055]
tassi h ] tet: ization d. i taining 15
-0,867391676 1,27E-24 2,50E-23 KCTD15 po ass“;;‘);;’jgecl\? Crzr;l‘:;zal‘ :;:;gglcnzgé‘g;mng
inc fi H- ining 7B H
-0,866609238 5,58E-76 4,25E-74 ZC3H7B #Inc tnger Ccsgmbzl,i::ggg;zgos 6[;]’0““‘? GNC
Rh i Jeotide exchange factor 26 [Source:HGNC
-0,866376055 1,87E-11 1,79E-10 ARHGEF26 © guanine n“;yeiéoiiiﬁzg; Ca§ 4‘290] [Source
ibility 1 H
-0,86630638 2,17E-16 2,88E-15 CASC10 Camer;;;f(ﬁ;:’;z G(l)\l[gf’;ﬁ& GNC
MAF bZIP t iption factor K [Source:HGNC
-0,865891388 1,64E-18 2,46E-17 MAFK ;;:;Zf{;:ggglgrcw[s;me
-0,865776853 6,00E-08 4,19E-07 LRRC3 leucine r“gyﬁiﬁfggﬁggﬁjg;’;rcezHGNC
inc fi H- ining 12A H
-0,86525522 6,13E-08 4,28E-07 ZC3HI2A zine fmger CCSCy mg) E’EACCZr;ag;I&gZ 6259[]S°urce GNC
tide Y receptor Y2 [Source: HGNC
-0,865148898 6,11E-08 4,27E-07 NPY2R ne“mpez;gbolr;‘:fggéN C{;;‘;;]CE
holine phosphotransferase 1 H
-0,861929343 6,66E-40 2,24E-38 CHPT1 chotne psgifb(iffﬁﬁréﬁcﬁggfe GNC
DIX domain containing 1 [Source:HGNC
-0,860821149 5,81E-23 1,06E-21 DIXDC1 OISI;ELZ?ZZHPIIHSN C[: ;’;r;;
-0,860429933 3,01E-55 1,52E-53 ARHGAP23 Rho GTPasZ;;:L‘zfrcgc g‘g;gggg;‘mﬂch}c
ion induci teine rich protein with kazal motif:
-0,860252789 9,24E-13 9,88E-12 RECK revers“)[rs‘;(‘)tr:;E*éCNyé ;;‘Iiélocl; Al'; rcoljgl\vacl u ;é"]‘ oS
-0,858728146 6,04E-17 8,33E-16 SAP30 Sin3A as;;’}iifﬁ :Crzlt;glg(()::[ls(?;ze:HGNC
-patch domain containing 4 ‘HGN
-0,85855696 1,16E-17 1,67E-16 GPATCH4 G-pate S‘;Tn?;‘lleggﬁ@[?ggge GNC
leckstrin homol d RhoGEF domain containing G3
-0,857827058 1,33E-12 1,40E-11 PLEKHG3 ~ P°°® [lsl,lui)zifcgﬁ?:nsymbib ACC:;E‘EE;%‘; 6‘1‘;““*‘5
-0,857786408 0,00983832 0,029278092 GPR27 6 pr°tem';;ﬂii;fﬁé’;ﬁﬁ;’;]m:HGNC
TEA domain transcription fact HGN
-0,857692708 2,96E-34 8,45E-33 TEAD3 Omalgyigfj;f’cclgcﬁ C":rli’;f:]“rce GNC
-0,85717848 1,27E-46 5,20E-45 ZFP36L2 ZEP36 ““gsf;‘fs;f’:;:gclﬁglg%‘;‘llrce:HGNC
ATPase family, AAA domain containi H
-0,85695964 0,000665123 0,00261582 ATADS ase tamily, Smbo&“i;g’; 2‘;;;;52? [Source: HGNC
N-myristoyltransferase 2 [Source: HGNC
-0,855409555 7,33E-14 8,42E-13 NMT2 mynsé;r};bii?zcecrz?{séN[c;;;;e]
ine/threonine ki lik H
-0,855290496 1,75E-26 3,73E-25 STK3SL serine/t r‘;;iﬁ;}i‘;fgg\;ci[758(;‘;“’ GNC
ine and arginine rich splicing factor 7 [Source: HGNC
-0,85305609 3,35E-25 6,77E-24 SRSE7 Serine an afSlg;ﬁ;;i;lZ;gﬁ (ii;;w][ ource
-0,852775239 0,017869672 0,049111862 C8orf48 chromosome g;ﬁi’;ﬁi‘iﬁégg; éigource:HGNC
LARGE xylosyl- and gl Jtransferase 1
-0,852714305 4,03E-18 5,94E-17 LARGE1 [SOUTCZL‘2§ Ca;‘y Ifb‘;f‘::‘f‘l}; Gr;nég;?ﬁ
-0,851726232 1,21E-64 7,75E-63 SMAD3 SMAD ;?’EL’;IT:;‘;‘;&;EZ‘%‘?HGNC
_L-3-h li h :H
-0,851603708 7,88E-18 1,15E-16 L3HYPDH frans-L-3 ydg;’gg;i:Z:‘;;’Gﬁgza;gzgg]soum GNC
LIM domain containi ferred translocati tner i
s o ame Voo
PARP1 bindi i H
-0,849056606 0,000382202 0,001569073 PARPBP S;ES;‘}?E;%‘Z&EE‘;BCZ] GNC
-0,848494466 2,82E-08 2,03E-07 AADAT aminoadipate aminotransferase [Source: HGNC

Symbol;Acc:HGNC:17929]
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-0,848478918

7,44E-06

4,04E-05

CA13

carbonic anhydrase 13 [Source: HGNC

Symbol;Acc:HGNC:14914]
neuron navigator 3 [Source:HGNC
0,848306649 7,13E-07 4,41E-06 NAV3 Symbol;AccHGNC:15998]
protein kinase N3 [Source:HGNC
-0,848171 E- E- PKN.
0,848171998 8,63E-09 6,53E-08 3 Symbol; Acc:HGNC:17999]
] : : partner of NOB1 homolog [Source: HGNC
0,847900524 4,22E-11 3,91E-10 PNO1 Symbol; Acc:HGNC:32790)]
CDC28 protein kinase regulatory subunit 2
-0,84 44E-11 21E-1 KS2
0.846693893 % % 0 ks [Source:HGNC Symbol; Acc:HGNC:2000]
-0,844936085 2,37E-52 1,11E-50 SDC2 syndecan 2 [Source:HGNC Symbol; Acc:HGNC:10659]
SH2 domain containing adaptor protein B [Source:HGNC
-0,84 44 1,13E-1 1,71E-17 HB
0,8435600 3E-18 ! 5 Symbol; Acc:HGNC:10838]
-0,842950976 1,16E-63 7,30E-62 CNN3 calponin 3 [Source:HGNC Symbol;Acc:HGNC:2157]
high mobility group box 2 [Source: HGNC
-0,842547537 2,93E-30 7,28E-29 HMGB2
Symbol;Acc:HGNC:5000]
-0,842248579 1,54E-23 2,87E-22 TLN2 talin 2 [Source:HGNC Symbol;Acc:HGNC:15447]
family with sequence similarity 160 member A1l
-0,841492758 0,014536499 0,041067886 FAM160A1 [Source: HGNC Symbol; AccHGNC:34237]
schlafen family member 12 [Source: HGNC
-0,8371 7,46E- 4897 LFN12
0,837160693 ,46E-05 0,000348975 SLFN. Symbol; AccHGNC:25500]
ribosomal protein S6 kinase like 1 [Source: HGNC
- 47 4 2 24, RPS6KL1
0,836994756 0,00654863 0,020550245 S6 Symbol;Acc:HGNC:20222]
-0,836811819 9,78E-10 8,04E-09 PRR16 proline rich 16 [Source:HGNC Symbol; Acc:HGNC:29654]
DBF4 zinc finger B [Source:HGNC
-0,836606271 5,81E-06 3,20E-05 DBF4B
Symbol;Acc:HGNC:17883]
chromosome 22 open reading frame 23 [Source: HGNC
- 713711 2,67E- 134237 22
0,835713 /67E-05 0,00013423 C220rf23 Symbol;Acc:HGNC:18589]
F-box protein 36 [Source:HGNC
E 1370007 2 FBX
0,83563303 0,00137000! 0,005035293 036 Symbol;AccHGNC:27020]
sodium leak channel, non-selective [Source:HGNC
-0,835549228 0,00025341 0,001072321 NALCN Symbol;AcHGNC:19082]
catenin alpha like 1 [Source:HGNC
g 2 E-2 1,21E-2 TNNAL1
0,835206563 536E-28 4 6 ¢ Symbol;Acc:HGNC:2512]
extracellular leucine rich repeat and fibronectin type III
-0,834916199 5,16E-05 0,000248342 ELFN2 domain containing 2 [Source:HGNC
Symbol;Acc:HGNC:29396]
-0,83366886 1,56E-57 8,34E-56 CCND1 cyclin D1 [Source:HGNC Symbol;Acc:HGNC:1582]
mitogen-activated protein kinase 4 [Source:HGNC
-0,83289921 7,60E- 25E-07 APK4
0,832899213 /60E-08 52580 M Symbol;Acc:HGNC:6878]
WD repeat domain 1 [Source: HGNC
-0,832026832 3,50E-83 3,13E-81 WDR1 Symbol;AccHGNC:12754]
phospholipase C beta 3 [Source: HGNC
-0,831939877 2E-4 2,63E-44 PLCB
0,8319398 65 6 /63 CB3 Symbol; Acc:HGNC:9056]
clathrin heavy chain like 1 [Source:HGNC
-0,83106459 5,96E-06 3,28E-05 CLTCL1 Symbol: Ac:HGNC:2093]
docking protein 3 [Source: HGNC
- 7414 79E- 44927 DOK
0830574146 979805 0000449279 OK3 Symbol;Acc:HGNC:24583]
FUS RNA binding protein [Source:HGNC
-0,830043805 1,38E-47 5,80E-46 FUS Symbol: Ac:HGNC:4010]
-0,829827395 5,43E-07 3,41E-06 FBN2 fibrillin 2 [Source:HGNC Symbol; Acc:HGNC:3604]
RB transcriptional corepressor like 1 [Source: HGNC
-0,829797519 2,25E-05 0,000114101 RBL1 Symbol: Ac:HGNC:9893)]
caspase recruitment domain family member 10
-0,829287721 E-4 2,21E-41 ARD1
0,82928 596E-43 4 c 0 [Source:HGNC Symbol; Acc:HGNC:16422]
spermidine synthase [Source:HGNC
-0,829107006 741E-35 2,15E-33 SRM
Symbol;Acc:HGNC:11296]
abhydrolase domain containing 17C [Source:HGNC
-0,8272 2 E- 4,63E-07 ABHD17
0,82725608 6,65E-08 /63E-0 c Symbol; Acc:HGNC:26925]
-0,827244005 9,09E-10 7 50E-09 NOPI6 NOP16 nucleolar protein [Source:HGNC

Symbol;Acc:HGNC:26934]
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UTP20, small subunit processome component

-0,826856627 3,54E-17 4,94E-16 urp20
[Source:HGNC Symbol;Acc:HGNC:17897]
collagen type VIII alpha 1 chain [Source: HGNC
-0,826526986 5,02E-48 2,14E-46 COL8A1 Symbol;AcHGNC:2215]
timeless circadian regulator [Source:HGNC
-0,826384 1E-17 1,33E-1 TIMELE
0,826384596 98 A3E-15 55 Symbol; Acc:HGNC:11813]
PAS domain containing serine/threonine kinase
-0,825944443 0,000520306 0,002079725 PASK [Source:HGNC Symbol; AccHGNC:17270]
family with sequence similarity 53 member A
-0,825575514 42 11862212 FA A
08255755 0,003542893 0,01186 M53 [Source:HGNC Symbol; Acc:HGNC:31860]
} } } ring finger protein 41 [Source:HGNC
0,824901071 8,36E-32 2,19E-30 RNF41 Symbol;Acc:HGNC:18401]
-0,824553869 8,30E-83 7,39E-81 ACTN4 actinin alpha 4 [Source:HGNC Symbol;Acc:HGNC:166]
-0,824382558 7,95E-08 5,48E-07 TSPAN15 tetraspanin 15 [Source:HGNC Symbol; Acc:HGNC:23298]
centrosomal protein 85 [Source:HGNC
-0,823546062 5,81E-12 5,76E-11 CEP85
Symbol;Acc:HGNC:25309]
-0,823043795 6,01E-24 1,16E-22 CHN1 chimerin 1 [Source:HGNC Symbol;Acc:HGNC:1943]
-0,822692519 0,000430059 0,001748608 CHI3L2 chitinase 3 like 2 [Source:HGNC Symbol;Acc:HGNC:1933]
bone morphogenetic protein 6 [Source:HGNC
-0,822371804 1,29E-12 1,37E-11 BMP
0,82237180 29 3 MP6 Symbol;Acc:HGNC:1073]
oncostatin M receptor [Source:HGNC
-0,821800184 6,13E-49 2,67E-47 OSMR Symbol: Ac:HGNC:8507]
alkaline phosphatase, liver/bone/kidney [Source: HGNC
-0,821403244 2,31E- 1,68E-07 ALPL
0,821403 S1E-08 68E-0 Symbol;Acc:HGNC:438]
solute carrier family 7 member 1 [Source:HGNC
-0,821359709 1,03E-47 4,36E-46 SLC7A1
Symbol;Acc:HGNC:11057]
NEDD4 binding protein 3 [Source: HGNC
-0,8201 11 71 7 4BP.
0,820193559 0,0116069 0,033876506 N4BP3 Symbol;AccHGNC:29852]
solute carrier family 43 member 3 [Source:HGNC
-0,82 47 1,32E- 7,94E- LC43A
0,8200350 S2E-06 /O4E-06 SLC43A3 Symbol; Acc:HGNC:17466]
Jun dimerization protein 2 [Source:HGNC
0,818429278 3,67E-09 2,88E-08 JDP2 Symbol;Acc:HGNC:17546]
-0,817883972 0,005686534 0,018093603 PODNL1 podocan like 1 [Source:HGNC Symbol;Acc:HGNC:26275]
-0,817416925 8,64E-06 4,65E-05 NUP35 nucleoporin 35 [Source:HGNC Symbol;Acc:HGNC:29797]
dCTP pyrophosphatase 1 [Source:HGNC
-0,817266006 1,46E-17 2,09E-16 DCTPP1 Symbol; AcHGNC:28777]
shroom family member 3 [Source: HGNC
-0,81 41 1,84E-2 76E-24 HR
0,8163658 8 5 376 SHROOM3 Symbol; Acc:HGNC:30422]
-0,816035112 1,03E-77 8,26E-76 CALU calumenin [Source:HGNC Symbol;Acc: HGNC:1458]
tubulin beta class I [Source:HGNC
-0,8147 2,15E-7 1,78E-77 TUBB
081478555 15E-79 78 u Symbol; Acc:HGNC:20778]
] : ] phosphotyrosine interaction domain containing 1
0814576763 9,95E-10 817609 PID1 [Source:HGNC Symbol; Acc:HGNC:26084]
-0,813286294 7 41E-20 1,18E-18 BYSL bystin like [Source:HGNC Symbol;Acc:HGNC:1157]
] asparagine synthetase (glutamine-hydrolyzing)
0,812664023 0,015449356 0,043318913 ASNS [Source:HHIGNC Symbol; AccHGNC:753]
NFKB inhibitor alpha [Source: HGNC
-0,811485642 49E-27 7,61E-2 FKBIA
0,8114856 349 & 6 N Symbol;Acc:HGNC:7797]
-0,811457132 1,15E-53 5,55E-52 MYOI1C myosin IC [Source:HGNC Symbol;Acc:HGNC:7597]
-0,810775216 2,38E-43 8,87E-42 SEMA3C semaphorin 3C [Source:HGNC Symbol; Acc:HGNC:10725]
dual specificity tyrosine phosphorylation regulated kinase
g 793262 4,74E-1 7,32E-1 DYRK2
0,80979326 ! ? 3 8 2 [Source:HGNC Symbol;Acc:HGNC:3093]
X-box binding protein 1 [Source:HGNC
-0,808878735 2,18E-25 4,46E-24 XBP1 Symbol; Acc:HGNC:12801]
chromosome 1 open reading frame 198 [Source:HGNC
- 776747 44E-4. 2,51E-4 Torfl
0,807767476 6A4E-L5 S1E-43 Clorf198 Symbol;Acc:HGNC:25900]
pyrroline-5-carboxylate reductase 3 [Source:HGNC
-0,807494688 3,41E-13 3,76E-12 PYCR3
Symbol;Acc:HGNC:25846]
-0,807234961 4,39E-24 8,50E-23 RCN3 reticulocalbin 3 [Source:HGNC Symbol; Acc:HGNC:21145]
-0,805928106 140E-05 7 28E-05 EIF5A2 eukaryotic translation initiation factor 5A2 [Source:HGNC

Symbol; Acc:HGNC:3301]




Genes 2023, 14, 853

95 of 140

-0,804695108

1,79E-68

1,20E-66

TUBB4B

tubulin beta 4B class IVb [Source:HGNC

Symbol;Acc:HGNC:20771]
i in 24 H
-0,803939162 2,27E-10 1,98E-09 SNX24 sor;;r;ibrz’;‘ch[é;’\?gzelS;TC
-0,803593952 1,73E-20 2,85E-19 SMTN smoothelin [Source:HGNC Symbol;Acc:HGNC:11126]
RA i ining 2B H
-0,803065287 1,49E-10 1,32E-09 GRAMD2B G Md(;?i;‘;i‘:ﬁggl\] C:2[5901ulr]ce GNC
hingosine-1-phosphat tor 3 [Source: HGNC
-0,802961536 2,55E-15 3,19E-14 S1PR3 SPUNgosine S;’mgzli :C:Ir_leéi’c"; ; 6[7]°“r°e
| specificity phosphatase 14 H
-0,801475674 6,08E-20 9,78E-19 DUSP14 dua SPECISI;XQEI;ZSCIZ ::Itgls\?c: 158‘71]“3 GNC
AF4/FMR2 famil H
-0,80090676 1,85E-09 1,49E-08 AFF3 / Syir;‘;i’AnC‘:f;IbGe;zf:;;fe GNC
-0,800659559 4,51E-05 0,000218939 SPATA33 Spermatog;f':;ii;‘;i‘:;gggigg“e:HGNC
inc fi tein 684 ‘HGN
-0,800460185 0,0132382 0,037924492 ZNF684 zne ‘;‘fgbz&i?gél\gi?;;ﬁg]c c
ithelial stromal interaction 1 [Source:HGNC
-0,800390056 0,008165809 0,02488078 EPSTII eprihetia Zyr;r;‘zl;i:zg;g 1[6 ;‘;CE
in argini hyltransf H
-0,800120976 4,97E-09 3,85E-08 PRMT9 protein argm;;fn?slt; X'sz;r‘él\egzgg[s]ource GNC
integrat lex subunit 13 [Source:HGNC
-0,799908212 5,45E-17 7,53E-16 INTS13 mtegra Orscyﬁif;zz;g;\] o 2[0 107‘:]@
h i :H
-0,799218483 1,09E-41 3,85E-40 cYcs cytoc Sr;’r?lfoizz:;g\gscoggg 6] GNC
-X-C motif chemokine ligand H
-0,798647824 6,53E-06 3,57E-05 CXCL5 CX-Cmo Isycmzr;?AZ?ngzlc;fo[észlc;]me GNC
-0,798640884 6,38E-18 9,32E-17 CEBPG CCAAT enhame;y?:;i‘g‘fggéﬁ gir;‘;;; [Source:HGNC
-0,798018833 0,01060171 0,03125274 GRPR gastrin re eass;rl‘fbi‘;fi?;gg’ctiﬁ;]““e GNC
dual specificity phosphatase 8 [Source: HGNC
-0,797575918 3,07E-10 2,64E-09 DUSPS ua Spec‘;;inybgl;zsiﬁ SIS\?%[O‘;Z]“Q
1 1 :H
-0,797543742 0,000257328 0,001086768 SGCD sarcs(;gnicjlr;‘ /ii:t; Eﬁléfif)so%NC
-0,796876019 1,30E-05 6,78E-05 FBXO5 F-box protein 5 [Source:HGNC Symbol; Acc:HGNC:13584]
t 131 lik H
-0,796714969 4,13E-09 3,22E-08 TMEM131L ra“sm;;fr‘:;zzeACiHE;[csggﬁz] GNC
-0,79592218 2,44E-06 1,41E-05 CORO1A coronin 1A [Source:HGNC Symbol;Acc:HGNC:2252]
-0,795227049 9,50E-41 3,27E-39 PDPN podoplanin [Source: HGNC Symbol;Acc:HGNC:29602]
hylcytosine di H
-0,795212401 4,12E-15 5,07E-14 TET3 tet methy Cg;f;‘;}ig:ggﬁéfsg(3’;““’ GNC
hospholipid blase 4 [Source:HHGNC
-0,795181055 1,68E-06 9,91E-06 PLSCR4 phosp ‘)S;Ijr‘lbsfszacseN CE 12:;;;’
-0,793962315 1,38E-09 1,12E-08 DGKH dlacylglg’;g;’iﬁﬁ;g;[g;gﬁ?HGNC
t t and golgi izati h 1
-0,793320044 4,29E-09 3,34E-08 TANGO6 F;ZZE:;&EN?S?EE{ETZ:;SS C‘;I;‘; 4(9’]g
-0,793115814 2,17E-05 0,00011023 SMAD9 SMAD ;??LZ&E}E&;EZ@%:HGNC
leucine rich repeat kinase 1 H
-0,792810473 0,000436513 0,001771972 LRRKI eucme rsl;r:s(})’le;ml;aé; Cflsé’:orgf GNC
tubulin alpha 1b [Source:HGNC
-0,792372408 2,94E-59 1,65E-57 TUBA1B S“y ;‘baog AiC:H[GI‘L“Cr:Cfg 809]
ing fi in 217 H
-0,791457503 2,62E-10 2,27E-09 RNF217 e Igfr?biﬁ?cr:H Gl\g?ﬁ;{gﬂ GNC
tochrome P450 family 1 subfamily B 1
-0,790770072 1,07E-21 1,86E-20 CYPIBI & °é;§z:H gf\’l CaISI‘;IZbOT;t’CZ‘E‘GYN Cr:‘;g;t]’er
-0,790115645 0,008098322 0,024694538 PGM5 phoSp};;i‘ﬁfg‘;tﬁfg&?g;‘;HGNC
-0,788658394 214E-24 421E-23 FLL2 elongation factor for RNA polymerase II 2 [Source:HGNC

Symbol;Acc:HGNC:17064]
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-0,787176528

4,73E-26

9,95E-25

WWC3

WWC family member 3 [Source: HGNC

Symbol;Acc:HGNC:29237]
inc fi in 804A H
-0,786407509 0,001468963 0,005365461 ZNF804A “ne “‘Sg};ggitfc’;;;]cl\]g;?;ﬁ] GNC
lute carrier family 1 member 4 [Source:HGNC
-0,785409474 1,49E-16 1,99E-15 SLC1A4 sotute Camse;jgll;ﬁccﬁé“l\fé ) 0[9 4‘)2‘]1“6
-0,785062018 8,90E-17 1,21E-15 BAMBI Bg:uiz‘:ggzg‘;;ﬁiﬁ‘:fggﬁér;%g;’r
i t tei :HGN
-0,783918641 5,97E-15 7.27E-14 INCENP nner Ce%ﬁﬁ{,fﬁiff?ﬁi?iﬁ;@? GNC
-0,783414682 4,74F-49 2,09E-47 HNRNPAB hefggﬁ:;’é;“g;tﬁfbrjZrzd;gﬁgtgggﬁm
ENAH, acti 1 H
-0,783155328 3,36E-56 1,74E-54 ENAH N S;;E;rigc:gg&?g;u GNC
frizzled cl tor 8 [Source: HGNC
-0,78279168 5,18E-18 7,60E-17 FZD8 rizzie s;xifoie;islircl\g C?ISZEJ
-0,782072603 5,44E-07 3 41E-06 PEX3 per°Xls°mzlylz;(;ﬁfj:ziéaéxgggme:HGNC
tein-coupled tor 17 HGN
-0,779963325 1,26E-29 3,04E-28 GPR176 G protein ;;‘Ig]’ozl; :zzelﬂ g;\l ng[g;(‘)‘]me GNC
-0,778229974 5,52E-13 6,03E-12 TMEM160 transmer;;j;‘;}::é%“cﬁg:[zsg’(;zc]e:HGNC
Imitoylated protei HGN
-0,778162048 0,000218426 0,000935093 MPP3 membrane pgyrrx;lb?)}{;:cﬁéc;\}egézlf]ource GNC
Rho GTPase activati tein 10 [Source: HGNC
-0,7780613 4,17E-09 3,25E-08 ARHGAP10 © asg;‘;g:;:cgc E‘éﬁgz 6(593;"“
lysophosphatidic aci 4 H
-0,777015658 0,01030584 0,03049636 LPAR4 ysophosp ;}t:ilgojczztfé’l?é 45;)]urce GNC
ing fi tein 152 [Source:HGNC
-0,77664651 5,04E-08 3,55E-07 RNF152 rng lgfgbz;;ilcl?H GI\E C";ér; i
-0,775250148 1,13E-10 1,01E-09 FANCI FA Compg}f“me;ginggﬁc{ z[sgzg]wHGNC
thionyl-tRNA synthetase 2, mitochondrial
0774783848 1336-05 696E-05 MARS? o IONG Symbol A HONC28135]
in family G member 1 [Source:HGNC
-0,77475968 1,72E-06 1,02E-05 SERPING1 serpin a;y‘iniol;ziz‘:‘HgN é{’;zrscf
in family B H
-0,773436508 1,22E-45 4,86E-44 SERPINB6 serpin "‘Sr;lniolrgi‘:;‘zgésggggf GNC
-0,773370997 1,50E-20 2,48E-19 TMPO thymopoietin [Source:HGNC Symbol;Acc:HGNC:11875]
Cbp/p300 interacting transactivator with Glu/Asp rich
-0,771427878 6,80E-46 2,73E-44 CITED2 carboxy-terminal domain 2 [Source:HGNC
Symbol;Acc:HGNC:1987]
tubulin tyrosine ligase [Source:HGNC
-0,771284643 2,87E-27 6,28E-26 TTL ubu lgyif;l;:cc‘:ﬁéel\g CO;llr;; 6l
-0,768292341 3,63E-13 4,00E-12 SNRPAT smg});‘:i‘;ircﬁjg g‘;ii‘ﬁrzz“ﬁ%ﬁg’?ﬁf; A
tassium tw domain channel subfamily K
-0,768094687 0,000552298 0,002198092 KCNK1 po aSSlulnl‘sOuici?gzgggg‘;bjﬁicﬁggﬁ 6y272]member
-0,767488029 1,00E-17 1,45E-16 FOXC2 forkhead box C2 [Source:HGNC Symbol;Acc:HGNC:3801]
AR ri leoprotei H
-0,767290203 1,80E-13 2,02E-12 GAR1 G 2;;1‘5;‘?;2;?3’2;; GNC
-0,766664565 3,39E-05 0,000167521 RNF207 g ﬁ;‘fﬁ;{’)ﬁi‘;}éOcﬁz‘:’;;z;?cl\lc
tarch binding domain 1 H
-0,766660003 0,001883182 0,00670428 STBD1 starc g‘;‘mg;gb A‘C’?SEN[CSEZ;;Z] GNC
-0,765881063 0,000130402 0,000585374 DPY19L2 dpy-19 like 2 [Source: HGNC Symbol;Acc:HGNC:19414]
-0,765343685 0,000152255 0,000673045 DEXI Dexi homolog [Source:HGNC Symbol;Acc:HGNC:13267]
t tei :H
-0,765026981 1,50E-05 7,75E-05 CENPN cen r‘;r;r‘;fo}l’;fi;gl\[}sco;g;g]GNC
-0,764902826 3,20E-59 180E-57 CKAP4 cytoskeleton associated protein 4 [Source: HGNC

Symbol;Acc:HGNC:16991]
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solute carrier family 19 member 1 [Source:HGNC

-0,764898754 5,53E-15 6,76E-14 SLC19A1 SymbolAccHGNCA10597]
ioid bindi tein/cell adhesi lecule lik
-0,763603171 7,77E-08 5,36E-07 OPCML OPIOI[SO;?C;;_?GP’;IOCQ;;ﬁZOE Acis’ll{ogﬁlco ;f:s]e 1e
-0,762118227 5,58E-15 6,81E-14 ATAD3B ?ST;frs;fﬁéﬁc@?ﬁbﬁ?ﬁi?&éﬁ?@fﬁog?
t tei :H
-0,76199387 0,000904754 0,003457592 CENPQ cen r‘g;;f{)ﬁ’}f;f;ggg‘;&ﬂcl\lc
-0,761722706 6,59E-10 5,51E-09 REC2 rephcahog ;:;‘:;}iiz?g;éL%‘;‘STQZHGNC
-0,760147085 0,008706489 0,026333873 KCNT? P°taSSi;%Zifi:E’égZast;iﬁzi’;i:é’lf\?gillggz glnember
hospholipid blase 1 [Source:HGNC
-0,759707025 3,93E-06 2,21E-05 PLSCR1 phosp OS‘;I;bZC;ZTC:I;éeN C[:g‘g;r;]e
-0,75932251 2,60E-44 9,90E-43 FBX032 Fb;;nfgz;itff{[é;uécf;ﬁ?m
lin protei like 1 H
-0,756426728 1,23E-42 4,51E-41 MPZL1 myeln F;;’J;ZIZZZ‘ZI;SNE;’;;T GNC
-0,756267636 1,96E-07 1,29E-06 LTV1 Lvi “bosg;nn‘i;;i ii’:géﬁg;rl[f;;‘]me:HGNC
PIF1 5-to-3 DNA heli ‘HGN
-0,756200734 0,000170773 0,000747581 PIF1 > Soyfnbol; ACC:S;;’C[SZZ‘Z‘;B‘; GNC
CCAAT enhancer bindi tein delta [Source: HGNC
-0,756163886 1,34E-14 1,60E-13 CEBPD en an‘;‘;rm;r;hi‘fczocig 1‘;32][ ouree
1 ientation factor 1 H
-0,75589444 0,002681654 0,009235169 BBOF1 basa bw};;ﬁiff;:;;éﬁrcz 1[958(;1;C€ GNC
lycyl-tRNA synthetase [Source: HGNC
-0,755852845 6,28E-50 2,82E-48 GARS Yy Symbji' chfgéﬁc?;rg;]
-0,754490849 4,66E-20 7,53E-19 KDELC2 KDEL I;‘;;LZ‘I’IXZ“S‘(%\ZI g;’::;;HGNC
licati fact it :H
-0,754425841 1,34E-06 8,05E-06 RFC3 repica logy:bii;iizlg‘g;ézlgsg‘%ce GNC
kyri t domain 13A [Source:HGNC
-0,754287615 2,87E-22 5,08E-21 ANKRD13A ankyrin ;;igol;zr:c?ch C:[Zfzuégc]e
POCI centriol in A H
-0,753747724 0,000157818 0,000695417 POC1A oC Cg;ﬁﬁ;rgft:ﬁ\] C[:SZZZ;; GNC
hi domain containing 2 [Source: HGNC
-0,75297081 3,00E-06 1,71E-05 susD2 susht OSI;‘;E;"X;‘EIG%N C[:38161;;?
-0,752740755 8,16E-06 4,40E-05 KCNK6 P OtaSSh;“[‘Schif’;Zﬁrcngi;;ﬁi zilcsggf;nélg;]m ember
ine and arginine rich splicing factor 2 [Source: HGNC
-0,752515738 1,29E-23 2,42E-22 SRSF2 Serine an afglg;:;;i:clz;g‘i écl(;);%][ ource
-0,752291699 1,21E-05 6,35E-05 FAM234B fa’[Is‘gzr:’;géﬁ‘éi‘;;?g‘fi%?gé“;g‘;; B
ired like homeodomai H
-0,752224021 0,013010575 0,037347111 PITX3 patre ISGYI;;E f‘;i‘g"g;\f’c[iggge GNC
-0,75132435 1,99E-11 1,89E-10 CHAF1A chromatin aSse;;‘%(fii‘c’zz;Isc‘lglgz‘;;ﬁﬂ[somezHGNC
ADP ribosylation factor like GTPase 13B H
-0,751271628 9,10E-06 4,87E-05 ARL13B ribosy a“;’;‘mf;f;;t;%Nés; 43_'19][5"““'3 GNC
hosphoribosylformylglycinamidi th
-0,750697187 1,70E-21 2,92E-20 PEAS P E’;{f’ur(fe‘;g\lcorg:n%gf?ciﬁ; G‘ﬁg;’g@;"s’e
-0,750673072 5,12E-09 3,96E-08 PHYHIPL phytag’(ﬁ;fgﬁ é;‘édsr;’zﬁzfi:;g;%gzgg‘;;m like
-0,750603075 8,65E-30 2,09E-28 RRAS RAS related [Source:HGNC Symbol;Acc:HGNC:10447]
H i i i 2
-0,749506022 0,009834388 0,029270879 SH3TC2 S[SjuiZ’:ggﬁgdst;r:;:ﬁ’fjggéé’g’:;]
inich int 1 t2
-0,749468341 5,97E-18 8,72E-17 MCM2 e [gi’)r;‘r‘);ogé;“glgyem“;&cx‘?ﬁ%;‘ éfg;‘ﬂ;nen
-0,748677851 4,77E-70 3,30E-68 ANXA6 annexin A6 [Source:HGNC Symbol;Acc:HGNC:544]
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-0,748026453

0,009521191

0,028452147

CFAP157

cilia and flagella associated protein 157 [Source:HGNC

Symbol;Acc:HGNC:27843]
-0,747995213 7,70E-09 5,86E-08 SusDs sus ldosr;‘ i;‘(flogtcilggisc[i’ggz? GNC
lysyl oxidase like 3 [Source: HGNC
-0,747943314 1,53E-21 2,64E-20 LOXL3 ysys;;(rtbzixc; G[Noérlges 69
lysyl oxidase like 4 H
-0,747468391 8,24E-24 1,57E-22 LOXL4 ysys;’ﬁiiiiﬁl G[;Og rlc7e17 HGNC
-0,747451393 5,93E-38 1,89E-36 ATP13A3 ATPase 13A3 [Source:HGNC Symbol;Acc:HGNC:24113]
igator 1 H
-0,747351001 2,32E-06 1,35E-05 NAV1 “e“rso;glj;tiactzr}l G[;(?E‘; o Q?NC
ATPase phospholipid t ting 10A (putati
o w0}
-0,746521839 2,71E-10 2,34E-09 RABEPK Rab9 effector g;‘fézl“gi‘;‘éﬁ glog;f; 6[]S ource:HGNC
iquiti ific peptidase 31 H
-0,745955667 1,62E-09 1,30E-08 UsP31 ubiquitin ;‘}’jﬁ;g}i‘i{’z:héﬁézzgﬁgce GNC
DNA topoi 11 bindi tein 1 [Source: HGNC
-0,745841862 3,15E-12 3,22E-11 TOPBP1 OPOIS"mSe;:Eob A::C:ggﬁrc‘?lélgos][ ource
i 1 11 polari i H
-0,745689819 7,79E-09 5,93E-08 INTU mtumedpa’;;;;i’:i;%gg;;’g;ource GNC
ipheral myelin protein 22 [Source:HGNC
-0,745541225 2,04E-23 3,79E-22 PMP22 perip eras;rgsgif lfcrz}e{gN Cz[gl"%r]ce
oo awe woen o Tl op sty
-0,743407704 0,003733806 0,012426384 NCAN neurocan [Source:HGNC Symbol;Acc:HGNC:2465]
-0,742609394 0,000402311 0,001645712 ITIH5 i“ter'a1P[}S‘z'lj?c'zEzﬁgg?zﬁxgﬁggﬁgmgember >
iezo t h itive ion channel t1
-0,742170314 3,14E-45 1,23E-43 PIEZO1 piezo [}égizljgéﬁée;‘;;;’;‘x:;gnl\fc;‘g;g’;]ne“
-0,741571264 4,66E-28 1,05E-26 FRMD6 FERM d(s’r;‘;g‘oi‘zﬁﬁgiglsg‘g;]&HGNC
-0,739980826 3,10E-49 1,37E-47 SEPTI11 septin 11 [Source:HGNC Symbol;Acc:HGNC:25589]
li 2A class 11 H
-0,739460944 1,57E-29 3,77E-28 TUBB2A tubu ”;;2;01; ACCZ;SI G;[Cscl"zlz‘;] GNC
terile alpha motif domain containing 12 [Source: HGNC
-0,739420583 0,003297742 0,011116203 SAMD12 steriie alpha mgylmb(:;zlcrlzgsé‘g&o][ ouree
oo asew omew  ows el ooy
-0,738336458 3,45E-10 2,96E-09 HHIPL1 HHIP like 1 [Source:HGNC Symbol;Acc:HGNC:19710]
-0,738162821 9,85E-25 1,96E-23 RCAN1 regmat(gy?i;if:i‘ﬁg&Egg;;?’HGNC
tructural maint f ch 2 [Source:HGNC
-0,73804822 6,58E-13 7,12E-12 SMC2 structura ma‘nse’;:zfﬁ;zc‘;g’cnl‘\?é‘:’ﬁgi 1][ ource
-0,737721578 0,000194513 0,000842947 MECOM MDS1 and Si:ig{’:iﬁ é"gg{f’;;rce}lch
MYB bindi tein 1 H
-0,737388721 4,76E-30 1,17E-28 MYBBPIA blgyi‘foifcj:‘; Gﬂgﬁ’%ﬁ GNC
-0,737250351 8,78E-05 0,000406215 PTPRB prf’stzi?rzr;sg; é’ }S‘;’;’:;‘;tzsfcﬁgzz’rgtgg B
-0,737097913 3,82E-06 2,15E-05 TLL2 tolloid like 2 [Source:HGNC Symbol;Acc:HGNC:11844]
ftlin, lipid raft linker 1 H
-0,735330034 2,35E-29 5,62E-28 RFTN1 ra m’s;lib;‘; AC‘E;éNggg;;Z] GNC
SBDS, rib turation factor [Source: HGNC
-0,734370478 1,40E-20 2,32E-19 SBDS " Osgryn;g;i:zj:ggNaé:‘l’; 4[ 4(())]urce
1 igeni i H
-0,733871226 3,43E-28 7,80E-27 NASP nuciear a“toa;‘;f;if:fzgncﬁgtféaﬁource GNC
-0,732582627 1,86E-06 1,09E-05 SIKIB salt inducible kinase 1B (putative) [Source:HGNC

Symbol;Acc:HGNC:52389]
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-0,732283373

1,01E-22

1,82E-21

AMDI1

adenosylmethionine decarboxylase 1 [Source:HGNC

Symbol; Acc:HGNC:457]
vaccinia related kinase 1 [Source:HGNC
-0,731347685 8,72E-06 4,69E-05 VRK1 Symbol;Ac:HGNC:12718]
UDP-GIcNAc:betaGal beta-1,3-N-
-0,731275106 0,000769273 0,002987495 B3GNTL1 acetylglucosaminyltransferase like 1 [Source:HGNC
Symbol;Acc:HGNC:21727]
centromere protein O [Source:HGNC
-0,730482515 4,20E-07 2,66E-06 CENPO
Symbol;Acc:HGNC:28152]
zinc finger protein 239 [Source:HGNC
0,730356238 0,00065804 0,002590775 ZNF239 Symbol;AcHGNC:13031]
signal transducer and activator of transcription 5B
-0,72 2,60E-24 E-2 TAT5B
0.729356806 /60 509E-23 STATS [Source:HGNC Symbol; Acc:HGNC:11367]
carbamoyl-phosphate synthetase 2, aspartate
-0,728391634 1,21E-27 2,69E-26 CAD transcarbamylase, and dihydroorotase [Source: HGNC
Symbol; Acc:HGNC:1424]
-0,727877587 1,59E-54 7,94E-53 EZR ezrin [Source:HGNC Symbol; Acc:HGNC:12691]
G protein nucleolar 3 [Source:HGNC
-0,7273262 1,05E-2 1,97E-22 NL
0727326258 A5E23 o GNL3 Symbol;Acc:HGNC:29931]
serrate, RNA effector molecule [Source: HGNC
-0,726580018 1,86E-34 5,34E-33 SRRT Symbol;AcHGNC:24101]
immediate early response 5 like [Source:HGNC
-0,72650282 7E-1 40E-12 IER5L
0,726502826 30 3 3,40 5 Symbol; Acc:HGNC:23679]
ubiquitin conjugating enzyme E2 S [Source: HGNC
0,725076284 1,93E-36 5,92E-35 UBE2S Symbol;Acc:HGNC:17895]
-0,725076246 8,85E-34 2,47E-32 CAV2 caveolin 2 [Source: HGNC Symbol;Acc:HGNC:1528]
RNA binding motif protein 20 [Source: HGNC
-0,724675467 2,20E- 1,28E- RBM2
0,72467546 -20E-06 28E-05 M20 Symbol; Acc:HGNC:27424]
exosome component 2 [Source:HGNC
-0,72 7 2E-1 2E- EX 2
0,723868 35 0 3,02E-09 osc Symbol; Acc:HGNC:17097]
FK506 binding protein 14 [Source:HGNC
-0,723525833 9,65E-18 1,40E-16 FKBP14 Symbol;Acc:HGNC:18625]
FA core complex associated protein 100 [Source: HGNC
-0,72349137 4,08E-1 E-1 FAAP1
0,723491376 08E-19 6,33E-18 0o Symbol; Acc:HGNC:26171]
coiled-coil domain containing 18 [Source:HGNC
-0,722531832 0,00065337 0,002574476 CCDC18
Symbol;Acc:HGNC:30370]
inhibitory synaptic factor family member 2B
-0,7214 1,76E- E- INSYN2B
0 86003 76E-05 9,03E-05 NSYN. [Source:HGNC Symbol; Acc:HGNC:37271]
methionyl-tRNA synthetase [Source: HGNC
-0,72118072 E-41 2,89E-. MAR
0 80726 8,38 B9E-39 5 Symbol; Acc:HGNC:6898]
solute carrier family 1 member 5 [Source: HGNC
-0,719157063 5,21E-28 1,18E-26 SLC1A5 Symbol; AccHGNC:10943]
WD repeat domain 4 [Source: HGNC
-0,71882 1,29E-07 E-07 WDR4
0,718829698 2980 8,69E-0 Symbol; Acc:HGNC:12756]
activated leukocyte cell adhesion molecule [Source: HGNC
-0,71841268 5,43E-47 2,26E-45 ALCAM Symbol:Ac:HGNC:400]
centromere protein X [Source:HGNC
-0,717181951 1,04E- 7,80E- ENPX
0 8195 JO4E-08 BOE-08 CEN Symbol; Acc:HGNC:11422]
lysocardiolipin acyltransferase 1 [Source: HGNC
-0,716999139 8,66E-07 5,31E-06 LCLATI Symbol; Acc:HGNC:26756]
-0,71678871 4,46E-39 1,46E-37 NPTN neuroplastin [Source:HGNC Symbol;Acc:HGNC:17867]
RIC1 homolog, RAB6A GEF complex partner 1
-0,716533069 7,67E-20 1,23E-18 Rict [Source:HGNC Symbol; Acc:HGNC:17686]
translocation associated membrane protein 2
-0,7162322 1,21E-42 4,45E-41 TRAM2
0.716232296 ’ A5 M [Source:HGNC Symbol; Acc:HGNC:16855]
RELB proto-oncogene, NF-kB subunit [Source:HGNC
-0,716079226 7,99E-13 8,60E-12 RELB
Symbol; Acc:HGNC:9956]
0714591169 489E-32 1.29E-30 KCTD20 potassium channel tetramerization domain containing 20
! ! ’ [Source:HGNC Symbol; Acc:HGNC:21052]
-0,713292025 0,018069064 0,049575606 DSC2 desmocollin 2 [Source:HGNC Symbol; Acc:HGNC:3036]
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microtubule associated monooxygenase, calponin and

-0,712941314 7,70E-19 1,18E-17 MICAL3 LIM domain containing 3 [Source: HGNC
Symbol;Acc:HGNC:24694]
lear t t factor 2 lik t factor 1
ommse e ames  wn bt
-0,712433017 5,36E-11 4,90E-10 MYO19 myosin XIX [Source:HGNC Symbol;Acc:HGNC:26234]
iparti if containing 14 H
-0,711255675 1,96E-06 1,15E-05 TRIM14 mparme;;z:;(;?;‘z‘ggi CIE;;;]CE GNC
in light chai H
-0,710940633 4,92E-65 3,18E-63 MYL6 myos;r;l;iol;;::l‘{%[;oc“;;]GNC
-0,710922119 1,03E-29 2,49E-28 NOLC1 ngi‘;iﬁg‘:\%‘éeyi:?jst‘l‘fgl;%’rl‘;fag]1
RNA splici 1 it2 H
-0,71013498 0,000119134 0,000538156 TSEN2 (RNA sp ‘Cmg;?:;’;?;Cif;fg;%’z‘;zzz[fource GNC
in family H member 1 [Source:HGNC
-0,708591744 5,57E-45 2,17E-43 SERPINH1 serpin asrggbol;i:?HecrNc[:f;;rg]e
-0,707462477 6,92E-06 3,77E-05 APBAT amyl°idlbgjuprrc‘:;r(s;‘gé’g‘;igiigig‘gg&“gé7A8]member
lin dependent kinase inhibitor 2 :HGN
-0,707252867 4,17E-06 2,34E-05 CDKN2C cycin depen Sey"mbﬁa[iiéHgl‘\g 17(;50“@ GNC
-0,707122233 1,05E-06 6,36E-06 SUV39H?2 suppressor of ‘gﬁgg;‘g‘;féé‘;’goll;’zgsi][s ource:HGNC
i 1 RNA ing 7 homolog A H
-0,706623897 6,51E-17 8,95E-16 RRP7A ribosomal RN S;r:;siitfﬂ G?\Ingzcﬁ%][s()urce GNC
NOC3 like DNA replicati lator [Source:HGNC
-0,706520727 2,69E-11 2,54E-10 NOC3L e Sy;gg;;lg é‘;'\%é; Aj;gi]wrce
in2 H
-0,706449332 7,18E-09 5,48E-08 TMEM206 trammeg‘;f;‘;f::é;%ﬁgf;gg GNC
-0,706314069 2,68E-06 1,54E-05 LUM lumican [Source:HGNC Symbol;Acc:HGNC:6724]
TNF iated f H
-0,706054916 3,57E-19 5,57E-18 TRAF3 N recepg’;;;ﬁf:j:ilégocr:fz[osg’;“e GNC
inc finger HIT-t taining 6 [Source: HGNC
-0,705919491 3,86E-16 5,03E-15 ZNHIT6 ZInc Hnger Symbiix‘z;g;zi 658‘;;”“’
-0,70572582 4,89E-14 5,69E-13 PTPN21 P“’te[lgotz::;EEPN}‘COSSI;,};S&?AZZ’EGEE?;%W 21
late cyclase 1 soluble subunit alpha 2
-0,705194485 6,51E-05 0,000308341 GUCY1A2 g{‘,‘;ﬁ;;g;?‘;yri‘;; :CE?HEE Ca:‘ 41; SZ]
-0,70466109 5,93E-13 6,45E-12 TLNRD1 talin rod ‘;‘;}2;3;’?;;2;5& 1[35501“;]CEHGNC
lypeptide N-acetylgalactosaminyltransferase 1
-0,704109629 1,57E-31 4,09E-30 GALNTI po y[gzirlce‘fgcﬁec % 5;;;":2“;‘%}\;3’;;;“
-0,703199124 5,63E-12 5,60E-11 COL16A1 collagen tyg;ﬁ:;ﬁg;g Gcgﬁz[lsg(;?rce:HGNc
lysophosphatidic acid receptor 1 ‘HGN
-0,702604651 2,39E-06 1,38E-05 LPAR1 ysophosp ;‘y‘mlgojicz:g\?ém[i;“m GNC
ADAM metallopeptidase domain 33 [Source: HGNC
-0,702340965 2,83E-05 0,000141396 ADAM33 me aS;II:l?:JI:)ll; :CS:HOGIE;EIES 47[8]0“r°e
-0,701909973 9,39E-14 1,07E-12 DHFR dmydr‘:;}fgii‘ji‘:géﬁz‘?;gggHGNC
lypeptide N-acetylgalactosaminyltransferase 1
-0,701414858 0,000117264 0,0005302 GALNTI8 po y[giirlcefgcalsz}é f;g;ozzng‘él\;é?oz;;e 8
-0,701414831 2,38E-12 2,46E-11 NIP7 Ng;:;ﬁgggg;fj&iZ"I;eé;‘égzigoz;m
line rich 5 lik :HGN
-0,701347565 2,05E-13 2,29E-12 PRR5L prosl;l;r)‘;;jcéﬁgg‘g;‘;g; ¢
1l migration inducing hyaluronidase 2 [Source: HGNC
-0,701308284 2,00E-32 5,36E-31 CEMIP2 cell migration g‘yiﬁgiﬁ;&‘ﬁ‘éﬁg . 9][ ouree
KDEL lasmic reticul i i
-0,701150061 1,27E-14 1,52E-13 KDELR3 erEg;’Er:ngéﬁgc;y‘r;r;ﬁfzi’;;é:}’gg&:}xepmr 3
-0,700786956 0,0125587 0,0362508 CHEK2 checkpoint kinase 2 [Source:HHGNC

Symbol;Acc:HGNC:16627]
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PIN2 (TERF1) interacting telomerase inhibitor 1

-0,700641206 0,00453445 0,014806584 PINX1
[Source:HGNC Symbol; Acc:HGNC:30046]
Yy
fibroblast growth factor 18 [Source: HGNC
-0,700464464 0,011697541 0,034104941 FGF18 Symbol;AcHGNC:3674]
serine/threonine kinase 38 [Source: HGNC
-0,7004057 1,96E-2. 4E-22 T
0,70040573 96E-23 36 STK38 Symbol; Acc:HGNC:17847]
) 3 3 phosphatidylinositol binding clathrin assembly protein
0,700379509 4,35E-47 LBIE-45 PICALM [Source:HGNC Symbol; Acc:HGNC:15514]
dyskerin pseudouridine synthase 1 [Source: HGNC
-0,7 42 17E-1 E-1 DKC1
0,7003393 6 ? 9,50E-18 c Symbol;Acc:HGNC:2890]
isoleucyl-tRNA synthetase [Source:HGNC
-0,699727933 2,62E-31 6,76E-30 IARS Symbol: Ac:HGNC:5330]
-0,699061822 1,70E-06 1,00E-05 FN1 fibronectin 1 [Source:HGNC Symbol;Acc:HGNC:3778]
heat shock protein family B (small) member 8
-0,698781454 4,26E-07 2,70E-06 HSPBS [Source:HGNC Symbol;Acc:HGNC:30171]
RABI11 family interacting protein 5 [Source: HGNC
- 402 E-2 7,04E-2 RABI1IFIP.
0,698402339 3,33E-26 0 > 5 Symbol; Acc:HGNC:24845]
-0,698263839 7,73E-28 1,72E-26 PODXL podocalyxin like [Source: HGNC Symbol; Acc:HGNC:9171]
thrombospondin type 1 domain containing 1
- 1152 207 2424 THSD1
0,698115268 0,000207585 0,00089 5 [Source:HGNC Symbol; Acc:HGNC:17754]
leucine rich repeat containing 3B [Source:HGNC
-0,697989691 0,000493783 0,001983925 LRRC3B Symbol;Acc:HGNC:28105]
0.697866223 3.04E-05 0.000151533 FLRT? fibronectin leucine rich transmembrane protein 2
’ . ! [Source:HGNC Symbol; Acc:HGNC:3761]
-0,697771939 5,88E-09 4,52E-08 PRR11 proline rich 11 [Source:HGNC Symbol; Acc:HGNC:25619]
translocase of outer mitochondrial membrane 40
- 7722 44E-2 1,98E-27 T 4
0,69 663 8 9 98 OMM40 [Source:HGNC Symbol; Acc:HGNC:18001]
-0,697530493 4,83E-13 5,29E-12 LACTB lactamase beta [Source:HGNC Symbol;Acc:HGNC:16468]
FER tyrosine kinase [Source:HGNC
-0,6973894 71E-1 4,80E- FER
0,697389495 > 0 B0E-09 Symbol; Acc:HGNC:3655]
TNF alpha induced protein 8 [Source: HGNC
-0,697351525 0,008156986 0,024861704 TNFAIP8 Symbol;Ac:HGNC:17260]
FA complementation group M [Source: HGNC
- 201 10962 411242 FANCM
0,69668620 0,001096238 0,00 8 C Symbol;Acc:HGNC:23168]
small nuclear RNA activating complex polypeptide 1
-0,695406854 8,73E-05 0,000404118 SNAPC1 [Source: HGNC Symbol; AccHGNC:11134]
transmembrane protein 170B [Source:HGNC
- 787797 1,48E-1 1,31E- TMEM170B
0,69378779 ABE-10 S1E-09 M 0 Symbol; Acc:HGNC:34244]
family with sequence similarity 98 member A
- 7347 E-2 E-2 FA A
0,693734765 3,39E-29 8,06E-28 M98 [Source:HGNC Symbol; Acc:HGNC:24520]
. y y potassium voltage-gated channel interacting protein 3
0,693730295 6.22E-09 477808 KCNIP3 [Source:HGNC Symbol; Acc:HGNC:15523]
adenylate cyclase 7 [Source: HGNC
- 42684 204721 7244404 ADCY7
0,69364268 0,0020 8 0,00 0 c Symbol;Acc:HGNC:238]
neurobeachin like 2 [Source: HGNC
-0,693638951 4,66E-11 4,28E-10 NBEAL2 Symbol;Acc:HGNC:31928]
thymine DNA glycosylase [Source:HGNC
- 284 E-1 4,40E-14 TD
0,692845308 3,55E-15 40 G Symbol; Acc:HGNC:11700]
MRT4 homolog, ribosome maturation factor
-0,692818999 4,92E-18 723817 MRTO4 [Source:HGNC Symbol; Acc:HGNC:18477]
chondroitin sulfate synthase 1 [Source: HGNC
- 2045222 7,51E-2 1,68E-2 HSY1
0,692045 S 8 /68E-26 CHS Symbol; Acc:HGNC:17198]
NK6 homeobox 1 [Source:HGNC
-0,691881801 0,001315803 0,004849851 NKX6-1
Symbol; Acc:HGNC:7839]
GTP binding protein 4 [Source:HGNC
- 10562 1,56E-24 E-2 TPBP4
0,691056285 56 3,08E-23 G Symbol; Acc:HGNC:21535]
aminoacyl tRNA synthetase complex interacting
-0,69088732 3,39E-09 2,66E-08 AIMP2 multifunctional protein 2 [Source: HGNC
Symbol;Acc:HGNC:20609]
-0,690787918 1,34E-18 2,03E-17 TUBG1 tubulin gamma 1 [Source:HGNC

Symbol;,Acc:HGNC:12417]
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microtubule associated serine/threonine kinase like

-0,690363648 6,07E-06 3,34E-05 MASTL [Source:HGNC Symbol;Acc:HGNC:19042]
ADA llopepti in 12 H
-0,690325627 2,86E-28 6,53E-27 ADAMI2 Mmeta ;’;iizizs:cﬁg;&gg]some GNC
t b tein 165 [Source: HGNC
-0,690318293 3,27E-31 8,39E-30 TMEM165 ransmersny;fz}:i;“cN c:[3 (;’7“;0“]9
1 ity li i H
-0,689449103 7,13E-19 1,09E-17 VLDLR very fow dE“?;;ii?ﬁigﬁiﬁ;ggwm GNC
-0,688711921 7,51E-43 2,78E-41 ARPC5 actin related p rm;;“ Ijéilczr;pﬁé;‘g%;] 5 [Source:HGNC
-0,688707062 2,29E-09 1,82E-08 ITPR2 inositol 1’4'5’“1551;’;;1‘2}{;:;2’;%:gyl};i]2 [Source:HGNC
leoporin 107 H
-0,687731304 3,02E-13 3,34E-12 NUP107 ““;;;iiﬁchgol\?g;gﬁTc
-0,686427964 6,61E-46 2,66E-44 EPHA2 EPH receptor A2 [Source:HGNC Symbol; Acc:HGNC:3386]
-0,686085909 9,90E-27 2,13E-25 FLNC filamin C [Source:HGNC Symbol;Acc:HGNC:3756]
ALT1 H
-0,685885881 1,86E-50 8,41E-49 MALTI M syxi;ZifZiziig;?;;ig]GNc
Nedd4 family interacti tein 1 [Source: HGNC
-0,685354541 2,47E-42 8,91E-41 NDFIP1 ¢ amlsizibe;;zi{ pGrONeCIE%[g;]’me
inc fi in, FOG famil 2 H
-0,685306641 0,000751859 0,002924551 ZFPM2 Zine fmger Pmtesl}’;’nbgl;c A??;Ié;\{“grl‘:%o] [Source:HGNC
-0,684475559 8,94E-18 1,30E-16 GBP3 guany at‘;;’;‘s;rl‘igzg;‘gl‘\f’c[ji’gge GNC
lute carrier family 35 member F3 [Source: HGNC
-0,68440576 6,23E-10 5,22E-09 SLC35F3 soute Came;yfnn];i AC:;S‘N?% 6[1 6‘;““6
-0,683791367 2,69E-06 1,54E-05 Cdorf46 chromosome é;ri:;lt:acil:;gé:?g;7§62 ([)?O“rce:HGNC
WW and C2 domain containing 2 [Source: HGNC
-0,683349708 8,78E-19 1,34E-17 WWC2 an syiﬁlffifﬁzﬁrégz 41[ 4‘;}““8
-0,682356033 1,51E-42 5,52E-41 cCTs chaperonin CO’;;‘::;’;?;&%&‘EST; fsgsource:HGNC
transl £i itochondrial 17A
-0,682296811 3,31E-25 6,69E-24 TIMMI7A ranfsziiiiilggg ;‘Iinc’;ol?zc:; G“;\‘fé“';;grf;
-0,681026457 1,49E-41 5,26E-40 WNT5A Wnt fagfii’ﬁfﬂi%éﬁgﬁ;‘;i?@m
1 i iated t ipti fact
-0,680136264 0,012589 0,036327456 MITF m?siﬁ?fﬁﬁszcssso;ibil ;:?EZPN?; lgg]or
trulation brain homeobox 2 [Source: HGNC
-0,680082784 0,004610356 0,015024108 GBX2 gastriia logy;abg; AOC ’Z‘;’ GE‘C: 4[ 1§;r°e
inP H
-0,678930542 0,006454024 0,020296028 CENPP Cemrg;“;foifzg; GIEIS((:’:‘;ZC; 3]GNC
AZF zinc finger 1 H
-0,678687107 0,000115301 0,000522054 JAZF1 ] syifoljz%ifH c[;?\(r)ér;; 17c];NC
-0,678279691 3,88E-48 1,66E-46 KIRREL1 kl[rsr;ilrlzirggg&“;;ggg'lTie;‘g\;gollg;‘;z !
icrotubul linking factor 1 H
-0,677919277 2,06E-34 5,89E-33 MTCL1 microtubu ;;:;’szll;;ng é;gzggsﬁ?rce GNC
TRAF interacti tein with forkhead associated
inc fi in 4 H
-0,677334356 0,000718066 0,002803779 ZNF486 “ne ‘gfr‘:bf(’;;i‘;‘Hiél\Ei?;g;gﬂ GNC
tin and adi tor famil ber 4
-0,677217679 0,000199347 0,000860994 PAQR4 pro[gsf;‘rt;g G%g’gfﬂfgg?i:zég&?;g 6]er
X- i lementi H
-0,677169205 1,17E-05 6,16E-05 XRCC3 ray repau ;;ﬁ;gir:i;“é;?iz%’ume GNC
bolA famil ber 3 [Source: HGNC
-0,677156412 7,72E-06 4,18E-05 BOLA3 © ;;;gorlnzzgcl\g C‘?;iﬁs]
-0,676273632 1,48E-46 6,11E-45 SRSF3 serine and arglg;ﬁ;;‘;;iﬂ:gﬁg%’;;][Source:HGNC
-0,67511431 3,55E-24 6,89E-23 ITSN1 intersectin 1 [Source:HGNC Symbol;Acc:HGNC:6183]
-0,674652028 0,002329109 0,008139508 HMCNI1 hemicentin 1 [Source:HGNC Symbol;Acc:HGNC:19194]
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-0,674398943

0,000750263

0,002919341

TEX30

testis expressed 30 [Source: HGNC

Symbol;Acc:HGNC:25188]
ide di 2 H
-0,674171411 4,06E-35 1,19E-33 SOD2 Superosx;ri’bif;\“;?{sél\]g‘ﬁ;%] GNC
transglutaminase 2 [Source: HGNC
-0,673545144 1,10E-23 2,08E-22 TGM2 ran;f,;;ii\::;c[lqocﬁcfwm
licing f. li Jutamine rich H
-0,673101345 2,13E-50 9,60E-49 SFPQ splicing factor Pg;ﬂiifg‘:f;g&“g‘fo?; " [Source:HGNC
TNF recept iated factor 1 HGN
-0,672575673 0,000175446 0,000766653 TRAF1 N receps";;icf:ciHé;oé 12[053"1‘]‘“‘3 GNC
-0,672484802 1,84E-34 5,31E-33 SLC12A4 solute camesryir;cﬁ?xczc Eecnll?(e:rlé 9[?‘3’]““&HGNC
-0,672406551 4,24E-05 0,000207031 TVP23A tra“[ss' fgliﬁgﬁéks;iﬁ irczt;gf\? C}?;)égggg A
late cyclase 1 soluble subunit beta 1 [Source:HGNC
-0,671800284 0,009674627 0,028844033 cucyipy ~ guawvae Qe assey;;’()‘l‘; A:j; G“}S‘C 42 ;7] [Source
EH domain containing 1 ‘HGN
-0,670622605 1,22E-37 3,86E-36 EHD1 OHSI;III‘IIII:C)Z? :fC“:IgGN[g‘;‘;; GNC
-0,670402615 5,61E-28 1,26E-26 RBMS1 RNA blgi‘;‘i:fgg?it;:g;iﬁggﬁéf‘;;(g);}r"tem !
i 1 t it :H
-0,670280812 1,70E-41 5,98E-40 SSR3 signa seq“esn}f;;icl‘fi;’:;‘é%‘g lf3[255°]urce GNC
TIMELESS interacti tein [Source: HGNC
-0,670113127 0,000941847 0,00358461 TIPIN symmﬁfﬁcgﬁfﬁg’l\fé“3[o%ffe
lin epsil 1 lex 2 H
-0,669756284 0,000365126 0,001502149 TEDC?2 tubulin epsi ;’;‘;’;ﬁﬁ;ﬁé&r&%ﬁ;85;’““‘3 GNC
family with imilarity 107 member A
-0,669051572 4,74E-13 5,20E-12 FAM107A a?;)ir"ctHéeggrS‘;:‘ggl :Zgi GNg;g;z;
-0,667973596 1,02E-38 3,32E-37 THY1 Thy-1 C;g;ﬂif;ﬁé?c[iﬁﬁfHGNC
li tein B mRNA editi talyti it
-0,6675272 0,003027199 0,010306285 APOBEC3B  °P° 1p§]}3> r[g;;rr‘ceg GE o ;y;gfli‘fcygézg 15;312 zs]“bum
i leysteine carboxyl methyltransf
. I
inoic aci H
-0,667221858 1,16E-08 8,66E-08 RARB retinoic g;ﬁgiﬁ’;gg’éﬁésggggf GNC
inc fi tein 649 [Source: HGNC
-0,666501367 7,92E-05 0,000369052 ZNF649 zne ‘;‘yglfbf(’jxf:‘H GI\E CO;J;;Z |
in like, glial cell differentiati 1
osamn  aswn vwen e "l gl e s
ArfGAP with RhoGAP domain, ankyri tand PH
-0,665635496 0,000475017 0,001916859 ARAP2 (riomain“;[ SOUTZE:H GN%“:;‘;;;}ZEZ‘;‘H%}EE‘C;% 4]
-0,665482313 3,32E-06 1,88E-05 CLN6 CLNG, tra““;‘yi;“;;ﬁgi:ggﬁi%;s;]’urce:HGNC
MAD famil 7 ‘HGN
-0,664423882 1,93E-07 1,27E-06 SMAD7 5 S"’yribyoﬁztl’;rcl\l[gc;‘;% GNC
-0,663972885 0,003017476 0,01027679 DNA?2 DNA rel’hcaz(;l};‘jﬁ:{ I?GCINQZSZ ;gource:HGNC
idylprolyl i F H
-0,663897167 9,01E-14 1,03E-12 PPIF peptidy g;?ni;foAT:;?éeNC[S;‘;;]e GNC
iled-coil domain containing 14 [Source: HGNC
-0,663056633 2,05E-09 1,64E-08 CCDC14 cotted-cot s;:;?;;?cr;:;g;gc%g 6‘2]1“8
-0,662634512 1,99E-08 1,46E-07 CLCF1 Card“’trOphlgyﬁsocﬁocif;ecfgg;lgz?urCE:HGNC
t tein V :H
-0,66192371 1,26E-11 1,22E-10 CENPV cen r‘;r;;foﬁ’;fcig GES‘;;;‘; O]GNC
-0,661799422 1,25E-25 2,60E-24 H2AFZ H2A hlsto‘;‘;ﬁgi};fgcbg g EZETCE:HGNC
-0,66050402 9.47E-18 138E-16 FAMS4B family with sequence similarity 84 member B

[Source:HGNC Symbol;Acc:HGNC:24166]
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pseudopodium enriched atypical kinase 1 [Source:HGNC

-0,659984566 5,23E-17 7,22E-16 PEAK1
Symbol;Acc:HGNC:29431]
microtubule associated protein RP/EB family member 1
-0,659877871 422829 1,00E-27 MAPREL [Source:HGNC Symbol;Acc:HGNC:6890]
strawberry notch homolog 2 [Source:HGNC
- 41251 E-2 7,52E-27 BNO2
0,65964125 3,30E-28 » SBNO Symbol; Acc:HGNC:29158]
acyl-CoA thioesterase 9 [Source:HGNC
0,659242115 1,06E-14 1,27E-13 ACOT9 Symbol;AcHGNC:17152]
-0,658972771 3,16E-06 1,80E-05 CCNJ] cyclin J [Source: HGNC Symbol;Acc:HGNC:23434]
secreted protein acidic and cysteine rich [Source:HGNC
-0,656880972 8,70E-11 7,81E-10 SPARC Symbol;AccHGNC:11219]
guanylate binding protein 2 [Source:HGNC
- 7367 E- 4,66E-07 BP2
0,656736706 6,69E-08 /66E-0 G Symbol;Acc:HGNC:4183]
zinc finger protein 749 [Source:HGNC
0,656721255 0,006812681 0,021238054 ZNF749 Symbol;Acc:HGNC:32783)]
methylenetetrahydrofolate dehydrogenase,
-0,656666608 3,94E-22 6,95E-21 MTHFD1 cyclohydrolase and formyltetrahydrofolate synthetase 1
[Source:HGNC Symbol;Acc:HGNC:7432]
phosphatase and actin regulator 2 [Source: HGNC
g 4 1,11E- 4E- PHACTR2
0,65608090 ! 0 9,04E-09 ¢ Symbol; Acc:HGNC:20956]
transcription elongation regulator 1 [Source: HGNC
0,655641736 2,31E-18 3,43E-17 TCERG1 Symbol; Acc:HGNC:15630]
potassium channel tetramerization domain containing 11
- 46327 25E-1 4,43E- KCTD11
0,655463278 525E-10 ASE-09 c [Source:HGNC Symbol; Acc:HGNC:21302]
nuclear receptor interacting protein 3 [Source: HGNC
-0,655120853 0,000404081 0,001651559 NRIP3
Symbol;Acc:HGNC:1167]
serine and arginine rich splicing factor 1 [Source:HGNC
-0,654104132 1,31E-1 1,48E-12 RSF1
0,65410413 3 3 A8 SRS Symbol; Acc:HGNC:10780]
adenosine deaminase, RNA specific Bl [Source: HGNC
g 411 4,96E-12 4,96E-11 ADARB1
0,653341138 96 96 Symbol;Acc:HGNC:226]
FOS like 1, AP-1 transcription factor subunit
-0,653194499 282814 332813 FOSL1 [Source:HGNC Symbol;Acc:HGNC:13718]
procollagen-lysine,2-oxoglutarate 5-dioxygenase 1
- 14501 7,49E-4 2,50E- PLOD1
0,653145018 AIE-40 S0E-38 o [Source:HGNC Symbol; Acc:HGNC:9081]
peptidylprolyl isomerase like 1 [Source:HGNC
-0,653133955 4,74E-13 5,20E-12 PPIL1
Symbol;Acc:HGNC:9260]
SP140 nuclear body protein like [Source:HGNC
- 2624 E- 2231 P140L
0,6530926! 6,83E-05 0,000322318 SP140 Symbol;Ac:HGNC:25105]
receptor accessory protein 4 [Source:HGNC
g 1401 4E-1 11E- REEP4
0,653014018 36 0 3 0 Symbol; Acc:HGNC:26176]
regulator of chromosome condensation 1 [Source:HGNC
0,652959986 7,39E-13 7,96E-12 RCC1 Symbol:AccHGNC:1913]
nucleolar protein interacting with the FHA domain of
-0,651759291 E-12 1E-11 NIFK
0,65175929 6,38 6.3 MKI67 [Source:HGNC Symbol;Acc:HGNC:17838]
N-terminal EF-hand calcium binding protein 1
-0,651584524 0,006566363 0,020599231 NECAB1 [Source:HGNC Symbol; Ac:HGNC:20983]
gamma-glutamyl hydrolase [Source:HGNC
- 142847 2,78E-1 46E-14 H
0,650428475 78E-15 3,46 GG Symbol;Acc:HGNC:4248]
transmembrane protein 45A [Source: HGNC
-0,65018509 2,93E-06 1,68E-05 TMEM45A Symbol; Acc:HGNC:25480]
collagen beta(1-O)galactosyltransferase 1 [Source: HGNC
0,649371015 1,29E-30 3,24E-29 COLGALT1 Symbol;Ac:HGNC:26182]
tubulin tyrosine ligase like 11 [Source:HGNC
-0,64794 232 129727 TTLL11
0,647949385 0,002325053 0,008129 Symbol; Ac:HGNC:18113]
] : : phenylalanyl-tRNA synthetase subunit beta
0,647706063 574816 4,88E-15 FARSB [Source:HGNC Symbol; Acc:HGNC:17800]
-0,647595312 2,30E-18 3,42E-17 TSPAN4 tetraspanin 4 [Source:HGNC Symbol; Acc:HGNC:11859]
-0,647282727 1,07E-09 8,73E-09 CIR complement Clr [Source:HGNC Symbol;Acc:HGNC:1246]
chloride intracellular channel 4 [Source:HGNC
-0,647214632 1,22E-56 6,48E-55 CLIC4 Symbol;AcHGNC:13518]
-0,646518728 9,11E-16 1,16E-14 PAXS paired box 8 [Source: HGNC Symbol;Acc:HGNC:8622]
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glutamate ionotropic receptor delta type subunit 1

-0,646025208 0,000983429 0,003725245 GRID1 SoiroeHIGNG: SymbolAccHGNCASTS]
Ich like famil 2 H
-0,645488592 3,41E-05 0,000168383 KLHL29 kelehIi gyﬁj}?&ﬁ’é&ég@i‘éﬁe GNC
HAUS in lik lex subunit 6 [Source: HGNC
-0,64541374 1,59E-12 1,67E-11 HAUS6 augmlgyinf,;ﬁ?iz GS‘;I szl; o4 é] ource
AK16 homol H
-0,645101492 2,42E-06 1,40E-05 MAK16 M Syn?bo?ﬂn;(c)c?flg’lglgi‘;70§]NC
-0,644992555 1,29E-09 1,05E-08 C1s complement Cls [Source:HGNC Symbol;Acc:HGNC:1247]
-0,644954599 1,03E-42 3,80E-41 ITGA5 integri’;;‘ﬁ;;ﬁ;f:g%ﬁg?:ﬁﬁHGNC
lat factor X iated tei :HGN
-0,644359758 0,007976338 0,024372352 RFXAP regulatory acsc;rmbﬁfﬁifﬁ Gl{’;g:;;;‘;]source GNC
-0,643784701 6,45E-08 4,49E-07 VDR V‘ta’;‘;‘;&fiiﬁgi‘grﬁzngC
lyci idinotransf H
-0,643748679 6,84E-08 4,76E-07 GATM glycme a;‘;n‘g‘(zf;sggﬁcli‘;‘;;e GNC
doublecortin like kinase 1 [Source: HGNC
-0,642077906 1,52E-26 3,25E-25 DCLK1 ou ecg;ﬁb;;cfﬁsél\éﬁ%é]e
lamini it alpha 1 H
-0,641821385 4,42E-12 4,44E-11 LAMAT amlmr‘S;‘i’;;tZEHaGI\%;g; GNC
F-b tein 17 [Source: HGNC
-0,641432442 8,85E-05 0,000409444 FBXO17 soyxrfgzlitcﬂ[c;“gfws "
-0,641035337 2,67E-15 3,33E-14 ILDR2 1mm[“S’:"lgrlczb;g;\llg‘;;;rb“;lzzzrgzrszgl;fﬁtor 2
inergi tor P2Y11 ‘HGN
-0,640798045 0,002548142 0,008819197 P2RY11 pur‘“er*‘gsl;lfszi :CrC:H oN C[S;’;:g]e GNC
-0,640333003 2,44E-28 5,61E-27 FJX1 fours;‘;;’::;ﬂ:z}ll Sﬁ‘g;‘;ggl\lc
RAN bindi in1 H
-0,64011043 1,08E-22 1,95E-21 RANBP1 Nb;;f;’;ig’:ﬁ;‘cl\%;;‘;] GNC
twisted gastrulation BMP signali dulator 1
0639570521 7,626-29 L79E27 TWSG1 " [Source:HGNC SymbobACCHONCA2429]
-0,639465523 2,16E-43 8,08E-42 DKK3 dlgj&’iﬁg;g%;ﬁ;‘g&:ﬁg&%h;gg 3
ERBB receptor feedback inhibitor 1 [Source: HGNC
-0,639169123 2,08E-41 7,30E-40 ERRFI1 recep ;’;I:EOI;:CCC:;I GINIC‘?; o lg;])urce
-0,639019649 2,58E-08 1,87E-07 KLF5 Krupg‘;ﬁfg&iﬁ;ﬁfﬁ;‘:;@\lc
_phase ki iated protein 2 :HGN
-0,638793355 1,64E-09 1,32E-08 SKP2 Sphase mass;i;sﬁfrciﬂg;g?ogg?“rce GNC
-0,638724308 0,001695866 0,006095569 CCDC34 coiled-coil 3;’2;3;CA"CZTEISE%?;Sg(;‘]‘rCEHGNC
tri tite tif taini 47 :H
-0,638653457 2,84E-05 0,000141819 TRIM47 nparle;;;;;?;;ﬁg?\] ngg;é]ce GNC
inc fi tein 107 [Source: HGNC
-0,638214352 0,000418861 0,001708368 ZNF107 #ne lgfrirbz;eclcerGI\E C‘:’E;;]
-0,637015157 2,63E-06 1,51E-05 RPGRIPIL  RPGRIP1 like [Source: HGNC Symbol; Acc:HGNC:29168]
tein kinase cGMP-dependent 1 [Source: HGNC
-0,636366994 0,007902754 0,024185592 PRKGI protein ma‘;eyfnbol; Aciﬁig;g:g 45 4‘]’““9
DNA pri it2 H
-0,636351669 8,73E-05 0,000404118 PRIM2 N P;ﬁsslszgﬁggl\l[go;;;& GNC
SET domain and mariner t fusi
-0,63593933 4,58E-05 0,000221945 SETMAR [S;’:r‘zr;éNg‘gﬁ;&ﬁgﬁi;ﬁ&%‘;gf“
-0,635655476 2,54E-05 0,000127879 CCNF cyclin F [Source:HGNC Symbol; Acc:HGNC:1591]
-0,63559177 1,47E-18 2,21E-17 USB1 U6 snRNA bmge;;ii;’f:jggggg’;;fﬂl [Source:HGNC
itamin K epoxide reduct 1 it 1 like 1
-0,635551659 3,81E-17 5,30E-16 VKORCIL1 v amgoufif’l’;‘(;;rce S‘;;iii;’g;‘é‘;‘é‘?;jgzl e
transformi th factor bet. tor 1 [Source:HGNC
-0,634702415 5,48E-22 9,59E-21 TGEBRI ranstorming grg;’mboif:crc; 5;1?61};70;2] [Source
-0,634480845 0,005788663 0,018397445 SFXN2 sideroflexin 2 [Source:HGNC Symbol; Acc:HGNC:16086]
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ring finger and WD repeat domain 3 [Source:HGNC

-0,634138348 7,06E-11 6,39E-10 RFWD3 SymbolsAneHIGNC25539]
-0,634087486 174821 2,98E-20 PKDI inretog [reeIONC Syt AcHONC 0006
heat shock protein family A (Hsp70) member 8
11 divisi 1 iated 7 H
-0,633719292 1,93E-06 1,13E-05 CDCA7 e dwlmg;;};)if:ggg;% 1556021;“’ GNC
lutamate rich WD repeat containing 1 H
-0,633097284 2,96E-16 3,90E-15 GRWD1 ghamate ric Symbzel;p::cggl\ag;g7()[]S°“rce GNC
-0,632965721 6,03E-29 1,42E-27 EML1 ecm?s"o‘te:;‘;I“g;c’éusb;;fb?jSzzlcagélzg’t;gé]lke !
CD3e molecul iated protein [Source:HGNC
-0,632359327 0,002953938 0,010083399 CD3EAP ¢ mo ecs‘;fniislojj:;l Gpli;)ce;;Z[ 1;’]‘Hce
-0,631990495 9,69E-45 3,75E-43 ADAM9 ADAM mﬁal;‘;’:ﬁg:fzz‘zZgocml\?g;lgource:HGNC
ATP bindi tte subfamily E 1
-0,631915534 2,65E-21 4,53E-20 ABCE1 [ S::r‘céfl‘_f éﬁées;riﬁzﬁlﬁq GE‘ST;ZT
-0,63184592 1,62E-27 3,58E-26 WARS trypwphagzﬂggﬁzggﬁﬁig?;;;CE:HGNC
RNA bindi tein, MRNA ing fact
0631803481 5,056-15 6 21E-14 RBPMS SoumeleNG SymbolcerioNCIs00T]
-0,631352841 4,51E-30 1,11E-28 IPO5 importin 5 [Source:HGNC Symbol;Acc:HGNC:6402]
FERM, ARH/RhoGEF and pleckstrin domain protein 1
-0,630727633 1,71E-26 3,65E-25 FARP1 '[ Sour C/e:HOGGN - ";;mg:lf AS'C C“I’; G;rg‘;ggﬁgo em
-0,630601938 7,11E-07 4,40E-06 RRP15 ribosomal RN?yﬁEZ‘f:if&g;"C'f‘ggsgésource:HGNC
lipopolysaccharide i TNF f H
-0,629590705 3,38E-16 4,43E-15 LITAF 'popolysace ;;r;f:blorf:zz‘; GNN Cjztgoil[]soume GNC
t 1 protein 135 [Source: HGNC
-0,629389486 0,001654023 0,005963949 CEP135 cen mssoy’?:b(ﬁ;rz:;; GN[C;;‘;;Z]
TD small phosphatase li H
-0,629290761 1,20E-07 8,09E-07 CTDSPL ¢ Smasyfr’lb‘(’)s&z:z;(g:i‘;gge GNC
-aminobutyric acid type A receptor alpha3 subunit
-0,628859432 0,003062 0,010408332 GABRA3 ~ &¥mma ?;fiengﬁgC;yrggsl; Acrfclflg;rca 4%7;] subunt
-0,628200465 3,50E-17 4,89E-16 XPO5 exportin 5 [Source:HGNC Symbol;Acc:HGNC:17675]
NOP56 ribonucleoprotein [Source: HGNC
-0,628145029 9,30E-23 1,69E-21 NOP56 ;‘y;ng:‘c’fg SEC[ f;‘;rlcf]
-0,628079131 1,20E-11 1,16E-10 DSG2 desmoglein 2 [Source:HGNC Symbol;Acc:HGNC:3049]
DExD-box helicase 39A [Source:HGNC
-0,627659674 2,29E-15 2,87E-14 DDX39A X sy";bsl;l:iezHGN[Cg‘;;C;]
isoci h ADP(+)) 2, mitochondrial
oo va s o el naoro s s
t tein D52 [Source:HGNC
-0,626272614 0,005720928 0,01819707 TPD52 um‘s);ig:ﬂe;‘mH él\?gflczeo 05
lysophosphatidylcholi ltransferase 2 H
-0,625794021 8,20E-13 8,81E-12 LPCAT?2 ysophosp andg;ngingggzggggm [Source:HGNC
ABL proto- 2, non-receptor tyrosine ki
-0,625348806 5,66E-16 7,32E-15 ABL2 pr[‘;;fjf;gé;ec S;fnr;;ic:fc; Gylflcgl;;] tase
-0,624724943 1,75E-05 8,98E-05 PLGRKT pl?;:z:;ggéﬁ?g;’;mﬁifgg;“é“;g;‘]“e
iled-coil domain containi ‘HGN
-0,624498843 2,57E-10 2,22E-09 CCDC86 cotied-eot S;Z;g};:’cr;gg;gc?;gss%‘]‘me GNC
-0,62433263 0,000206288 0,000887041 SLC19A2 solute Camesryigixiﬁecnﬁgl% glig]urce:HGNC
inc finger MYND- taining 1 H
-0,623344378 9,34E-11 8,35E-10 ZMYND19 Zinc inger Symbgf’:cz‘:’g g;“cngl &Soum GNC
-0,623146645 458E-24 8,85E.23 RHEB Ras homolog, mTORC1 binding [Source:HGNC

Symbol;Acc:HGNC:10011]
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SERTA domain containing 2 [Source:HGNC

-0,623011252 2,41E-14 2,85E-13 SERTAD2
Symbol;Acc:HGNC:30784]
family with sequence similarity 114 member Al
-0,62300974 598E-20 9/64E-19 FAMIT4AL [Source:HGNC Symbol;Acc:HGNC:25087]
kinesin family member 1C [Source:HGNC
-0,6228491 E-4 1,68E- KIF1
0,62284916 5,00E-40 /68E-38 ¢ Symbol;Acc:HGNC:6317]
solute carrier family 25 member 4 [Source:HGNC
-0,622515414 1,47E-14 1,76E-13 SLC25A4 Symbol; Ac:HGNC:10990]
-0,622485362 4,74E-33 1,30E-31 XPO6 exportin 6 [Source:HGNC Symbol; Acc:HGNC:19733]
. ’ prostaglandin E receptor 4 [Source:HGNC
0,622411004 3,97E-05 0,00019452 PTGER4 Symbol: Ac:HGNC:9596)]
methionine adenosyltransferase 2A [Source: HGNC
-0,622387584 1,05E-2 2,25E-2 AT2A
0,62238758 05E-26 25825 M Symbol;Acc:HGNC:6904]
RELT, TNF receptor [Source: HGNC
-0,622141971 0,000448925 0,001817996 RELT Symbol; Ac:HGNC:13764]
cytochrome P450 family 2 subfamily R member 1
-0,622122 27567 462 YP2R1
0.6 599 0,002756786 0,009462693 ¢ [Source:HGNC Symbol;Acc:HGNC:20580]
signal induced proliferation associated 1 like 2
-0,622062468 2,92E-11 2,74E-10 SIPAIL2
[Source:HGNC Symbol;Acc:HGNC:23800]
gamma-aminobutyric acid type A receptor gamma3
-0,62122061 4584 1745854 ABR
0.6 0616 0,005458488 0,017458546 G G3 subunit [Source:HGNC Symbol; Acc: HGNC:4088]
FERM, ARH/RhoGEF and pleckstrin domain protein 2
-0,62120994 2,53E-11 2,39E-1 FARP2
0,6212099 53 39E-10 [Source:HGNC Symbol; Acc:HGNC:16460]
] ] tetratricopeptide repeat domain 13 [Source:HGNC
0,620857604 1,50E-05 7,78E-05 TTC13 Symbol; A HGNC:26204]
DSN1 homolog, MIS12 kinetochore complex component
-0,62057 1151 2142 DSN1
0,620578303 0,000115109 0,000521429 S [Source:HGNC Symbol; Acc:HGNC:16165]
-0,620304323 1,07E-24 2,12E-23 CTXN1 cortexin 1 [Source:HGNC Symbol;Acc:HGNC:31108]
WD repeat domain 5 [Source: HGNC
-0,619768571 28E-1 4,07E-14 WDR
0,6197685 3,28E-15 0 5 Symbol; Acc:HGNC:12757]
] : : gap junction protein alpha 1 [Source:HGNC
0,619221174 3,49E-34 9,90E-33 GJA1 Symbol:AccHGNC:4274]
Dna] heat shock protein family (Hsp40) member C9
-0,618756682 1,78E- 1,31E-07 DNA
0,61875668 78E-08 S1E0 JC9 [Source:HGNC Symbol; Acc:HGNC:19123]
] : : jade family PHD finger 1 [Source: HGNC
0,618701243 8,47E-11 7,61E-10 JADE1 Symbol; Acc:HGNC:30027]
kelch like family member 42 [Source: HGNC
-0,6182 2,27E-12 2,35E-11 KLHL42
0,618296958 4 35 Symbol; Acc:HGNC:29252]
synaptotagmin like 2 [Source: HGNC
-0,617629472 1,60E-11 1,53E-10 SYTL2
Symbol;Acc:HGNC:15585]
G protein-coupled receptor kinase 6 [Source:HGNC
-0,6174. 4 12E-11 2,92E-1 RKi
0,61743096 3 9 0 GRK6 Symbol;Acc:HGNC:4545]
ribitol xylosyltransferase 1 [Source: HGNC
-0,617371227 1E- 764 RXYLT1
0,6173 831E-05 000058576 Symbol;Acc:HGNC:13530]
phosphatidylinositol-3,4,5-trisphosphate dependent Rac
-0,617326983 8,99E-06 4,82E-05 PREX2 exchange factor 2 [Source:HGNC
Symbol;Acc:HGNC:22950]
. - - progesterone receptor membrane component 2
0,616774168 223822 397821 PGRMC2 [Source:HGNC Symbol;Acc:HGNC:16089]
BCARS, NSP family adaptor protein [Source:HGNC
-0,616261144 2,12E-2 48E-1 BCAR
0,61626 ! 0 3/48E-19 CAR3 Symbol;Acc:HGNC:973]
] : : potassium channel tetramerization domain containing 10
0,61562873 1,21E-22 218E-21 KCTD10 [Source:HGNC Symbol; Acc:HGNC:23236]
-0,615276052 0,000131273 0,00058874 MSLN mesothelin [Source: HGNC Symbol;Acc:HGNC:7371]
basal cell adhesion molecule (Lutheran blood group)
-0,615201604 276825 5/60E-24 BcaM [Source:HGNC Symbol;Acc:HGNC:6722]
SUMO interacting motifs containing 1 [Source:HGNC
-0,61437864 221241 IMC1
0,614378643 0,00055635 0,00: 05 SIMC Symbol;Acc:HGNC:24779)]
DEAD/H-box helicase 11 [Source: HGNC
-0,614366392 2,74E-07 1,78E-06 DDX11 Symbol: Ac:HGNC:2736]
-0,614204618 0,001308319 0,004825934 FEM1A fem-1 homolog A [Source: HGNC

Symbol;Acc:HGNC:16934]
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small glutamine rich tetratricopeptide repeat containing

-0,614099779 6,24E-09 4,79E-08 SCTB beta [Source:HGNC Symbol; Acc:HGNC:23567]
ERTA i ining 4 H
-0,61308279 0,000122839 0,000553731 SERTAD4 S d;’;“g;ﬁgﬁ?;‘g‘&;‘;‘;gf GNC
discoidin, CUB and LCCL domain containing 1
-0,612980093 381E-12 385E-11 DCBLD1 1s[icz)lur1?e:HGN?Symbol;AgzI:I:Igl\CIOCI?;T;g]g
1 ier family 2 2 H
-0,612814755 2,46E-05 0,000124304 SLC25A28 solute Came;y;rg;i Aiﬁgﬁ&f 4[752(]“@ GNC
ER isi ir 2, TFIIH lex heli
0612522056 2626-15 3,286-14 ERCC? bt [Somree GG Symboh A HIONCIS 3]
-0,612098973 0,00152367 0,005543369 POLR3K RNA pdy;‘}:;ielgciﬁéﬁgz isl‘;l‘]rce:HGNC
leucyl-tRNA synth H
-0,61208703 2,17E-29 5,20E-28 LARS eucy tsyljnbjﬁi:géﬁz":;f; GNC
kinesin famil ber 22 [Source: HGNC
-0,611932007 1,07E-08 8,02E-08 KIF22 mnesin Sﬁgoﬁ?iﬁﬁrm ég’;;lc]e
-0,611381008 1,19E-05 6,24E-05 CXCL1 exc moné;}rfgilzngéagdc:ié[ﬁg;rcezHGNC
AHNAK nucleoprotei ‘HGN
-0,611338905 3,74E-06 2,11E-05 AHNAK N Sy?g;"gg;ggg‘;ﬁ GNC
dC domain containing 1 H
-0,610253841 3,80E-08 2,71E-07 NUDCD1 NudC gr;;fofji‘ciggg\l C}S:;Jgf GNC
WD repeat and SOCS b taining 2 [Source: HGNC
-0,609832255 5,99E-24 1,15E6-22 WSB2 reped anSymbol; Ait;;?g;r?zgzzz[] ouree
PAKI i i in1 H
-0,609686216 1,11E-07 7,52E-07 PAKIIPI m;;i;ﬁi Es‘:l‘érl’\] Cfg;;; GNC
Rh i leotide exchange factor 17 [Source: HGNC
-0,609659981 1,22E-30 3,06E-29 ARHGEF17 © guanine n“;yeiéoiiiﬁzg; Ca§ 10;2 6 [Source
-0,609651921 1,20E-07 8,12E-07 RABGGTB R[aslzngnezgrgggg‘;?ﬁ‘;?fzrisle_lsé‘;‘é“;;gz]ta
integri it alpha V H
-0,609360094 2,40E-27 5,26E-26 ITGAV m egrmS;‘::;‘;‘; Aii;GN[g:‘;‘ir;oe] GNC
tein phosphatase 1 regulatory subunit 12B
-0,609333412 2,33E-06 1,35E-05 PPP1R12B erS(e)ltlrl‘fe:I?Isé)NaCaSs;mgziiscgflszIEC?%ll9]
iled-coil i ini H
-0,609253319 1,46E-23 2,72E-22 cCcDC85C coiled-coi dso;?:ngzrciag(l;ﬁ C853§ 4[55 ;’]urce GNC
teine and histidine rich domain containing 1
-0,609000397 1,62E-11 1,55E-10 CHORDC1 Cy?;;ﬂfcaenH G;\SI é S“;Ienzzl; AS?;E‘&EZ‘;‘;;F
douridylate synthase 1 [Source: HGNC
-0,608745327 4,01E-06 2,25E-05 PUS1 pseu Ousr;erileZ:HEif C:[lg’slg]e
-0,608651632 4,67E-12 4,68E-11 CBLB Cbl pr;’;‘:ﬂ‘;g;‘f::;zggﬁrgz;chlc
fatty acid desat H
-0,607788456 3,12E-15 3,88E-14 FADS3 a ya;‘ym;s;‘:;:ﬁélfg:r;;ﬂ GNC
-0,60713861 1,54E-42 5,61E-41 ACTR3 ARP3 actin rdast;igsﬁfci;g%“&%%}soumﬂcl\lc
Lyl anti i H
-0,607111739 2,29E-05 0,000115764 LYAR y ag;ii?{}f;f:él\[fcozgguch
lute carrier family 16 member 1 [Source: HGNC
-0,606864977 3,61E-24 7,01E-23 SLCI6A1 solute Carrlesr},;?;s;cc;ec’; Cerl o 9[ 2‘2’]““6
-0,606811983 3,02E-06 1,72E-05 AFF2 AF4F MRszyfri';‘:ly AT:E?;%E;;Z@HGNC
1 iated acti toskelet: lat tein 2
-0,606796125 5,11E-13 5,59E-12 CAP2 cyclase F;;ﬁ:i; glfléns?,rr?;os ﬁiﬁéﬁé@%ﬁyﬁm em
-0,606568205 3,84E-22 6,77E-21 ANKLE? a?ggﬁ;;ﬁ?;é“gy‘fxlC}i’gigg’gt;;gﬁ 2
-0,606274311 1,78E-13 2,00E-12 EBNA1BP2 EBNAL binding protein 2 [Source: HGNC

Symbol;Acc:HGNC:15531]
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G2/M-phase specific E3 ubiquitin protein ligase

-0,604993989 4,32E-05 0,000210318 G2E3
[Source:HGNC Symbol;Acc:HGNC:20338]
adenylate kinase 4 [Source:HGNC
-0,604798532 1,38E-09 1,12E-08 AK4 Symbol;AcHGNC:363]
LRR binding FLII interacting protein 2 [Source: HGNC
-0,6042497 10E-1 4,07E-1 LRRFIP2
0,604249796 3,10E-16 0 > Symbol;Acc:HGNC:6703]
contactin associated protein 1 [Source:HGNC
-0,60403196 1,38E-12 1,45E-11 CNTNAP1 Symbol:AccHGNC:8011]
ras homolog family member J [Source: HGNC
g 4 2,47E-2 4,05E-1 RH
0,603836049 . 0 /05E-19 o] Symbol; Acc:HGNC:688]
CDC28 protein kinase regulatory subunit 1B
-0,603802226 3,06E-07 1,98E-06 CKS1B [Source:HGNC Symbol; Acc:HGNC:19083]
RuvB like AAA ATPase 1 [Source:HGNC
-0,603636114 8,65E-17 1,18E-15 RUVBL1 Symbol;Acc:HGNC:10474]
PDZ and LIM domain 2 [Source:HGNC
-0,602 1,44E- 1,17E- PDLIM?2
0,602909309 ! 0 ! 08 Symbol; Acc:HGNC:13992]
fibronectin type III domain containing 3B [Source: HGNC
-0,602790964 5,72E-21 9,67E-20 FNDC3B Symbol;Acc:HGNC:24670]
-0,601996909 9,50E-47 3,93E-45 CALM2 calmodulin 2 [Source:HGNC Symbol; Acc:HGNC:1445]
CAP-Gly domain containing linker protein 1
-0,60177i 2,96E-2 47E-22 LIP1
0,60177638 96E-23 > ¢ [Source:HGNC Symbol; Acc:HGNC:10461]
polyribonucleotide nucleotidyltransferase 1
-0,601424447 E- 7,20E- PNPT1
0,60 9,53E-09 /20E-08 [Source:HGNC Symbol; Acc:HGNC:23166]
. 3 3 monooxygenase DBH like 1 [Source:HGNC
0,601308519 5,03E-16 6,52E-15 MOXD1 Symbol;Ac:HGNC:21063]
aldehyde oxidase 1 [Source: HGNC
g 1 117 1 AOX1
0,600560818 0,00011768 0,000531958 (@) Symbol;AccHGNC:553]
frizzled class receptor 1 [Source:HGNC
-0,600285678 8,72E-16 1,12E-14 FZD1 Symbol: Ac:HGNC:4038]
deoxyribose-phosphate aldolase [Source:HGNC
- 18444 17E- E-07 DERA
0,599918 8 08 5,63E-0 Symbol; Acc:HGNC:24269]
phosphodiesterase 5A [Source:HGNC
g 2 1664 21224 PDE5A
0,599502999 0,00053166 0,00: 98 5 Symbol;AccHGNC:8784]
-0,599459159 6,32E-13 6,85E-12 NLN neurolysin [Source:HGNC Symbol;Acc:HGNC:16058]
] : : syntrophin beta 2 [Source:HGNC
0,599382182 1,04E-13 1,18E-12 SNTB2 Symbol;Acc:HGNC:11169)]
fidgetin, microtubule severing factor [Source: HGNC
- 41E- 1,93E- FI
0,5990893 3 06 93E-05 GN Symbol; Acc:HGNC:13285]
chromosome 12 open reading frame 29 [Source: HGNC
-0,598608614 0,000112545 0,000510361 C120rf29
orf2 Symbol;Acc:HGNC:25322]
integrin subunit alpha 1 [Source: HGNC
- 741662 1,73E-07 1,15E- ITGA1
0,597416629 73E-0 /15E-06 G Symbol;Acc:HGNC:6134]
CDC42 effector protein 3 [Source:HGNC
-0,5972! E- 1,63E- DC42EP.
0,597298983 5,58E-35 ,63E-33 CDC: 3 Symbol;AccHGNC:16943]
] geminin, DNA replication inhibitor [Source: HGNC
0,59719828 0,000116775 0,000528113 GMNN Symbol;Ac:HGNC:17493]
galactose-3-O-sulfotransferase 3 [Source:HGNC
- 711757 121577 48551 AL3ST.
0,597117578 0,0001215 0,00054855 GAL3ST3 Symbol;Ac HGNC:24144]
-0,597055481 9,30E-32 2,44E-30 PARVA parvin alpha [Source:HGNC Symbol;Acc:HGNC:14652]
siah E3 ubiquitin protein ligase 2 [Source:HGNC
g 2,37E- 1,37E- TAH?
0,596898555 S7E-06 S7E05 5 Symbol; Acc:HGNC:10858]
-0,596851546 1,93E-11 1,83E-10 CLSTN2 calsyntenin 2 [Source:HGNC Symbol; Acc:HGNC:17448]
DIM1 dimethyladenosine transferase 1 homolog
-0,596794988 7,63E-11 6,87E-10 DIMT1
[Source:HGNC Symbol;Acc:HGNC:30217]
CD2 associated protein [Source: HGNC
- 44934 78E-14 4,44E-1 D2AP
0,596449349 378 ! 3 c Symbol; Acc:HGNC:14258]
inosine monophosphate dehydrogenase 1 [Source:HGNC
g 71011 1,84E- 1,48E- IMPDH1
0,5963710 B4E-09 ABE-08 M Symbol;Acc:HGNC:6052]
nuclear factor kappa B subunit 2 [Source:HGNC
-0,596217715 5,68E-11 5,17E-10 NFKB2 Symbol: Ac:HGNC:7795]
-0,59584319 1,63E-06 9,67E-06 EXOSC9 exosome component 9 [Source:HGNC

Symbol;Acc:HGNC:9137]
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-0,594507765

2,35E-07

1,54E-06

GPR180

G protein-coupled receptor 180 [Source: HGNC

Symbol;Acc:HGNC:28899]
1h :H
-0,594330291 2,13E-09 1,70E-08 AHR ary ydrso;isgf; ;Sfeé’g’;[é}gzge GNC
RAN, member RAS family [Source: HGNC
-0,594096861 1,74E-45 6,87E-44 RAN mem e;ymbo(l);r::cg:leilnce;NaCn:ES};é] ouree
LR family CARD i ini H
-0,593821048 9,45E-05 0,000434986 NLRC5 NLR family C Syms:liil;ég“;ag‘;g;][Source GNC
-0,593202292 5,56E-11 5,07E-10 PAPPA pappalysin 1 [Source:HGNC Symbol;Acc:HGNC:8602]
1f i :H
-0,593115652 1,18E-09 9,64E-09 DSE dermatag ;;b‘ztle :E’C‘EecraNséff’ljze GNC
1Q motif containing B1 H
-0,592773664 0,000572154 0,002271692 IQCB1 Q m%;ﬁiﬁf!ﬁi 61\1[3?;;;:9] GNC
-0,592760531 0,007131347 0,022099428 EIF4A1 eukaryotic traml;”‘;;‘;gfj;‘%“ci%gz‘;%l [Source:HGNC
factor bindi tein 1 ‘HGN
-0,592411116 0,000827784 0,003195538 SRFBP1 serum reSponsgyf;bzrb'j;?cgélsrCo: ;6“3‘33][80“rce GNC
-3 RNA binding famil ber D [Source: HGNC
-0,591969519 3,86E-18 5,70E-17 MEX3D mex ISI‘YI:L%) 122112?\?&:;;734[] ouree
insulin lik hf indi in7
-0,591910734 3,29E-16 4,32E-15 IGFBP7 “E;‘;E‘C;IE glr\?g;yr:;zr :ﬁﬁf&ipcrfsf%
HEAT repeat containing 3 [Source: HGNC
-0,590464628 2,66E-06 1,53E-05 HEATR3 rg;i’b;‘;’;“i‘:‘;ggl\l C[: 2‘;‘5;;?
i 1f. :H
-0,59002912 0,000199484 0,000861221 STS Steg;ﬁszb:t;s;[é;ugﬁ 4Z§;\IC
minichromosome maintenance 8 homologous
-0,589927055 8,10E-05 0,000376889 MCM8 recombination repair factor [Source: HGNC
Symbol;Acc:HGNC:16147]
itochondrial t iption termination factor 3
-0,58959448 0,001859915 0,00662996 MTERF3 mt [‘;f)u‘;’c‘e;‘Izljacng;ﬁglggg‘;g 4;;8?
-0,589112536 0,000937781 0,003571851 SLC25A15 solute Came; ;fnrggf' jicnlfglsecr ;gggiurce:HGNC
histone deacetylase 7 H
-0,588596632 7,62E-24 1,45E-22 HDAC7 1S OrsfzmiaoclfAyc::TI GES};ZCOGW]GNC
La ribonucleoprotein domain famil ber 1B
-0,588221597 0,000123533 0,000556731 LARPIB 4 E;O‘L’:r‘?;Ie{(g’;oce;r;m‘;’;‘la[:“cc?né%?;g OZ
il famil iptional 1 H
-0,587041485 0,002070998 0,007320543 SNAI snat amlytr;;‘:;ﬁtf?g;éﬁ?ﬁi28[]S°“rce GNC
SprT-like N-terminal domain [Source: HGNC
-0,587008996 3,77E-05 0,00018537 SPRTN Pt leSym?‘(if:C:;gI:TEZ[S;);g]ce
-0,586924298 3,92E-06 2,20E-05 TNC tenascin C [Source:HGNC Symbol;Acc:HGNC:5318]
-0,586672686 0,000493079 0,001981916 MAGOHB maf;’:;orZ?Pl;’gﬁéeg;iaﬁiszégr;%‘z;gzynit
-0,586331762 0,000107903 0,000490506 Cl6orf87 chromosome 1;;5;;?:322?&2% 4[]S ourceHGNC
thyltransferase like 1 [Source: HGNC
-0,58611932 0,000280813 0,001178262 METTL1 methy Srya‘;ssz‘;lHEGN[C";ggg]
-0,585695769 1,57E-12 1,65E-11 BZW2 basic leucine Z;’;}r’;;;“jg;gol\?éagz g;ﬁource:HGNC
hosphoribosyl hosphate synthetase 2
-0,585663085 2,25E-05 0,000114271 PRPS2 P [ ;)25 r;ﬁgﬁ’l Cp g;ffboifgcigéﬁcs 4255‘”]
-0,585228322 2,41E-14 2,84E-13 WDR43 WD r‘;’;ﬁgﬁﬁi{gﬁ&?g;gmNC
-SMC condensin II compl it H2
-0,585162241 5,93E-09 4,56E-08 NCAPH2 Tg;‘usrce(;g; Ceg;lr’r‘lboicj’i:gg’;\?‘g’;‘()7 i
ib 1 RNA ing 1B [Source:HGNC
-0,584927463 2,13E-12 2,21E-11 RRP1B ribosoma Symboii’cczilgi C:2[38°1‘;C6
lutamic— i inase 2 H
-0,584024726 1,06E-18 1,61E-17 GPT? glutamic pg;leti::;réﬁcsel Ségg]urce GNC
-0,583861853 295622 5.22E21 RUSC? RUN and SH3 domain containing 2 [Source:HGNC

Symbol;Acc:HGNC:23625]
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slit guidance ligand 2 [Source:HGNC

-0,583664656 7,28E-08 5,04E-07 SLIT2 SymbalA e HHGNC11088
-0,582761239 2,93E-08 2,11E-07 EPHAS5 EPH receptor A5 [Source:HGNC Symbol;Acc:HGNC:3389]
-0,582748761 5,78E-10 4,86E-09 SMIM13 small mtegraslyrﬁﬂ’;f;eﬁgﬁg;% éi]ource:HGNC
TOPBP1 i ing checkpoi licati 1
-0,582472637 0,001153276 0,004305593 TICRR o [siﬁfzzcﬁrégl\fcZfiﬁﬁfﬁ?fﬁ?&?gg?ozgu ator
t tei lex subunit zeta 2 [Source: HGNC
-0,582228657 4,66E-05 0,00022558 COPZ2 coatomer pro eg;lfng ::CS:I GuIiI“Cj;;S 6][ ouree
-0,582220759 0,008234103 0,025069189 CLDN2 claudin 2 [Source:HGNC Symbol; Acc: HGNC:2041]
-0,582117809 1,60E-25 3,30E-24 NCLN nicalin [Source:HGNC Symbol;Acc:HGNC:26923]
iated antigen 1 [Source: HGNC
-0,581810358 0,002717954 0,00935188 SPAG1 sperm azs;iﬁoi Ailcl;gé?\f CE 1?;;;
lutathi i i H
-0,581226318 9,44E-18 1,37E-16 GPX$ glutathione g;i;ﬁiiijggﬁ gz‘;';)u[)so?urce GNC
-0,581177388 3,27E-14 3,85E-13 BGN biglycan [Source:HGNC Symbol; Acc:HGNC:1044]
f variegation 3-9 homolog 1 H
-0,580926522 0,003333445 0,011224853 SUV39H1 SUppressoro Vé}?ﬁﬁjﬁfé G;ﬁf’l;’fm[source GNC
ADP ribosylation factor like GTPase 6 interacti tei
-0,580198686 2,22E-08 1,62E-07 ARLG6IP6 “: ‘[’Sszu::; é;g S‘yi&)l; :::gg‘l\?éaz ié‘fgﬁ’ rotein
-0,579743977 6,96E-12 6,84E-11 Uusp1 Ublqu‘tmss;;:g;isggdéﬁ Cl l[sgg;]cezHGNC
-0,578859599 1,40E-05 7,27E-05 C90rf64 chromosome g;fi;’;ﬁjfiggégg;ig’ ourceHGNC
BRICHOS domain containing 5 [Source:HGNC
-0,578527624 0,01175139 0,034220808 BRICD5 Sy‘ﬁiﬁ;‘;ﬁ;@;‘gﬂéggw
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-0,531401559 0,010942825 0,032136269 LIN9 “E s(’;urce:H N é‘;yr:;ro ifﬁf{g‘;g“;‘gg;f}“
-0,531370291 2,82E-09 2,23E-08 C190r48 chromosome 15}}‘;‘3;3}?2232&2’22:?7[]5 ource: HGNC
-0,530640024 0,003132365 0,010632619 FAM167A faI[T;K:CV:;?ﬁ‘éﬁ;ﬁ‘;ﬁiﬁlgég'ﬁz; A
isato 1, mitochondrial distribution and morphol
o e swwe  weor Tl ek
-0,530488051 9,94E-13 1,06E-11 EML4 ECh“[‘SOO‘frrCr:gggoé‘l;;ﬁbjszzzaﬁggg);e;?;]lke 4
i liferat tivated tor delt:
-0,530195309 1,11E-17 1,61E-16 PPARD per‘[’;‘;i‘)rrc’: 153\11 cersi:rfbiclxjceHéT\CIecpggg 5]e a
-0,52963647 7,68E-26 1,60E-24 PLCD3 phoSph;’;iiiiiifg%ﬁi’;gﬁHGNC
TNF recept iated factor 2 HGN
-0,52926321 2,09E-05 0,000106485 TRAF2 NF recep ;;;ZZ‘;C:C:H;% 12[05;’2‘]‘rce GNC
-0,529163855 3,06E-06 1,74E-05 TMOD?2 tropomodulin 2 [Source:HGNC Symbol;Acc:HGNC:11872]
k tic t lati initiati fact it
. L e
methylmalonic aciduria (cobalamin deficiency) cblC type,
-0,528621568 0,005563303 0,017753897 MMACHC with homocystinuria [Source:HGNC
Symbol;Acc:HGNC:24525]
-0,528548776 2,47E-05 0,000124463 NTMT1 Nfgﬁﬁfjﬁg&grsc’yﬁlfﬁfﬁéﬁ?;gﬁf !
AMP ive element bindi tei
LDL receptor related protein 6 [Source:HGNC
-0,52817755 1,05E-12 1,12E-11 LRP6 receps(;xg(;;ci’gé;‘c:é 6;’;‘]“8
hospholipase A2 XVI H
-0,528084158 7,67E-16 9,83E-15 PLA2G16 phosp oég?iiol; A%;?:IENEJ[?;’;;]C" GNC
h in containing TCP1 subunit 2 [Source: HGNC
-0,527924359 4,12E-26 8,66E-25 CCT2 chaperonin COI;;‘;‘;Z% ACC:H&‘;\IEE 15% ouree
FAT atypical cadherin 4 H
-0,527847712 4,93E-05 0,000237757 FAT4 atg}f;fzoifccf’gglﬁggig‘;] GNC
ical chemoki tor 3 [Source:HGNC
-0,527084825 0,014326389 0,040603972 ACKR3 atypica CS;EEO?AGCT’;&SICQE:;ZCQ
-0,527019546 0,000962305 0,003650928 MB21D2 Mab-21 d;;ﬁ;‘;fgi‘f;‘é’ﬁ é gzz;;']:ezHGNC
MUSS! structure-specific endonucl it
-0,526837958 6,11E-12 6,05E-11 MUSS1 [[J:furi;‘ggl;%sg;;g;fzszuégﬁzsgfgm
-0,526748319 3,53E-36 1,07E-34 CD151 D151 mOlec‘;lyerS;inz;‘;dGgr(‘j’:‘igéé]source:HGNC
-0,5254839 2,27E-07 1,49E-06 NCAPD3 r[‘g;‘usrﬁg%é’;?g;ﬁ;{)ﬁrc‘fflxcnggggi
istoylated alanine rich protein kinase C substrat
-0,525166823 7,59E-32 1,99E-30 MARCKS yns [‘;zjr:ezgérl;“éesr;nbif Ae:ZH‘é‘;Sé 67‘?;] strate
-0,524891519 3,70E-05 0,000181696 DCLK2 dO“blecso}f;‘;gi:i‘clgéeﬁéiog‘égzHGNC
lute carrier famil 1 :HGN
-0,52468572 2,37E-16 3,14E-15 SLC39A13 soueCame;yranrgzl}:jzcﬁglgg258[559?“@ GNC
-0,524258861 1,69E-14 2,01E-13 P4HA1 prolyl 4’hydrg;ﬁif&i’;géﬁé‘;;6[15(’““8:HGNC
-0,523606278 7.91E-07 4,87E-06 KATNBLI katanin regulatory subunit B1 like 1 [Source:HGNC

Symbol;Acc:HGNC:26199]
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leucine rich repeat containing 8 VRAC subunit B

-0,523314183 0,002450042 0,008526813 LRRCSB SonroeHONC SymbolAscHGNC:30692]
lysine rich nucleol in1 H
-0,523126328 1,15E-05 6,04E-05 KNOP1 ysmerie S;‘;;sz;zggg&“cﬂff&rfe GNC
WD repeat and HMG-box DNA bindi tein 1
-0,521572747 0,000928849 0,003542 WDHD1 [giierief; NG Sym(;xol; ACC:H‘S}\}‘E@?{;’O?“
Iyl-tRNA synth H
-0,521469726 3,10E-23 5,72E-22 VARS vay Eyﬁbslyztcfgéﬁf:ofzrg; i GNC
FA complementati E H
-0,520937852 0,00152873 0,005557613 FANCE comp ‘;‘;;r;;;‘z‘c‘ciocull\’] Céizz]rce GNC
-0,520843471 3,73E-15 4,62E-14 EIF1AX eukaggf:cz;léfféog;;f:jﬁﬁ‘;gg;éggg]“ked
e : =
-0,520715942 1,46E-10 1,29E-09 ZNF503 zne lgf::bzﬁigflocglxgiogggg] GNC
interf tor 1 [Source:HGNC
-0,520192203 3,07E-09 2,42E-08 IFNGR1 mter em‘;ﬁ;“;;‘j‘ Arsccii’ GO;I Cégfgr]ce
-0,519863364 0,000843369 0,003249655 DPF1 dOHbSYIEgle‘inglé?%;‘chC
leckstrin homology domain containing J1 :HGN
-0,519582196 2,43E-13 2,70E-12 PLEKHj1 ~ Peestn Omos;{fnyboii:?};é;aclgg% 1 | [Source:HGNC
-0,519431911 8,32E-09 6,31E-08 TMEM150A transmergzizifzﬁgéﬁ)égig;;]ce:HGNC
HGH1 homol H
-0,51941551 8,25E-08 5,68E-07 HGHI (;ymbssi’cs:%[éﬁcrf; " 16%\1 ¢
lypyrimidine tract bindi tein 1 [Source: HGNC
-0,51934774 1,93E-32 5,21E-31 PTBP1 polypyrimi lngy:j;d;‘@‘;%’;oczgsa][ ource
inoi 1 H
-0,518721253 1,17E-15 1,49E-14 CNR1 Camabslgig:;ei tIO{r Gl\[ISszl;?;] GNC
DEAH-box helicase 33 [Source: HGNC
-0,518138788 7,21E-11 6,51E-10 DHX33 syri’gos :Cis; GI\E C‘:’i‘g;;]
-0,517725709 3,00E-10 2,58E-09 PRPF4 pre‘mRNéyi’;zzelf:?Cgﬁggrci%‘;‘;CE:HGNC
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase
-0,517578841 1,81E-15 2,28E-14 YWHAH activation protein eta [Source:HGNC
Symbol;Acc:HGNC:12853]
-0,517474568 0,000232435 0,000990668 NDUEAF4 NADH:ubiquinone oxidoreductase complex assembly

factor 4 [Source:HGNC Symbol; Acc:HGNC:21034]
-0,517200744 5,36E-09 4,14E-08 STX2 syntaxin 2 [Source:HGNC Symbol;Acc:HGNC:3403]
eukaryotic translation initiation factor 2 subunit alpha

-0,517033038 4,20E-17 5,84E-16 EIF251 SorroeHIUNC SymbolAcHGNC:3265]
RNA bindi if protein 14 H
-0,516217014 1,65E-11 1,58E-10 RBM14 N bmdsl;rgn;‘z;ggg; o 15152(;1;@ GNC
insulin lik th factor 2 mRNA bindi tein 1
-0,516176866 2,58E-07 1,68E-06 IGF2BP1 msu I[I,‘S’O‘urecifIVGVN Cascy?;bo’; ot G‘; C“;é é’gg} en
-0,516089838 0,004761261 0,015453594 PWP2 P‘?gii;:ﬁéﬁg“;;ggffj:EZCNO?E;E‘;M
-0,515597036 256E-34 7 31E-33 PTTGLIP PTTGI1 interacting protein [Source: HGNC

Symbol;Acc:HGNC:13524]
-0,515449482 0,002162075 0,007616548 SHISAL1 shisa like 1 [Source: HGNC Symbol;Acc:HGNC:29335]
RNA polymerase I subunit A [Source: HGNC

-0,51517194 74E-12 E-11 POLR1A

0515171946 6 6,65 o Symbol; Acc:HGNC:17264]

] ] ] phosphoribosyl pyrophosphate amidotransferase

0,514112226 7,79E-07 4,80E-06 PPAT [Source:HGNC Symbol; Acc:HGNC:9238]

-0,514070829 3,97E-40 1,35E-38 PFN1 profilin 1 [Source:HGNC Symbol;Acc:HGNC:8881]

. ’ phosphodiesterase 6D [Source:HGNC

0,514010292 3,04E-05 0,000151533 PDE6D Symbol: Ac:HGNC:8788]
NADH:ubiquinone oxidoreductase complex assembly

-0,51 4 140472 1531 NDUFAF2

0,513958348 0,001404725 0,005153135 u factor 2 [Source: HGNC Symbol;Acc:HGNC:28086]

G protein-coupled receptor 135 [Source:HGNC
-0,513847197 0,009065262 0,027291419 GPR135 Symbol; Acc:HGNC:19991]
-0,512744035 2.33E-10 2 03E-09 ZBTB47 zinc finger and BTB domain containing 47 [Source: HGNC

Symbol;Acc:HGNC:26955]
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small nuclear ribonucleoprotein D1 polypeptide

-0,512660453 531E-08 3,73E-07 SNRPDI [Source:HGNC Symbol; Acc:HGNC:11158]
i i RNA specific 2 H
-0,512054494 0,006981914 0,021678565 ADAT? adenosine dea;;;‘;z%gcfH Gslffccjzllcln[]source GNC
STARDS N-terminal like [Source:HGNC
-0,511741562 4,48E-11 4,14E-10 STARD3NL SymbzilcerIG; é:;’;f;;]
iled-coil ' ining 11 H
-0,511740124 0,001512365 0,005510506 ccpcii3 coiled-coi ds?:ﬁ?ili)?;?{réﬁc; 2; (Eg;]urce GNC
-0,511004943 2,87E-24 5,61E-23 EFNB2 ephrin B2 [Source:HGNC Symbol;Acc:HGNC:3227]
in rel in2 1 it4 H
-0,510861332 5,20E-19 8,02E-18 ARPC4 actin related Pr°t§§;ﬁi§f\2‘?§é§?};’§;§ [Source: HGNC
DNA pol delt it
-0,51082504 0,000943856 0,00359076 POLD3 [ g) ur}c)zIirgi;ésgyribzf;i?é?\r]ycszuob9l;2
-0,510471799 2,95E-16 3,88E-15 TFDP1 tra“SC“;;Z?;‘(;?::;gg;g;’r;giHGNc
tromal cell antigen 1 H
-0,50989786 6,38E-06 3,49E-05 BST1 bone marmWS; :brzi Ai;&féi ) l[:]ource GNC
heat shock protein family A (Hsp70 ber 1A
-0,509100274 2,16E-12 2,24E-11 HSPAIA ca ; 5503:@?;1%?\}2 g;“;lgol; liccf% Gi\;ge; 3;
-0,509076832 1,76E-09 1,42E-08 ACTL6A actin like 6A [Source:HGNC Symbol; Acc:HGNC:24124]
lic thiouridyl it1 H
-0,508824801 0,000362046 0,001490108 cTu1 cytosolict sl?ﬁféiﬁiiﬁgﬁézgg%?me GNC
AC alph ' ini H
-0,508629168 6,66E-09 5,11E-08 NACAD NACalp gyﬂ;’gjgfg&ﬁgigg‘g}“e GNC
dynein light chain Tctex-type 1 [Source:HGNC
-0,508513526 9,38E-13 1,00E-11 DYNLTI ynein lgsy;;;i A;Z’;gﬁgz 1{ 6‘;‘71]“
-0,508402211 6,44E-11 5,84E-10 FOXD1 forkhead box D1 [Source:HGNC Symbol;Acc:HGNC:3802]
-0,508004078 8,94E-11 8,01E-10 KMT5A lysine mgg‘igi“:ﬁifgséIi/é:[zsg‘zgr;]e:HGNC
1l nuclear ri leoprotein polypeptides B and Bl
-0,507526277 6,64E-12 6,56E-11 SNRPB sma ?;‘j;iiﬁ’g;‘g ;;f:g’oilzclzg g;pctlf;;“
terol bindi tein like 10 [Source:HGNC
-0,507292302 1,49E-05 7,75E-05 OSBPL10 oxystero ;;I;Eilf’;‘éce;c‘l\fcz ) 62 9(;1]‘“
famil :H
-0,50649115 0,017517856 0,048267998 WNT3 Wnt ;;“r;%’orlr‘:fg (31\[15&0111;;22] GNC
lycomb ing finger 5 [Source: HGNC
-0,506340148 441E-10 3,75E-09 PCGF5 polycom Sii;g;“f;ggcz[gg&ce
AKT i ' ; H
-0,506177266 429E-05 0,000208869 AKTIP Hg;fﬁﬁﬁfiiﬁgﬁ[g?g;%] GNC
ic anhyd 2 ‘H
-0,505613472 0,00027104 0,001140707 CA2 Carbors“yizboly; Arf; Gﬁ‘é“fg‘;ﬂ GNC
ATP t thway Ca2+ t ting 1
-0,50555941 2,93E-18 434E-17 ATP2C1 : sgzi::;ecgé g;mmf’ ACZI; é;rgli‘;ll;‘]g
is h :H
-0,505262798 0,000258076 0,00108969 MEIS3 Meiyrﬁﬁﬁ’fiﬁgﬁ‘éf§g537clNC
LIM domain kinase 2 [Source:HGNC
-0,505218677 1,06E-07 7,18E-07 LIMK?2 50;‘;’;21215; GE\IOCL:::;L]
hypusine h 1 H
-0,50493084 2,09E-08 1,53E-07 DOHH deoxy yg;;;ilhzgcrgé;sé[;zzze GNC
SH3 domain GRB2 like endophilin interacti tein 1
-0,504929878 0,004594542 0,014975089 SGIP1 ‘Eg;ﬁ‘ce:H GN‘CGS;IILb";’l; /;cl:gce;faccgi 11’;]0 em
-0,504539101 4,16E-11 3,86E-10 KLF16 Kr“pgiﬁ:;iii‘f;&\%;‘;‘;;cNC
-X9- tif taining 2 :HGN
-0,504289917 0,000179944 0,000784894 CMC2 CX9-C ;’;‘:n;o;oz:f;ggl\l C[Szf;;‘;‘; GNC
-0,504078808 0,001825267 0,006519625 TNESF9 TNE Sng;i‘g‘;gATZ’ﬁgig:[lsl(z)‘;rgc]e:HGNC
torsin family 1 B H
-0,503566689 1,85E-08 1,36E-07 TOR1B orsin ;r;‘r;iol;r/’;i?;'gl\]c[?ﬁ‘;gc; GNC
-0,503345129 183E-16 243E-15 CCDC50 coiled-coil domain containing 50 [Source:HGNC

Symbol;,Acc:HGNC:18111]
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-0,503043721

0,000284641

0,001192003

TMEM200B

transmembrane protein 200B [Source:HGNC

Symbol;Acc:HGNC:33785]
tubulin epsilon and delta complex 1 [Source:HGNC
-0,502717384 0,004089608 0,013469608 TEDC1 Symbol;Ac:HGNC:20127]
mannose receptor C type 2 [Source:HGNC
-0,502213717 1,94E-1 E-1 MRC2
0502213 2 ? 3,06E-18 c Symbol; Acc:HGNC:16875]
erbb2 interacting protein [Source: HGNC
-0,502081194 1,38E-20 2,28E-19 ERBIN Symbol; AccHGNC:15842]
pinin, desmosome associated protein [Source:HGNC
-0,50187 4E-1 27E- PNN
0,501876658 38 0 3 0 Symbol;Acc:HGNC:9162]
dihydrouridine synthase 1 like [Source: HGNC
-0,501775194 3,50E-12 3,54E-11 DUSIL Symbol; Acc:HGNC:30086]
-0,501555006 4,66E-18 6,85E-17 PLXNA1 plexin A1 [Source:HGNC Symbol;Acc:HGNC:9099]
SRP receptor subunit beta [Source: HGNC
-0,501392034 3,80E-09 2,98E-08 SRPRB Symbol; Acc:HGNC:24085]
proline and serine rich 3 [Source:HGNC
-0,5012 205141 2502 PROSER
0,501268853 0,000205 0,00088250! OSER3 Symbol;AcHGNC:25204]
collagen type XI alpha 2 chain [Source:HGNC
-0,500980192 0,013613308 0,038884287 COL11A2
Symbol; Acc:HGNC:2187]
-0,500605445 9,86E-05 0,000452463 KRT7 keratin 7 [Source: HGNC Symbol; Acc:HGNC:6445]
] ] ] nipsnap homolog 3A [Source: HGNC
0,500560257 1,45E-07 9,67E-07 NIPSNAP3A Symbol; AcccHGNC:23619)]
carbohydrate sulfotransferase 14 [Source:HGNC
g 105414 4,07E-12 4,10E-11 HST14
0,500105 0 10 CHS Symbol; Acc:HGNC:24464]
5-aminoimidazole-4-carboxamide ribonucleotide
-0,500062363 3,66E-12 3,70E-11 ATIC formyltransferase/IMP cyclohydrolase [Source:HGNC
Symbol;Acc:HGNC:794]
] gem nuclear organelle associated protein 6 [Source:HGNC
0,499988668 0,010133616 0,030060067 GEMIN6 Symbol; Acc:HGNC:20044]
LDL receptor related protein 12 [Source: HGNC
-0,4 17 72E- 7,34E- LRP12
0,4996069 % 09 S4E-08 Symbol; Acc:HGNC:31708]
LY6/PLAUR domain containing 6 [Source:HGNC
-0,4 7 2,34E- 118594 LYPD
0495585793 S4E05 0,00011859 6 Symbol;Acc:HGNC:28751]
. ’ ’ ring finger protein 150 [Source:HGNC
0,499372005 1,51E-06 8,98E-06 RNF150 Symbol;AcHGNC:23138]
general transcription factor IIIA [Source:HGNC
-0,4 7 E-12 73E-11 TF3A
0,49936093 3,69 373 GTE3 Symbol;Acc:HGNC:4662]
GLIS family zinc finger 2 [Source:HGNC
-0,49873136 5,24E-10 4,42E-09 GLIS2 Symbol;Acc:HGNC:29450]
dynein axonemal light chain 1 [Source:HGNC
-0,4 7,20E- 777 DNAL1
0,498669035 20E-05 0,000337775 Symbol; Acc:HGNC:23247]
DEK proto-oncogene [Source: HGNC
0,498501132 1,46E-17 2,09E-16 DEK Symbol: Ac:HGNC:2768]
abhydrolase domain containing 5 [Source:HGNC
-0,49821 E- 4,34E- ABHD.
0,49821985 8,03E-06 S4E-05 5 Symbol; Acc:HGNC:21396]
-0,498179676 0,017190597 0,047494409 CASP1 caspase 1 [Source:HGNC Symbol; Acc:HGNC:1499]
defective in cullin neddylation 1 domain containing 3
-0,4974 2E- 4,78E- D 1D,
0,497495558 8,92E-06 78E-05 CUNID3 [Source:HGNC Symbol; Acc:HGNC:28734]
PNMA family member 2 [Source: HGNC
-0,497445171 2,28E-12 2,36E-11 PNMA2
Symbol;Acc:HGNC:9159]
chromosome 1 open reading frame 131 [Source: HGNC
-0,497377 1044867 7221 Torfl31
0,497377936 0,00104486 0,00393 Clorf13 Symbol;Ac:HGNC:25332]
ribosomal oxygenase 2 [Source:HGNC
-0,4972 49E- 17207 RIOX2
0,497286359 349E-05 0,000172075 o Symbol; Acc:HGNC:19441]
ADAM metallopeptidase with thrombospondin type 1
-0,497052541 0,000147257 0,000652287 ADAMTS9 motif 9 [Source:HGNC Symbol; AccHGNC:13202]
insulin receptor substrate 1 [Source:HGNC
-0,4 77 1,36E-17 1,95E-1 IRS1
0,496569776 36 /95E-16 5 Symbol;Acc:HGNC:6125]
Clq and TNF related 6 [Source:HGNC
-0,496503704 6,96E-08 4,83E-07 CIQTNF6 Symbol;AccHGNC:14343]
-0.495890864 5 68E-19 8 76E-18 PPPAR1 protein phosphatase 4 regulatory subunit 1

[Source:HGNC Symbol;Acc:HGNC:9320]
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-0,495758948

5,02E-07

3,16E-06

COMMD?2

COMM domain containing 2 [Source: HGNC

Symbol;Acc:HGNC:24993]
lation factor II thrombi H
-0,495672683 1,07E-21 1,86E-20 F2R coagulation acstifnbél;fzﬂgsggg%[Source GNC
t 1 protein 57 like 1 [Source:HGNC
-0,495335967 0,00652816 0,020495952 CEP57L1 cen ms"r;‘;mf:sl;irc‘cH Gll\? . é 1‘;2%*
R Rab i H
-0,494452094 1,62E-05 8,36E-05 RIN3 as a“:y;:;?f::i;g;?;’ggi] GNC
1 indi tei it1 H
-0,494315369 4,40E-11 4,07E-10 NCBP1 nucearcap b‘gy;‘fﬁ;’i;é“}gg 658[15"““9 GNC
-0,494266001 2,70E-18 4,01E-17 YARS tymsyl’st}lfnl\fﬁ) lsfltchgéﬁ g;’;;:giHGNC
FAT atypical cadherin 1 H
-0,494193912 0,000893237 0,003418291 FATI at}ég;;i;aicfgzl\l[z";;;; GNC
leckstrin homology domain containing O1
-0,493398954 6,35E-12 6,28E-11 PLEKHO1 p[ ;;urscrelg G(;“CO S‘)ﬁibo"lf‘:;g’cnl\]agﬁl 0l
-0,493335548 6,89E-05 0,000324484 HES4 hes family bHg;féiii?gﬁgﬁgﬁrl39[150““8:HGNC
Imitoylated protei HGN
-0,492362426 3,41E-10 2,92E-09 MPP5 membrane p;yz;zz :C‘ZHPC‘:ONE“;; 6[659‘;“”‘3 GNC
-0,491634448 6,34E-14 7,31E-13 ADAMTS12 Az:;/f[ Ei?;fiﬂgﬁég;i&ﬁﬁﬁg‘;rl‘gi%%‘; 1
itotic spindl izi tein 1 HGN
-0,491572758 5,23E-06 2,89E-05 MZT1 frtotic spin S;;f(:‘f;“ggg Ce:1;383[§]ource GNC
BCL2 associated ath 2 [Source:HGNC
-0,491427759 8,41E-07 5,16E-06 BAG2 assoc;;r‘:lb;; :;OEEE C:[9 3‘;111“8
EFR3 homolog A H
-0,491140129 2,04E-18 3,05E-17 EFR3A S“;’Imir(r)‘l? AOC%: ch\’;gczz 973;]NC
h tion 1 like [Source:HGNC
-0,490980625 2,70E-16 3,56E-15 CSEIL ¢ romosons‘;ef;eiiég@\; CZ[LL;‘TCQ
-0,490621483 3,66E-26 7,71E-25 CAV1 caveolin 1 [Source:HGNC Symbol;Acc:HGNC:1527]
inc finger SWIM-t taining 6 [Source: HGNC
-0,490519246 2,92E-07 1,89E-06 ZSWIM6 Inc tnger symboi}:czzc?;lg%s{ 6‘]“”“’
-0,490425241 5,55E-15 6,77E-14 FOXN3 forkhead box N3 [Source:HGNC Symbol;Acc:HGNC:1928]
-0,490281839 4,51E-06 2,51E-05 BNC2 basonuclin 2 [Source:HGNC Symbol;Acc:HGNC:30988]
-0,490193284 0,00370608 0,012348934 PLS1 plastin 1 [Source: HGNC Symbol; Acc:HGNC:9090]
D ini ' TP H
-0,489812722 0,000369245 0,001518129 WRAP53 WD repeat Constiﬁiﬁ;@;f:;cs;tg:2555232][8(’““ GNC
d lating i tidase 1 [Source:HGNC
-0,489119098 6,91E-12 6,80E-11 DESI1 esumoy gyﬁgb;j‘fffé Galzec: 2[4;7‘17r]ce
inc fi in 27 H
-0,488552462 9,39E-06 5,02E-05 ZNE275 #ne ‘;‘}%Ebiﬁi‘;‘}l GSI\EEIO:;;S;] GNC
-0,488296344 8,05E-09 6,11E-08 CHRDL1 chordin like 1 [Source:HGNC Symbol;Acc:HGNC:29861]
Rho GTPase activati tein 1 HGN
-0,487989249 0,005016646 0,016190426 ARHGAP19 oG as‘;;;;‘z;ffc g‘éggzzigz]“me GNC
WD t domain 45B [Source: HGNC
-0,487940266 1,45E-14 1,73E-13 WDR45B reg;;boﬁil:}l GN[C;‘;BC;Z]
-0,487918104 2,95E-08 2,12E-07 TNS1 tensin 1 [Source:HGNC Symbol;Acc:HGNC:11973]
-0,487504322 0,008480143 0,025749594 SHISA2 shisa fsa‘;‘llgorlnzzbgczl\io;g;z;cl\lc
23 homolog A lex 11
-0,487447716 9,15E-19 1,40E-17 SEC23A Se[;oircoemg GOEI c S;?;’;;’Z‘fcﬁ Gl\?grl‘g;’gf]“ t
hosducin like 3 [Source: HGNC
-0,487303525 4,05E-08 2,87E-07 PDCL3 P (;;Irlll;z)rll ;CZH[GI‘;‘EC;SS 0]
1 ier family 31 1 H
-0,48717129 3,77E-10 3,22E-09 SLC31A1 solute Cam;;?;&lﬁéﬁg; 15(6’]‘““’ GNC
-0,486397418 5,55E-16 7,17E-15 PALM paralemmin [Source:HGNC Symbol;Acc:HGNC:8594]
t 1 tei :Hi
-0,486341954 1,16E-09 9,50E-09 CEP89 cen rogizzoixil;éﬁg’;rgg7] GNC
-0,486275199 3,09E-22 5,45E-21 TUBAIC tubulin alpha 1c [Source:HGNC

Symbol;Acc:HGNC:20768]
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-0,485923313

5,11E-16

6,62E-15

UBE2G2

ubiquitin conjugating enzyme E2 G2 [Source:HGNC

Symbol;Acc:HGNC:12483]
hydrol i ining 12 H
-0,485909172 4,62E-13 5,06E-12 ABHD12 abhydro asesifnrﬁzll?;:;‘gg;‘é 158[65;‘1“8 GNC
family with imilarity 118 member A
-0,485774587 2,96E-05 0,000147831 FAM118A aTé()yuﬁle;éi}‘ggc;;i‘;zr;yH GNIE:EE ) se]r
-0,485693941 7,75E-08 5,35E-07 BTN2A1 butyrophilin s;;’j;z ;liimHeg‘Nbg ﬁ; 6[15 ource: HGNC
ATR interacti tei ‘HGN
-0,48559463 0,001060226 0,003986581 ATRIP ‘g;i;;?if;;‘é;[cszgg’g] GNC
-0,484949814 5,25E-09 4,06E-08 XXYLT1 xyloside gﬁ;ﬁﬁ:?ﬁi@f\? é: éig‘;;]cezHGNC
-0,484861128 0,006572178 0,02061414 DUSP10 dual SPECiﬁSC;be;}I‘;iE :Ia{téslgé?a[osg’;]me;HGNC
tructural maint f ch 1A
-0,484860353 8,43E-13 9,04E-12 SMC1A S{;z;;;{g;g Zr;?ﬁif’ Azcrlgg‘;?r;‘ffl I
-0,484722403 0,0072699 0,022472075 TMEM267 transmer;;j;‘;}::é;r‘cﬁé:[ZSESQC]E:HGNC
KDEL endoplasmic reticul tein retenti tor 2
-0,484263755 3,84E-18 5,68E-17 KDELR? e%{‘ﬁ:ﬁéﬁ (;C;yfnr;‘gfzci‘f;élérc‘;‘;%;Cep or
-0,482890037 0,007912506 0,024200172 CENPH Ce“tr%?ggj;’iigg&%‘;;‘z;GNC
lute carrier famil 1 ‘HGN
-0,48275798 3,40E-11 3,17E-10 SLC35C1 souecarrle;yﬁ;iiiﬁgg;eé; 1[95;?”@ GNC
t ter 2, ATP bindi tte subfamily B memb
-0,482418013 2,33E-06 1,35E-05 TAP2 ranspor [eSrource:H G‘;‘I C‘gi;fji Aeccs:‘; G?I“(‘:Z 4 fember
leucine rich 11 H
-0,482393568 6,00E-21 1,01E-19 LRRN1 eucine “;y:ﬁgjﬁ:c‘:;g“;] C:Z[SS’;OT]C‘? GNC
-0,481999337 7,56E-07 4,67E-06 CCNYL1 cyclin Y like 1 [Source:HGNC Symbol;Acc:HGNC:26868]
Ipha 1B H
-0,481983412 0,001560731 0,005659108 ADRA1B adrer‘(’;‘;}:;f;i/fczH Gﬁg“;;;} GNC
block of proliferation 1 [Source: HGNC
-0,481287492 3,85E-13 424E-12 BOP1 ¢ ‘S’YI}:];’()‘LZI:C?;I‘GN[C?;?;]
| itochondria homol H
-0,481141369 1,02E-16 1,38E-15 CLUH clustered rr‘sl;?ibziirclng;(’cf’fggSgZ‘]‘rce GNC
heat shock protein family D (Hsp60) member 1
-0,480910047 1,52E-24 3,00E-23 HSPD1 ef} sf)u‘;zeggl\elg S;ELKL A(CC:;}I’GI\)E;;; Jr
-0,480770378 5,91E-06 3,25E-05 TWNK twmkle;;‘:ﬂjﬁli;2;[33‘;%?HGNC
tubulin epsilon 1 H
-0,480525768 0,005191623 0,016694057 TUBE1 “bs“yﬁsgf;‘;::H[Gs’;‘g:;%77§]NC
-0,480400749 3,16E-20 5,14E-19 DHX15 DEAH;;’I’:;:;}K:CSSSIETS(Z’E;;‘;]HGNC
hosphoglycerate dehyd HGN
-0,480331922 3,71E-11 3,45E-10 PHGDH Phosphiog y;‘;f;fol;z’c:Ifég‘é‘:sseg[;;]’“me GNC
tructural maint f ch 4 [Source:HGNC
-0,480231328 8,07E-10 6,70E-09 SMC4 structura mamse;ill;f)(i;oAcCc:IfIOGnII\(I)(SI(:)lrzgiB][ ource
-0,48009991 1,35E-06 8,08E-06 TRMT61A RNA me;;ﬁ:;“f:jﬁecﬁé z[g;’;;]CE:HGNC
PH domain and leucine rich repeat protein phosphatase 1
-0,479950118 7,40E-10 6,16E-09 PHLPP1 ongg:;?e:H%‘Egesr;nbfﬁiczocgggogls(l;’] atase
-0,479855095 8,63E-06 4,65E-05 TXNDC11 th‘(’red"xmsifxil‘: ;S:Sg‘;‘g; (J[gg]urce:HGNC
1 tein M :Hl
-0,479392363 2,56E-09 2,03E-08 SELENOM e ;;ffbrgl;ir;c;H[gong:o 5 967?1(:
heat shock protein family A (Hsp70) member 12A
-0,479248872 2,28E-07 1,49E-06 HSPA12A ea [5303:@?10@?\}2 ;;;gol; [iccfg qurﬁfgog]
ium channel epithelial 1 alph i H
-0,47911828 0,000108202 0,00049175 SCNN1A sodium channe S;};;lezm;gl\?cs}ig‘;;; [Source: HGNC
phosphoribosylaminoimidazole carboxylase and
-0,478276446 1,77E-18 2,66E-17 PAICS phosphoribosylaminoimidazolesuccinocarboxamide

synthase [Source:HGNC Symbol;Acc:HGNC:8587]
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transmembrane protein 268 [Source: HGNC

-0,478142231 0,000283279 0,001187069 TMEM?268
Symbol;Acc:HGNC:24513]
0477918449 1 81E-06 1 07E-05 CSGALNACT? chondroitin sulfate N-acetylgalactosaminyltransferase 2
! ! ! [Source:HGNC Symbol;Acc:HGNC:24292]
-0,477865331 4,91E-05 0,000236989 FOXL1 forkhead box L1 [Source:HGNC Symbol;Acc:HGNC:3817]
tRNA 5-methylaminomethyl-2-thiouridylate
-0,477523829 2,46E-05 0,000124335 TRMU methyltransferase [Source: HGNC
Symbol;Acc:HGNC:25481]
DNA topoisomerase III alpha [Source:HGNC
-0,47739121 2,39E- 1,38E- TOP3A
0477391216 39E-06 38E-05 or3 Symbol; Acc:HGNC:11992]
tyrosyl-DNA phosphodiesterase 1 [Source:HGNC
0,477250286 1,66E-05 8,54E-05 TDP1 Symbol; Acc:HGNC:18884]
diacylglycerol lipase beta [Source:HGNC
-0,476812279 3,62E-06 2,05E-05 DAGLB Symbol;Acc HGNC:28923]
microtubule associated protein 4 [Source: HGNC
-0,476785497 2,41E- 1E-2 MAP4
0,47678549 . 30 6,0 9 Symbol;Acc:HGNC:6862]
-0,47607709 3,58E-12 3,62E-11 BCL2L1 BCL2 like 1 [Source:HGNC Symbol;Acc:HGNC:992]
ATP synthase membrane subunit ¢ locus 1 [Source: HGNC
-0,476030275 9,84E-08 6,72E-07 ATP5MC1
Symbol;Acc:HGNC:841]
cerebellar degeneration related protein 2 like
-0,475962281 1,66E- 1,23E-07 DR2L
0,47596228 /66E-08 23E-0 c [Source:HGNC Symbol; Acc:HGNC:29999]
kelch like family member 5 [Source:HGNC
-0,47585414 4E-11 2,85E-1 KLHL
0,475854149 30 B5E-10 5 Symbol; Acc:HGNC:6356]
tetratricopeptide repeat domain 27 [Source:HGNC
0,475240217 0,00033152 0,00137233 TTC27 Symbol; A HGNC:25986]
RNA binding motif protein 3 [Source:HGNC
-0,475037 1,99E-1 2,65E-1 RB
0,475037805 99E-16 /O5E-15 M3 Symbol; Acc:HGNC:9900]
] : : proliferation-associated 2G4 [Source: HGNC
0,474496596 2,44E-12 2,53E-11 PA2G4 Symbol; Ac:HGNC:8550]
-0,474060341 5,34E-09 4,12E-08 NUP153 nucleoporin 153 [Source:HGNC Symbol;Acc:HGNC:8062]
nucleoporin 205 [Source:HGNC
-0,473857497 7,67E-11 6,90E-10 NUP205 Symbol;Acc:HGNC:18658]
ribosomal RNA processing 9, U3 small nucleolar RNA
-0,473679271 2,23E- 1,30E- RRP!
0473679 23E-06 S0E-05 I binding protein [Source:HGNC Symbol; Acc:HGNC:16829]
DEAD-box helicase 18 [Source:HGNC
-0,473444946 1,61E-10 1,42E-09 DDX18 Symbol:AccHGNC:2741]
ring finger protein 144B [Source: HGNC
-0,4732221 202 2! RNF144B
0473 0,0083320 0,025335503 N Symbol;Acc:HGNC:21578]
Rho/Rac guanine nucleotide exchange factor 18
-0,473018611 0,01396113 0,03972576 ARHGEF18
[Source:HGNC Symbol; Acc:HGNC:17090]
heme oxygenase 2 [Source: HGNC
-0,472922207 4,03E-1 44E- HMOX2
0,47292220 /03E-10 3 09 MO Symbol;Acc:HGNC:5014]
adenylosuccinate lyase [Source:HGNC
-0,472821647 1719437 474 4 ADSL
04728216 0017194379 0,04749805 S Symbol;Acc:HGNC:291]
} } } protein tyrosine phosphatase, receptor type M
0,472713849 3,50E-16 4,58E-15 PTPRM [Source:HGNC Symbol;Acc:HGNC:9675]
enolase-phosphatase 1 [Source: HGNC
-0,472234 E- E- ENOPH1
0 34395 5,59E-06 3,08E-05 NO Symbol; Acc:HGNC:24599]
immunoglobulin superfamily member 3 [Source:HGNC
-0,472173151 3,15E-07 2,03E-06 IGSF3
Symbol;Acc:HGNC:5950]
GrpE like 1, mitochondrial [Source: HGNC
-0,471931651 1,48E-07 7E-07 RPEL1
0,47193165 ABE-0 9,87E-0 G Symbol; Acc:HGNC:19696]
DBF4 zinc finger [Source:HGNC
-0,47176481 7. 44 22709784 DBF4
0 64816 0,0073608 0,02270978 Symbol; Acc:HGNC:17364]
’ ’ receptor tyrosine kinase like orphan receptor 1
0471611508 414807 2,63E-06 RORI [Source:HGNC Symbol; Acc:HGNC:10256]
RNA binding motif single stranded interacting protein 3
-0,47147 7397. 12441924 RBM.
0 9808 0,003739758 0.0 o 53 [Source:HGNC Symbol; Acc:HGNC:13427]
acetylcholinesterase (Cartwright blood group)
0,471353322 0,001033411 0,003898595 ACHE [Source:HGNC Symbol; Ac:HGNC:108]
-0,471271503 1,21E-28 2,81E-27 MSN moesin [Source:HGNC Symbol; Acc:HGNC:7373]
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-0,471156288

1,95E-10

1,71E-09

HMGB3

high mobility group box 3 [Source: HGNC

Symbol; Acc:HGNC:5004]
frizzled class receptor 2 [Source:HGNC
-0,470976495 2,34E-12 2,43E-11 FZD2 Symbol;AccHGNC:4040]
transmembrane protein 87B [Source: HGNC
-0,47! 1 1,45E- 7E- TMEMS87B
0,470603615 ASE-06 8,67E-06 MEMS Symbol; Acc:HGNC:25913]
] peroxiredoxin like 2C [Source:HGNC
0,47036874 0,00574918 0,018283936 PRXL2C Symbol; Acc:HGNC:16881]
nucleolar protein 11 [Source: HGNC
-0,47034007' 1,65E- 1,22E-07 NOL11
0,470340079 /65E-08 4 0 o Symbol; Acc:HGNC:24557]
-0,470204029 6,54E-08 4,55E-07 SELENOS selenoprotein S [Source:HGNC Symbol;Acc:HGNC:30396]
-0,469411058 1,25E-06 7,50E-06 NEBL nebulette [Source:HGNC Symbol;Acc:HGNC:16932]
outer dense fiber of sperm tails 2 [Source:HGNC
-0,46932 2E-07 41E- DF2
0,469329358 8,82E-0 5 06 o Symbol;Acc:HGNC:8114]
ubiquitin C-terminal hydrolase L5 [Source:HGNC
-0,469287417 0,000133739 0,000598554 UCHL5
Symbol;Acc:HGNC:19678]
leucine rich repeat containing 8 VRAC subunit C
-0,469266587 0,005485301 0,017536696 LRRC8C [Source: HGNC Symbol; AccHGNC:25075]
solute carrier family 2 member 6 [Source:HGNC
-0,469163164 1,53E-1 1,35E- LC2A
0,46916316 S3E-10 35E-09 SLC246 Symbol; Acc:HGNC:11011]
RNA binding motif single stranded interacting protein 2
-0,469106643 687E-12 6.77E-11 RBMS2 [Source:HGNC Symbol; Acc:HGNC:9909]
RAS like family 10 member B [Source:HGNC
-0,4 422 7,87E- 7022 RASL10B
0,469035 B7E-05 0,0003670 SL10 Symbol; Acc:HGNC:30295]
fatty acyl-CoA reductase 1 [Source:HGNC
-0,4 7 4,30E-11 E-1 FAR1
0,469033879 30 3,99E-10 Symbol; Acc:HGNC:26222]
solute carrier family 35 member B4 [Source:HGNC
-0,468834445 1,61E-06 9,58E-06 SLC35B4 Symbol; A HGNC:20584]
D-tyrosyl-tRNA deacylase 2 (putative) [Source:HGNC
-0,468717724 7! 2729357 DTD2
0,468 0,000696755 0,00272935 Symbol; Acc:HGNC:20277]
-0,468565823 7,92E-23 1,44E-21 CD24 CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645]
-0,468399664 4,84E-38 1,55E-36 CFL1 cofilin 1 [Source:HGNC Symbol;Acc:HGNC:1874]
Rho GTPase activating protein 33 [Source: HGNC
-0,468318092 117 2657 ARHGAP.
0,46831809 0,000117889 0,00053265 GAP33 Symbol;Ace:HGNC:23085]
integrin subunit beta 8 [Source: HGNC
-0,468026216 2,53E-24 4,96E-23 ITGBS Symbol: AccHGNC:6163]
ecotropic viral integration site 5 [Source:HGNC
-0,467817964 1,78E-07 1,18E- EVI!
0,46781796 78E-0 /18E-06 5 Symbol;Acc:HGNC:3501]
ankyrin repeat domain 13B [Source: HGNC
-0,467081242 7,73E- 4,19E- ANKRD13B
046708 73E-06 19E-05 3 Symbol;Acc:HGNC:26363]
3'-phosphoadenosine 5'-phosphosulfate synthase 2
-0,466844611 2,24E-05 0,000113834 PAPSS2 [Source:HGNC Symbol; Acc:HGNC:8604]
-0,466793115 6,68E-16 8,60E-15 SEPTS septin 8 [Source: HGNC Symbol;Acc:HGNC:16511]
PGAM family member 5, mitochondrial serine/threonine
-0,465953551 1,90E-07 1,25E-06 PGAMS5 protein phosphatase [Source:HGNC
Symbol;Acc:HGNC:28763]
IKBKB interacting protein [Source:HGNC
-0,465847217 1,22E- 11E- IKBIP
0,4658 4 08 % 08 Symbol; Acc:HGNC:26430]
toll like receptor adaptor molecule 1 [Source:HGNC
-0,464773801 0,000145247 0,00064412 TICAM1 Symbol; Acc:HGNC:18348]
synaptotagmin binding cytoplasmic RNA interacting
-0,4635194 2,74E-1 4,07E-17 YNCRIP
0463519489 i 8 0 SYNC protein [Source:HGNC Symbol; Acc:HGNC:16918]
ATP binding cassette subfamily F member 2
-0,463418521 1,36E-05 7,08E-05 ABCF2
[Source:HGNC Symbol;Acc:HGNC:71]
isochorismatase domain containing 1 [Source:HGNC
-0,4632 4E- 45561 I 1
0,46326986 9,94E-05 0,000455618 s0C Symbol;Acc HGNC:24254]
heat shock protein family A (Hsp70) member 14
-0,462992182 48207 28357074 HSPA14
0,46299218 0,0094820 0,0283570 5 [Source:HGNC Symbol; Acc:HGNC:29526]
] coenzyme Q2, polyprenyltransferase [Source: HGNC
0,462189324 0,00123443 0,004575997 COQ2 Symbol; AcHGNC:25223]
-0,461983996 1,13E-05 5,96E-05 DPH2 DPH2 homolog [Source:HGNC Symbol;Acc:HGNC:3004]
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-0,461949369

0,000252158

0,001067725

BRIX1

BRX1, biogenesis of ribosomes [Source: HGNC

Symbol;Acc:HGNC:24170]
hi i i ini H
-0,461279324 0,002579504 0,008914726 TXNDC5 tlorEdOX“‘S;;r;‘zi;:g‘;gggzsl([)S;;Trce GNC
het lear ribonucleoprotein H1
-0,461240104 4,62E-12 4,63E-11 HNRNPH1 e{;ﬁf:;g’g;g“;;;;gZﬁ:;‘é’lﬁrg;&zﬂ
ine/threonine kinase 1 H
-0,461098651 1,45E-08 1,08E-07 STK10 serine/t s;iEEEAI?:§gI\?C[8101§;$ GNC
i leotid duct talyti it M1
0460414871 353E-09 277608 RRMI e HON Symba e IGNCAOIS1]
-0,460102365 1,35E-10 1,20E-09 PTBP3 pdypynm‘dmsey:licglf’:liggcﬁgia;’3[]S°me:HGNC
1 th 1 [Source:HGNC
-0,459348528 9,41E-05 0,000433385 EGRI earty grs"y":nb;fz‘;:ecl\} C‘:’;r;;]
-0,458396658 1,76E-08 1,30E-07 CACYBP Calcy‘ﬂlgyﬂgﬁ;‘;‘iﬁ;‘_}g‘; ([js ;’ g;;;jHGNC
ituit t -t £ i 1 :H
-0,458243791 0,000333404 0,001379541 PTTG1 pituitary ‘;‘;‘I‘:b;szscc‘?gg;%ﬁ;‘]‘me GNC
0458215300 1.92E-09 9 90E-09 DDR2 discoidin domain receptor tyrosine kinase 2
! 4 ! [Source:HGNC Symbol; Acc:HGNC:2731]
DENN domain containing 1B H
-0,458085638 0,005543968 0,017700927 DENNDIB NN cg;i;‘;";;‘;gi C:Z[EZSZ]CQ GNC
CTD nud lope phosphatase 1 regulat bunit 1
-0,457938389 0,000134975 0,000603809 CNEPIR1 nufsia:ri:ﬁéﬁecpsyﬁoiﬁii;Hréiuc?zZ’%; un
D in77 H
-0,457805479 6,19E-07 3,85E-06 WDR77 w r;‘}’}:ﬁ:ﬁiﬁ% Gl\[fg;;;] GNC
h ffold protein 1 [Source:HGNC
-0,457160706 0,001935222 0,006875807 HOMER1 omer S;?nﬁ’ol;fiﬁfféN[cf?srﬁ]
t tein 1 HGN
-0,456770515 0,000576171 0,002286073 TMEM18 ransme;?;zziApzz:SENi[zg;;;? GNC
dual specificity phosphatase 3 [Source: HGNC
-0,456747033 3,49E-12 3,54E-11 DUSP3 ua Spec‘;;ﬁ&;zsig Gals\? C:3[0(6);1]rce
i 1 it 21 H
-0,456658053 0,000165111 0,000724754 MED21 medlatorsc;’rrn“lfoi’:c‘fgg; C:EZ;;]C" GNC
lute carrier family 27 member 4 [Source:HGNC
-0,456620744 8,70E-08 5,97E-07 SLC27A4 sotute Carrlesry;?;s;cczecra grl o 9[ 9;’]““6
leudi 1 methyltransferase 2 H
-0,455877928 0,000205032 0,00088223 LCMT2 eucine Carbog‘;'mr;;t; X’C:;Irglsgsl';%[;ource GNC
-0,455864546 3,67E-21 6,26E-20 DAGI1 dystroglycan 1 [Source:HGNC Symbol;Acc:HGNC:2666]
tei i h hat: t F
-0,455846121 4,34E-17 6,02E-16 PTPRF prég:izﬁgfg S;ffb;j;:c’:gg (‘:’;2}%;
MAP7 domain containing 3 [Source:HGNC
-0,455703328 0,000177023 0,000773021 MAP7D3 g;iﬁ;i:ﬁ?ﬁ C:[Z;’;r;]e
-0,455414753 1,32E-12 1,39E-11 BICD?2 BICD;;fg’oi‘rifoHrél\[fc(’:;;‘gchC
1 it nucl t GTPase 1 H
-0,455282137 1,48E-07 9,87E-07 LSG1 arge 605 sumn;y?:;o‘f;Ce;pHOGrNGCQ;;;] [Source:HGNC
-0,454835635 0,002583132 0,008924383 PDZD4 Pbz dOgiggiztj‘:f:{rgﬁéi‘ﬁg‘?HGNc
1 in hydrol H
-0,454616298 1,06E-07 7,20E-07 BLMH b eomS};/C;lboi ;:Cﬁzﬁgulrgg 0] GNC
Gl to S phase transition 1 [Source:HGNC
-0,453906575 2,85E-13 3,16E-12 GSPT1 ° gy:golrr:;ggl\][czzg?
" : H
-0,453707375 9,12E-08 6,25E-07 ZNF598 ne ‘gfr‘:bf(’;;i‘;ﬁgcgl\gi?gggg] GNC
-0,453599938 4,12E-06 231E-05 RTL10 retrotransposon Gag like 10 [Source:HGNC

Symbol;Acc:HGNC:26112]
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defective in cullin neddylation 1 domain containing 5

-0,453336659 3,26E-06 1,85E-05 DCUN1D5 Bouree HGNC SpmbolAccHGNC:28409
MCL1, BCL2 famil is regul H
-0,453300661 121E-23 2,27E-22 MCL1 CL1, BC a;’; g&f}fgg;’g&g&f 6‘3;’;][50““‘3 GNC
b Imitoylated protein 1 [Source: HGNC
-0,453053896 0,010027357 0,029776723 MPP1 membrane pgyrib‘;yl;::clgg\fgn 1[9;"“@
-0,453041635 0,011636856 0,033953515 PGBD1 piggybac tra“sfs’;’: E};}iﬁ:ﬁgﬁgﬁ’;‘;& [Source:HGNC
POP7 homolog, ribonuclease P/MRP it
-0,452648093 4,60E-05 0,000223229 POP7 gourczg‘l"ccl’\%g;z?;‘;‘;ﬁi;{/ N Cj‘g‘g:;?
-0,451993605 9,11E-17 1,24E-15 AXL AXL recep;‘;rr;z(r)‘l’;rzEgﬁggg;rcezHGNC
-0,451981056 0,001152034 0,004302611 CBX2 chromobox 2 [Source: HGNC Symbol; Acc:HGNC:1552]
-0,451837264 3,83E-07 2,44E-06 PLA2G15 phOSphog}{’if;O/;zA‘fzg‘{lggzzE‘ng?ezHGNC
loviral IAP repeat containing 2 HGN
-0,451647168 5,70E-11 5,19E-10 BIRC? baculovira Sy}fg;? ACC‘:;{ZEE%S%[)?O“”Q GNC
tRNA splicing endonucl bunit 54 [Source: HGNC
-0,451350944 0,000757817 0,002945362 TSEN54 P lcmg;;m‘;‘(;iszé‘;}ggﬁ . 15 ource
li inase 7 H
-0,451228141 1,31E-05 6,86E-05 CDK7 cyein d';z:g;“;ilcnl"_’;él\}éslo;;g GNC
trophin alpha 1 [Source: HGNC
-0,450993821 6,59E-06 3,60E-05 SNTA1 yn ;;fnblzlxc; G[N"C‘{rlcfl p
hospholipase A2 XIIA H
-0,450954212 1,60E-06 9,50E-06 PLA2GI12A phosp Og’;:bob Agcr::lIinGNC:l[SSSOSIjLTe GNC
-0,450832714 9,87E-12 9,61E-11 NUP93 nucleoporin 93 [Source:HGNC Symbol;Acc:HGNC:28958]
-0,450642423 8,72E-05 0,000404069 SSSCAT S]fsgjjfczyﬁéﬁ‘g’;/;iﬁﬁZZ“E&‘?T;?;; 1
tin related protein 2/3 complex subunit 2 [Source:HGNC
-0,450586548 1,10E-26 2,37E-25 ARPC2 actin refated pro gly“mk/)olc;zr:c};é;‘&g;] [Source
-0,4504562 1,76E-05 9,05E-05 Cl17orf51 chromosome 1;‘;?;3}?3222&2;;; 4[]S ource: HGNC
lute carrier family 4 2 H
-0,450221078 2,53E-20 4,14E-19 SLC4A2 souecarrlse;;g;;iccﬁgﬁg ) 1[052‘;‘]“6 GNC
-0,449537492 2,15E-13 2,40E-12 GPD2 glyCer°1‘3‘ph°;’;‘;‘é’:’)SZ}C‘ZogggNeg‘:’:ZSi][S(’urce:HGNC
family with imilarity 207 A
-0,449451653 7,54E-06 4,09E-05 FAM207A ar[rgmylr“c’;Héegée;‘;‘fnigi‘ :ZZWH gN?‘ig;‘i
-0,449101198 6,02E-08 4,20E-07 CDH11 cadherin 11 [Source:HGNC Symbol; Acc:HGNC:1750]
TatD DNase domain containing 2 :HGN
-0,448457917 4,65E-05 0,000225021 TATDN2 e Nasgy;f;;l;r;zg;aclr;ré;zsg[zg]urce GNC
family with imilarity 57 member A
-0,448265786 4,19E-06 2,34E-05 FAM57A ag;XrZIH é;lgesr;fizg‘z?é GNIEZI;‘ 6:;]
A bindi i iption f it beta 1
-0,447403353 0,001393771 0,005117788 GABPBI G bl?g;rl‘lgr irgg;gasr;izgrzcagg’;scuzg% beta
lute carrier family 35 member G2 [Source: HGNC
-0,447200959 0,009318754 0,027924606 SLC35G2 sofute Camegy?:;‘;oi AC:EEN%QS 45[50‘])““6
I ier famil F H
-0,446782881 5,55E-09 428E-08 SLC35F6 solute Came;yig;ﬁi’cﬁgg‘é2660[;]’““8 GNC
tended totagmin 1 [Source: HGNC
-0,446541879 2,49E-17 3,51E-16 ESYTI extent es;’ir;ill’;z;f”:g;\] C[Qg;;z
-0,445460213 1,46E-09 1,18E-08 PGM3 phoSp};;‘i‘ﬁfg‘iﬁfg&?g;;HGNC
iled-coil domain containing 167 H
-0,445370277 0,00272537 0,009374074 CCDC167 corled-cot S;Tn?;‘l;’:c;’éﬁcg u[ig]“rce GNC
-0,445365306 9,28E-08 6,36E-07 TBC1D2B TBCI domeg; Hflf;‘ltzcrz;gbgg;i‘;}lrcezHcNC
-0,445104677 4,16E-13 4,57E-12 PLXNA3 plexin A3 [Source:HGNC Symbol;Acc:HGNC:9101]
-0,444941443 2,35E-06 1,36E-05 PCDH9 protocadherin 9 [Source:HGNC Symbol; Acc:HGNC:8661]
-0,444710285 0,001423499 0,005212156 CYP2U1 cytochrome P450 family 2 subfamily U member 1

[Source:HGNC Symbol; Acc:HGNC:20582]
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-0,444628981 0,003404277 0,011441531 MIS18A MIS18 kinetochore protein A [Source:HGNC

Symbol; Acc:HGNC:1286]
TP bindi i itochondrial H
-0,443760295 0,000147143 0,000651929 GTPBP3 GTP binding é’;ﬁ?&iﬁiﬁé&iﬁgg’OMQ GNC
DNA d lated autoph. dulator 1
-0,443739314 1,00E-07 6,84E-07 DRAM1 [ souizi_glecﬁéus‘;;bzﬁ :izlf’f‘éyNné‘;;;;‘]’r
-0,443646375 7,67E-11 6,90E-10 MEFSD14B ma]og;?if;éﬁcpesr;ﬁgii’i“;gﬁé“;?;gf 14B
inc fi tein 52 HGN
-0,443630482 0,000152868 0,000675138 ZNF526 e ‘;‘frirbz&i‘;‘é Gél\gi‘:’;;ﬁﬂc ¢
-0,443587088 2,48E-12 2,57E-11 PLP2 pr°tegﬁfﬁ(ﬁfﬁiﬁéﬁ%‘gg;%@m
-0,443455804 4,82E-06 2,68E-05 MAPILC3A micr(}t;olﬁlceezsé’gactes‘;ifgix}gg;\fgfggaz]alpha
teneurin t b tein 3 [Source: HGNC
-0,44345252 2,96E-09 2,34E-08 TENM3 eneurin rag;ﬁ;ﬁ};i::’é;?g%ﬁme
-0,44334829 5,34E-06 2,95E-05 BAK1 BCL2 arg;;?b‘:)lft/ﬁﬁlg Gll\[TSé’;Z;?HGNC
TATA-box bindi tei iated factor 1
0443271645 226E-07 148E-06 TAF13 Sonten HONC el A HONC11548]
-0,442920731 0,001513369 0,005512095 MIPEP mitOChondrial;;i;‘;fiiﬁ‘;fggg;fg 4[]S ource: HGNC
interf ind d t tein 2
-0,442307653 0,009654988 0,028790184 IFITM2 ‘“{;j:::gé;cce Syi;‘;“:ffz‘;grg 4?;]‘
interleukin 6 signal transducer [Source: HGNC
-0,442299265 7,52E-17 1,03E-15 IL6ST nterien ”;y;%g; Acr:;‘{s G‘I‘\?gr 6[0;’1‘3“6
leblind like splici lator 1 H
-0,442121383 1,33E-11 1,28E-10 MBNLI muscleblind ;l;:golei r;’g\? é’ggzsource GNC
lin dependent kinase 5 regulat bunit 1
-0,442001328 0,001430773 0,005237801 CDK5R1 Cyc[;r;urecz: GE;I‘ c ;;fjgol;r[:fzg gg Cs"ll;;‘]l
-0,441994889 1,90E-08 1,39E-07 ANKRD40 a“kyrmsryeizztljfcrz;gﬁclZ%‘;;‘THGNC
holocytoch th H
-0,441926574 3,86E-06 2,17E-05 HCCS olocy ogyﬁﬁ;zﬁ; gli}ecli‘;‘;;e GNC
OTU deubiquitinase 4 [Source:HGNC
-0,441921964 7,38E-09 5,63E-08 OTUD4 S;‘;QEEXSIS;GI\[I C(?Z;Z o]
1 ier famil H
-0,441827547 0,001360989 0,005004215 SLC38A3 solute Carrlg;;?;g;ii:I:Iecnll?g:rlz(gzz]‘me GNC
1l nuclear RNA activati lex polypeptide 4
-0,441650193 2,08E-06 1,22E-05 SNAPC4 sma [I;‘(‘)‘ireca:H oN gcs;ﬁblgf :Z’Cmg Ge;goli'f;;}‘ ¢
-0,440941959 0,001679631 0,00604169 MRE11 MREl%S};(l’izlf;lgéﬁ’gg;ﬁgjﬁiifl‘?é&ecp:;ggfdease
lin dependent kinase 20 [Source:HGNC
-0,440639097 0,001359999 0,005002301 CDK20 cyein esr}’,:b;r; AC?EISGeN szfrzrg]e
-0,440173257 1,08E-15 1,37E-14 IPO9 importin 9 [Source:HGNC Symbol;Acc:HGNC:19425]
S lycomb tein like 1 [Source:HGNC
-0,440052457 0,00513004 0,016512451 SCML1 cm po ycons‘y Iﬁ;‘:;igcr‘;{ec";\léi 05; O(]’urce
RI i leotide exchange factor A
-0,439211178 1,71E-18 2,57E-17 RIC8A [ sgif;i‘g;g‘;;:b‘of ::f;gie C;;; o]
-0,438883091 0,000138581 0,000616955 TIMM21 tra?;g::jgggfgyisg?ﬁﬁéggggﬁ? 21
_type lectin domain containing 16A H
-0,4388083 1,29E-06 7,78E-06 CLECI6A Cypelec lns;r?;;izzgggézzo l[;c’“rce GNC
bridging integrator 3 [Source:HGNC
-0,438765707 0,003859623 0,012803392 BIN3 m glsnygn‘lgoel;g;ic‘?écll\;é‘igz i
i it alph, H
-0,438660657 0,000790405 0,00306343 GNAZ Gpr(’telgysmuﬁz;;z;%éégzgg GNC
-0,438519252 9,30E-05 0,000428954 FAMI9A5 family with sequence similarity 19 member A5, C-C motif

chemokine like [Source:HGNC Symbol;Acc:HGNC:21592]
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-0,438364515

8,87E-15

1,07E-13

RAP1B

RAP1B, member of RAS oncogene family [Source: HGNC

Symbol; Acc:HGNC:9857]
leol in with MIF4 in1 H
-0,438085425 0,000703009 0,002751633 NOM1 nucieotar Pr"tesl;‘mwgszcﬂcciﬁg la;; . 4][S°“rce GNC
lute carrier family 5 member 6 [Source: HGNC
-0,437371406 2,55E-05 0,000128645 SLC5A6 sofute Camse;r;;(‘:bﬁccﬁg\g ) 1[0 401‘]1“6
h ircadi lator 1 H
-0,437366743 0,000131755 0,000590494 CRY1 cryptoc romg;;;iiirc‘;;sé:Tt((j’;sgzource GNC
inc finger DHHC-t taining 7 H
-0,437156384 4,93E-12 4,93E-11 ZDHHC7 ZInc Hnger Sym(;ol}:zeccczcl)-?calilnclr:lli 45[95’]"‘1“‘3 GNC
-0,437113416 3,17E-08 2,28E-07 NEK7 NIMAS;fgzi:f;izecﬁg‘?lu;;;ﬁcl\]c
H i ining 21 H
-0,437003393 0,018094879 0,049632397 SH3D21 5 3d°r;‘;;‘bc()°1‘;‘/:act:‘gél\]£ggz GNC
tin related protein 2/3 complex subunit 5 lik
-0,436951029 1,03E-07 6,99E-07 ARPC5L ac[g‘ofr:e; glr\loce;‘; H{boclc;’z‘cile;‘é’; C“:;;B . 6} €
-0,436468015 0,000375314 0,001542102 ANKS3 ankym; Fggzjzzgg\]teéﬂseyif;iZ"Cﬁgiﬁg;z;‘]talnlng
— " 3 " T
-0,436467495 2,57E-05 0,000129429 ORC3 origin rec"gmsly";;;’:‘[i :’:é‘;“cng 4389[]30“rce GNC
-0,435978329 1,92E-13 2,15E-12 TMEM43 transmegﬁ;‘;igz(c’:tggﬁc[zgz;;?HGNC
th arrest specific 7 H
-0,435771195 0,00102532 0,003868824 GAS7 grow S;Zfolfii?:lichl\[ISC?Z;Z;] GNC
tide deformylase, mitochondrial [Source:HGNC
-0,435733742 0,002278901 0,007982737 PDE peptide de Og;ing AT;ZI?ICG;“C:;IS‘O 1[2]011“6
RNA bindi if protein X-li H
-0,435591667 6,54E-20 1,05E-18 RBMX N bmdmgsr;‘;téoll’f:z:; Gl\;gl:‘;;([)?(’urce GNC
tructural maint f ch 5 [Source:HGNC
-0,435418873 2,26E-08 1,64E-07 SMC5 structura mamseyn;r;izccc:Igocng’é‘:’;gzzs][ ource
-0,435323108 0,001143334 0,004275057 DBR1 debrancg;r;fbilsﬁcﬁggf\fcf;’;;;e:HGNC
1l integral tein 12 H
-0,435264002 1,12E-06 6,76E-06 SMIM12 smatim egrasy?;;j;fﬁgg’l\fg}ﬁ 15[2’“@ GNC
tweety famil ber 3 [Source: HGNC
-0,434873795 8,61E-24 1,64E-22 TTYH3 ee YS;ELZIIZ‘ZTHzN[CEE;;;]
i in27 H
-0,434610601 4,19E-05 0,000204707 ANKRD27 a“kyrlr‘;izitlj;’z;rél\] C[SZ‘;‘;CO‘? GNC
tein t i h hatase, - tor t 11
-0,434451441 1,44E-18 2,16E-17 PTPN11 pro eE;‘OZ:C"S‘EépN CO SSP;II:IbaOSl? A:S;‘{ré;?g:;’é 41]1”
| ier famil H
-0,434137212 0,000148246 0,00065607 SLC38A5 solute Cam’;;?;&iiEeclﬁglzgg]“m GNC
tein kinase, DNA-activated, catalytic subunit
-0,433841059 0,004510346 0,014735317 PRKDC pm[?:urg?:cl\r c Syﬁ;gi:@g‘é}\? C‘:CQZ‘;S]““‘
-0,4337919 0,016271331 0,045368024 FRMPD3 FERM and Pg?ﬂ‘fggi’;ggﬁggg ssgs]ource:HGNC
transl i itochondrial 23 homol
-0,433742898 0,005470705 0,017492914 TIMM23B 0 °§a[sseozr$n§g§c°§y$(§1C’:;’g’;}z‘; 353 o 1;’“‘0 8
-0,433452494 1,05E-05 5,56E-05 EIF2AK3 EUkary[OSt;f;“;lg;\?g ‘S‘;;it;(l’liclt;’é;eg%}; Sk]mase 3
-0,43342389 0,007388224 0,022772535 SFXN4 sideroflexin 4 [Source:HGNC Symbol;Acc:HGNC:16088]
-0,433014802 0,008195274 0,024966639 GTF2H2 general trar‘smg;;r;iifcgé;lcbi’g 62] [Source:HGNC
tlastin GTP HGN
-0,432797333 2,40E-10 2,09E-09 ATL3 a assyll’r:ll)G() L ,:::1?1([35131?22522 ¢
inich int lex bindi tei
-0,432254077 5,10E-08 3,59E-07 MCMBP e E;;i‘;izn}‘;’cﬁgnssﬁgjggﬁg é"N 525‘7‘;%]1’“) en
1 inyl (N-acetyl ferase 1, core 2
-0,431738161 1,19E-07 8,01E-07 GCNT1 & éifi?gél\(g ;;f;igltf?;ggls\? C;g(’)r;
-0,431580237 3,18E-17 447E-16 BCARI BCARLI, Cas family scaffold protein [Source: HGNC

Symbol;Acc:HGNC:971]
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DnaJ heat shock protein family (Hsp40) member C10

-0,4315698 281E-14 331E-13 DNAjcio [Source:HGNC Symbol;Acc:HGNC:24637]
lgi ly stacki in1 H
-0,431389427 6,19E-07 3,86E-06 GORASP1 o't reasse?;zbﬁ;:zgflrggg’lz7259(]’““ GNC
lear factor, erythroid 2 like 2 [Source: HGNC
-0,431126892 3,97E-10 3,39E-09 NFE2L2 nuctear acsoyrI:;ZI; Ar:;H G;\Izy;g;me
-0,430984227 0,002975608 0,010149577 C201f69 chromosome g;ﬁi’;lrzac‘il;gcfgé“; 66799 Source:HcNC
BLOC-1 related compl it H
-0,430815711 0,005008766 0,01617435 BORCSS$ OC-1re aS;mZ‘(’EApCec’:‘;‘é?\‘;g;zas;;“rce GNC
-0,430560787 0,000111298 0,000504991 HEATR5A HEAT reé’;;fbﬁii?gé;é:[zso‘zl;zc]ezHGNC
HA in li 1 i H
-0,43038472 0,000474033 0,001913287 HAUS5 Us a“gmlgyﬁs&“i :;‘é;bé rz‘;tl‘zélsource GNC
ATR serine/threonine kinase [Source: HGNC
-0,430331318 0,000105439 0,000480654 ATR Sermg/y mr;;’;[iec;;g‘;ec[: 8;‘21]“9
-0,4299942 0,00080976 0,003130799 PPFIA2 PTPRE mterg;:‘bgoifzjﬁggﬁ gzzii?urC&HGNC
itogen-activated protein kinase kinase ki
-0,429959672 4,14E-05 0,000202577 MAP3K6 mt “[’gzzrizgé; Cpsr;j;‘;l:;f; G“;?ée p 8‘;;“ 6
-0,429338992 7,69E-09 5,86E-08 GFPT1 glutg;‘;rr‘:eg‘gﬁ’é@;ﬁgg?ﬂfgﬁ;‘fﬁﬁw !
1 t t factor 2 :H
-0,429314996 1,72E-14 2,05E-13 NUTF2 nue ears;:sgﬁzc‘:;gl\l ésf;;;; GNC
-0,429294788 0,001046067 0,003940214 RIOK1 RIO kinase 1 [Source:HGNC Symbol;Acc:HGNC:18656]
thyltransferase lik H
-0,429111464 3,34E-06 1,89E-05 METTL3 me ys;i:z;ris:;;{é;[cs‘ig;;] GNC
-0,428713592 3,42E-12 3,47E-11 RBM12 RNA bmd;’;gm';‘;’ﬁii’zg;%r&g g[zg;]rcezHGNC
i 1 protein L2 H
-0,428232777 0,000660157 0,002598054 RPL26 nbososr;rangﬁrcle G61\[ISCO;1(;§;7] GNC
dowah ankyri t domain famil ber C
-0,42819595 1,56E-05 8,03E-05 SOWAHC SOSO“[S“’(‘:L’;;I‘:‘I gﬁg ;‘;ﬁ;ol;‘z‘gg&rég 61{1:9’? et
A in famil H
-0,428115094 0,003255136 0,010987852 WASF3 w sPrOtg;r‘sz;XC?gngezigs;;:]“e GNC
NOPS58 ribonucleoprotein [Source: HGNC
-0,428017028 3,69E-08 2,63E-07 NOP58 ;;;ng:ifgcegc[;;‘;rzz
-0,427718637 6,54E-14 7,53E-13 CLPTMIL CLPTMI like [Source:HGNC Symbol;Acc:HGNC:24308]
tRNA isopentenyltransferase 1 [Source: HGNC
-0,427589391 0,003529781 0,01182035 TRIT1 150}23;;;2'1;222;‘2?\?;2([32‘;‘61;“6
inc finger famil 7 H
-0,42722836 0,001051505 0,003958389 ZNF783 #ne mge;yﬁi;“gﬁé&giggre GNC
TMEMY domain famil B H
-0,426973411 9,73E-09 7,34E-08 TMEMO9B ? OIE;EbZT;ZCI‘;é“IEEr . 15‘]’”& GNC
-0,426574078 5,36E-05 0,000257351 GNPNATI gl[‘;i‘:ffci‘gecgg’;’;}iﬁll\l Aiieg gﬁgﬁ;@%ﬁ 1
dherin EGF LA - n tor 1
-0,426312599 3,37E-09 2,65E-08 CELSR1 ca [;r;l“rcfH GNS;;:&ET;;%&?‘;Z‘;&“
GLIS family zinc finger 3 [Source: HGNC
-0,426075168 4,64E-10 3,93E-09 GLIS3 asnylinybzr;l;c?éecrN é: ;’:;1“8]
i inine rich splicing factor 1 H
-0,425796698 2,71E-11 2,55E-10 SRSF10 serine and arglg;‘;;tb :E’C‘;gi?;g; l?())][SourCe GNC
-0,425677576 1,06E-13 1,20E-12 PRDX3 peroxiredoxin 3 [Source:HGNC Symbol;Acc:HGNC:9354]
1, dehydrodolichyl diphosphate synth it
-0,42414998 3,23E-07 2,08E-06 UBTD2 ubiquitin g;’ﬂ;g;}Z"Cr;f;rc“;gczzi(;‘;cezHGNC
-0,424116772 0,001183386 0,004402272 C190rf7 chromosome 1:;5;;}?:2222&8;2;‘;[]5 ourceHGNC
-0,424078828 113E-05 5,94E-05 GEMIN5 gem nuclear organelle associated protein 5 [Source:HGNC

Symbol;Acc:HGNC:20043]
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-0,423734217

0,012618141

0,0363899

ZNF473

zinc finger protein 473 [Source:HGNC

Symbol;Acc:HGNC:23239]
-0,423234941 6,80E-13 7,36E-12 SORBS3 sorbin andSS;igg;t;:éﬁgg%g’o[;oume GNC
leucine rich repeat containing 40 [Source:HGNC
-0,423208834 1,84E-05 9,42E-05 LRRC40 eacme e S;?E;}X’;Eg;% N 6% 0‘1‘]‘“9
i llopeptidase 1 H
-0,423080483 0,008891341 0,026821911 MMP19 matrix mse;jngglezf?{sél\?ﬁi‘;ge GNC
tetratri tid td in7A :H
-0,422719958 1,50E-05 7,78E-05 TTC7A etra ”COPQP"S;IE;EEZE;;?;‘E . 975)‘]’“@ GNC
-0,422130853 1,25E-07 8,44E-07 MAPKBP1 mitoéi’:f;:ggﬁg ggﬁﬁolffjﬂgﬁgigﬂﬁm !
inyl-tRNA synth H
-0,421809727 5,94E-15 7,24E-14 NARS aSpamgmgy:ntib :Z:;Ig;ségséi‘;]rce GNC
1l nuclear ribonucleoprotein polypeptide F
-0,421558846 1,08E-06 6,56E-06 SNRPF SHE;()E‘;Z;?&E Cog;riﬁgffc?gg;}épfﬁ ; 2?
-0,421396617 0,000100156 0,000458726 TWISTNB TV\Q;;;E;??&E&‘&ZE%\IC
k tic t lati initiati factor 2B it
-0,421334979 0,000565608 0,002246457 EIF2B3 e aryo{;)::;f; écl’\?é“s‘;;;oorll :CCC:‘;; GN?;’;;‘;] gamma
-0,42123324 2,35E-06 1,36E-05 USP38 ubiquitin ;siggj;iiifgéﬁéig%(ggce:HGNC
inyl-tRNA synthetase 2, mitochondrial
-0,420918099 0,002851532 0,009768196 NARS?2 asf;;ii?;l GI\II\IC s;?boi,:iec;ﬁg;\;();zg;z:]m
TLC domain containing 2 [Source:HGNC
-0,420811462 0,009454782 0,028288544 TLCD2 O;“y?:;;i’ifcnggN (E; 303‘;2‘3
DAL lator 2 H
-0,420730487 9,28E-11 8,30E-10 NOMO2 NO Symrgzszcitg GIEISCO;;ZHGNC
core 1 synthase, glycoprotein-N-acetylgalactosamine 3-
-0,420562877 1,59E-06 9,47E-06 CIGALT1 beta-galactosyltransferase 1 [Source:HGNC
Symbol;Acc:HGNC:24337]
t ble element derived with KRAB domai
-0,420511624 6,21E-09 4,77E-08 POGK pogo r[g‘;i’;i’:; é; g‘;‘;;bo‘;fz’:d;‘gN o 18800]"“1“
-0,420375995 2,03E-05 0,000103315 SPHK1 Sph”;gy‘;:;‘;}i:isliél[\?g‘lrf;lacNC
it -activated tein ki ki ‘H
-0,420331919 1,39E-07 9,33E-07 MAP2K3 mitogen-activa esyf; foifccﬁgf\l le;a;;? [Source: HGNC
-0,420290179 0,003355734 0,011297948 TOMMA40L tra“sl[gf)frecz;’gﬁé@;ﬁi‘;“:iﬂ;éﬁ%b;;g;0 like
terminal nucleotidyltransferase 4B :HGN
-0,419691225 0,000657602 0,002589573 TENT4B ermina n“;;;;()}l’; ;fg;g;séﬂo;ssgume GNC
ide dismutase 3 [Source: HGNC
-0,419687595 0,015165913 0,042585692 SOD3 Superosx;;bollfznci:?{SEN[C:Z?;;]
-0,419643654 1,26E-06 7,61E-06 C180rf25 chromosome 1;}?;;}?:22222;‘;f;zl]source:HGNC
WD repeat domain 47 [Source: HGNC
-0,419539388 9,23E-08 6,33E-07 WDR47 resl;fibol(;);iilzl;l GI\[I CO ;;;Z "
1 ier family 52 2 H
-0,41945767 7,66E-07 4,72E-06 SLC52A2 solute Camesrynalr;;gicEeclﬁg;m[iz]urce GNC
t b tein 33 [Source: HGNC
-0,419255979 2,33E-08 1,69E-07 TMEM33 ransmegrizzigzgﬁgl\l c[; 2‘;‘;;;?
-0,419003613 5,43E-06 3,00E-05 uTP18 Ug;;ﬁfgg;ﬂ’;;‘;g;ff::g’gggi;‘;m
ku like, DNA repai i H
-0,418916648 6,93E-06 3,78E-05 TONSL tonsoku lkes’y;loJZ}ZZ’:E;?;‘S[OSEMC" GNC
death domai iated protein [Source: HGNC
-0,418913479 1,00E-07 6,83E-07 DAXX ea Omasmy;foolff;:HPéONgéS;’]me
-0,418440703 3,71E-10 3,17E-09 SYNGR2 synaptogyrin 2 [Source:HGNC Symbol;Acc:HGNC:11499]
-0,418352017 1,88E-12 1,96E-11 PPPIR12A pr‘[’;zfrf:;’gl?éa;;;;i%‘ﬁizoﬁzsﬁé“;g;;]ZA
-0,41824177 2,17E-13 2,43E-12 SNN stannin [Source:HGNC Symbol;Acc:HGNC:11149]
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zinc finger protein interacting with K protein 1

-0,418219988 0,003097171 0,010521822 ZIK1 [Soume HENG SymbolAHIGNCI0104]
heri it alph H
-0,418011276 2,23E-10 1,95E-09 KPNA3 karyop e;‘; ;;:EZSC?I{P)G;?&E;;;CE: GNC
AMP ive element bindi tein 3 like 1
-0,417891118 2,43E-11 2,30E-10 CREB3L1 ¢ [Soiersci‘):é‘{\?g Se}ljz;‘ol;z‘cc‘:régcfi\réilg856} €
-0,417751562 1,54E-07 1,02E-06 MSH6 mutS homolog 6 [Source:HGNC Symbol;Acc:HGNC:7329]
taglandin F2 receptor inhibitor [Source: HGNC
-0,41751453 3,04E-16 3,99E-15 PTGERN prostagian uslymliijfcz;&\lr Ci;’; O[l]ource
FKB inhibi il H
-0,417480778 0,006043367 0,019134864 NEKBIE N g‘yﬁg?&%&“&?g%gl GNC
t | protein 170B H
-0,4174237 2,03E-12 2,11E-11 CEP170B cen ros‘;;nribif;i?H G?\I C[Szoo‘;zc;] GNC
-0,417330303 1,58E-16 2,12E-15 KLF6 Krupg‘;ﬁt‘iiﬁgﬁ%ﬁ?;‘;;cb}c
-0,417218714 7,44E-05 0,000347841 CASP2 caspase 2 [Source:HGNC Symbol;Acc:HGNC:1503]
D i H
-0,416735381 0,0136965 0,039070157 WDRS9 w r;‘}’}:ﬁ:ﬁ;ﬁggbﬁ%zg] GNC
dC Né-threonylcarbamoyltransferase domai
-0,416363241 0,001981749 0,007029395 YRDC Cony;ining [ Soffr‘ézyHCé‘;lérg;’ibrj‘ZCecra;ZN"é“;;‘;O -
i Ipha class 1 1 H
-0,416278258 0,002040354 0,007224068 MANIC1 mannosidase ;;’m;glizzc;gggg‘;géfource GNC
. : i cotledocoil , :
PDZ and LIM domain 3 [Source: HGNC
-0,41580237 0,001867377 0,006655338 PDLIM3 arSIymbol; A"CTI:‘EN[C‘;‘S;;]
lepti lappi i H
-0,41562783 5,83E-11 5,30E-10 LEPROT eptin recePto;;;;iii?ﬁg;“ég;i;;?oume GNC
inc fi tein 319 [Source: HGNC
-0,415547672 0,000223624 0,000955236 ZNF319 zne ‘gjrirbzﬁec‘;‘H Gl\g C?;‘;gz 4
-0,415297157 2,38E-08 1,73E-07 SINHCAF SIN3-HDAC C;’;’fﬁfj:;zﬁgzg;g ;fourcezHGNC
-0,415273891 6,68E-10 5,58E-09 Céorfas chromosome g;ﬁ;’;ﬁij’iﬁcﬁﬁgﬁs ource:HGNC
-0,415229801 0,006305497 0,019880499 DHODH dihydroorotate g;}g:;ﬁ i‘;ﬁﬁgﬁ‘ggzgi [Source:HGNC
k tic t lati initiati factor 4E bindi tei
-0,415098632 1,80E-06 1,06E-05 erraeBP1 0 ary‘i EOE“:Z ;‘é’;g‘;:gzlzz:; GIEI&;ZEIP rotem
itogen-activated protein kinase kinase kinase 9
-0,415057789 0,00028458 0,001192003 MAP3K9 m O[gszriz}‘l’é; Cpsr;;g;l;z‘i; GHI?(SIE 68‘;?“’
24 trafficki i H
-0,414778824 3,71E-08 2,65E-07 TMEDS5 trammembra“'”;}lfmb;? Alilfgélsrg;z;;][source GNC
RAB f RA! family like 2B
-0,41471863 7,97E-05 0,000371441 RABL2B [Soxre“gg; c Syi‘;ﬁ‘f:?;églcygg 03]
te dehyd E1 bet it H
-0,413963292 3,46E-12 3,51E-11 PDHB pyruvate dehy sr;;g;;;ff\cc;;ec?\fsggzgg] [Source: HGNC
deoxythymidylate kinase [Source: HGNC
-0,413903002 2,52E-07 1,64E-06 DTYMK eoxy g;?;bZI?AeCCEZS;[CE‘Sﬁ
-0,413794517 3,73E-09 2,92E-08 CTSC cathepsin C [Source:HGNC Symbol;Acc:HGNC:2528]
-0,413782631 1,63E-10 1,43E-09 DMWD DM1 locus, ?;?nﬁizizg‘éag‘gi%’um:HGNC
-0,413743394 1,44E-08 1,07E-07 CAPN15 calpain 15 [Source: HGNC Symbol;Acc:HGNC:11182]
itochondrial ri | protein L12 H
-0,413732844 0,003249376 0,010973711 MRPL12 mitoc O“d“as;sgzlo;zjcgggl&037gource GNC
tein-coupled receptor kinase 4 H
-0,413600384 0,015946754 0,044578322 GRK4 G protein C‘“g;;b(:icjfcg GEZS:ZS 425]’0‘1“9 GNC
-0,413509296 1,27E-05 6,68E-05 UGGT? UD[IS)Ogul;‘;OIS{e ggg’g’;ﬁf&? i‘fﬁzgﬁﬁzze 2
-0,413321167 1,47E-09 1,19E-08 ZBTBIS zinc finger and BTB domain containing 18 [Source: HGNC

Symbol;Acc:HGNC:13030]
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mitogen-activated protein kinase kinase kinase kinase 5

-0,41303696 9,39E-10 7,74E-09 MAP4K5 SouroaHIONC SymbolAccHIGNC:867]
-0,412958719 0,002760451 0,009472911 BMPR1B bo[r;‘rﬁzzg‘ggljge;;c rﬁigﬁiﬁ;;’g’l@:%ﬁ?}l[‘
integrin subunit alpha E [Source: HGNC
-0,412726601 0,001469931 0,005366977 ITGAE m egm;;‘;;;t AE’CEHE’GI\I[CET;]
-0,412423181 8,94E-21 1,49E-19 EIF4G1 euka[;i(l’;;z:ﬁrgggosr;;‘;gt:;ﬁg&r é f;;z“a !
] tor subfamily 2 E 1
-0,412386191 1,88E-07 1,24E-06 NR2E1 ““C[ng;z:%’ Gc’;scu;’yﬁgl’; o ;;9‘;‘;’]”
-0,412231855 0,000245093 0,001039621 Cl20rf4 chromosome g?ﬁ;&;ﬁigggf\r{?ﬁg 4[]‘(50““8:HGNC
-0,412112941 0,016916546 0,046870716 FAM216A faI[T;K:CV:;?ﬁ‘éﬁ;ﬁﬁ;ﬁﬂfgﬁ?;ﬁgﬁ A
Jeoporin 188 [Source:HGNC
-0,412041927 1,17E-10 1,04E-09 NUP188 nu;;;};?)rljicc:H[G(l)\?Crflemw]
-0,412011361 0,001556471 0,005645773 EBF4 earl}é}?ﬂigiﬁgﬁé&‘g;‘;%?hm
ing fi tein 1 H
-0,41186418 0,00220675 0,007758006 RNF138 rng lgfgbz;;i?}légl\i?;;;] GNC
-0,411602594 0,002257608 0,007916722 BUD13 BUSE;;?ZTS%EEE%;EFC
lgi SNAP recept 1 2 HGN
-0,411253492 1,35E-07 9,07E-07 GOSR2 golgi SN rec;s}g;(:iiizénl\e}gz; l][source GNC
leucine rich repeat containing 42 [Source: HGNC
-0,411198482 2,45E-05 0,000123466 LRRC42 eacme e s;igzl;f;;?;g;gczzsg;)zl]me
: Infion initiation factor 2 :
-0,411102029 6,94E-12 6,82E-11 EIF252 eukar[yso(f:rzz;‘lscaﬁg“sl;ﬁa;ﬁ‘cjggl\] g:‘;kz’:g]lt beta
-0,411010761 3,83E-05 0,000187836 NLGN1 neuroligin 1 [Source:HGNC Symbol; Acc:HGNC:14291]
lathrin light chain B H
-0,410724897 1,88E-08 1,38E-07 CLTB clat r;;};gbotb;f:;l G[li(éu;;; I GNC
NFKB inhibitor beta [Source:HGNC
-0,410616817 6,02E-05 0,000286774 NFKBIB S;méoll;‘:CC;aG[N%f;e%]
| ier famil 2 H
-0,410374483 4,73E-19 7,31E-18 SLC38A2 solute Carrlg;;?;g;ii:I:Iecnll?glaﬁg]urce GNC
itogen-activated protein kinase-activated protein ki
-0,410239587 5,26E-14 6,08E-13 MAPKAPK2 ™ Ogeg E[‘SC;::C:H‘g;zus‘yi‘s;e:;“;cel\l é’: 2‘;86;? tase
-0,410219837 0,012829346 0,03688936 S1PR2 sthgosme'é’y”ﬁgiﬁ’;}:szgéﬁg fé[gslourcezHGNC
1 t ipti factor Y it bet. :H
-0,409865141 0,000253707 0,001073114 NFYB nuciear ranscr‘ps;‘l’:bsi:ZC;EE‘S;E;;; [Source: HGNC
-0,409706603 0,00126762 0,004690073 CCNQ cyclin Q [Source:HGNC Symbol;Acc:HGNC:28434]
H3 domain containing ring fi HGN
-0,40913503 0,000494338 0,001985741 SH3RE3 SH3 Oma‘“;;;E‘;Eﬁgféﬁg‘;jg[;"“”e GNC
-0,409039491 0,003283851 0,011077076 TNFSF4 INE SuP;;i‘;‘;B'AT;’;gié:[15109‘;1?:HGNC
FA complementati H
-0,408842157 0,002429271 0,008466674 FANCG comp esr;;l&fﬁlgﬁéiggggfce GNC
KIF1 bindi tein [Source:HGNC
-0,408789365 1,57E-08 1,16E-07 KIF1BP s;l;ifg:ggégg; o)
F- D i ini H
-0,408698419 0,005547168 0,017708231 FBXW9 boxand W r;gf:;iﬁi‘;g’;?gi‘% [Source: HGNC
t tein D52 like 2 [Source: HGNC
-0,408594456 2,64E-15 3,29E-14 TPD52L2 wmor g;(r)nil(l)ll; Acc:II{ SN é:;’;()r;;]
-0,408499839 2,53E-21 4,34E-20 TPM3 tropomyosin 3 [Source:HGNC Symbol;Acc:HGNC:12012]
-0,408340882 0,016664642 0,04629836 C8orf8 chromosome gy"iﬁ‘;ﬁ;i‘if;gcfggg 25;; 5 ource: HGNC
WD repeat domain 4 H
-0,408211713 7,12E-08 4,94E-07 WDR46 resi’,:bol?/r;::; Gél\[%’;l;g; 3 GNC
-0,407985078 6,74E-11 6,10E-10 MFSDI12 major facilitator superfamily domain containing 12

[Source:HGNC Symbol; Acc:HGNC:28299]
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-0,407906817 2 52E-10 2 18E-09 ELAC2 elaC ribonuclease Z 2 [Source: HGNC

Symbol;Acc:HGNC:14198]
ubiquitin protein ligase E3C [Source:HGNC
0,40782773 2,26E-14 2,67E-13 UBE3C Symbol;Acc:HGNC:16803]
-0,40755659 3,06E-06 1,74E-05 SPINDOC spindlin interactor and repressor of chromatin binding

[Source:HGNC Symbol;Acc:HGNC:25115]
-0,406808453 6,28E-24 1,20E-22 ANXA2 annexin A2 [Source:HGNC Symbol;Acc:HGNC:537]
golgi associated PDZ and coiled-coil motif containing

-0,40675916 3,65E-08 2,61E-07 GOPC [Source:HGNC Symbol;Acc:HGNC:17643]
-0,406470702 6,37E-10 5,33E-09 U2SURP Ui;gﬁ:ﬁ;ﬁﬁf;ﬁi lfiiogég éo;(;;;gi“g
ADP ribosylation factor 4 ‘HGN
-0,406356302 3,76E-19 5,85E-18 ARF4 “b‘;;ymi,;‘{r;ffﬁrcl\fgi‘;?]e GNC
-0,406182291 0,000240341 0,001020806 ATG101 ‘““Op;‘;ﬁigﬁ:::ég&?;;;%f@\]c
WD t domai H
-0,406085666 0,005397566 0,017293243 WDR90 r;z:bol?zigggl\%;gz 0] GNC
ArfGAP with GTPase domain, ankyri tand PH
-0,405979167 242E-10 210E-09 AGAP3 dr()main‘gI[Source;sIeGI\(I)(rln 2;1;1;21;22;53&:923]
i it alph, H
-0,405575665 4,16E-10 3,54E-09 GNAQ Gp rowgy:ﬁzg X:CE{SEEZ;;ST GNC
t b tein 123 [Source:HGNC
-0,405243513 1,30E-18 1,96E-17 TMEM123 ransmeg‘yﬁ:;}‘:ig‘cN C:[?) 5’1“3;“]8
licing factor 1 H
-0,405161176 1,07E-18 1,62E-17 SF1 P ;?;io?;ioczﬂ[éﬁgfmgﬁc
ine/threonine kinase 2 -HGN
-0,405139268 1,14E-13 1,30E-12 STK25 serine/ S;:EEQAC‘:?EI\ISC[SSZSE GNC
-0,404987755 9,73E-07 5,93E-06 PRKABy ~ Protein ﬁg‘jﬁgg;g‘;;ﬁg;‘f;ﬁéﬁé59‘;1;‘;?“ beta 2
lgi 1B H
-0,404821245 3,73E-06 2,10E-05 GOLTIB 80 %;EESFKZH ([;?\(I’Ergg ] 75G] NC
WD t domain 3 [Source:HGNC
-0,404504297 9,29E-07 5,68E-06 WDR3 rse;’;id;nc‘i‘; GI[\I(O:TZC;SS]
-0,404286951 0,00868914 0,026293691 GTDC1 ggzisrzgzrgg éa;;itif zrcr;ag‘ é;rg:azigsig%l
HAUS in lik lex subunit 3 [Source:HGNC
-0,403928174 0,016588842 0,046147107 HAUS3 augmlgyinf,;ﬁ?iz GS‘;I sz1;7 f 9[] ouree
-0,40392544 1,45E-11 1,39E-10 HARS himdyl‘;;l:li iﬂ:ﬁ?&gzgzﬂcl\m
-0,403591219 2,42E-07 1,58E-06 CLDN11 claudin 11 [Source:HGNC Symbol;Acc:HGNC:8514]
-0,402857688 1,92E-07 1,27E-06 SEPTI10 septin 10 [Source:HGNC Symbol;Acc:HGNC:14349]
RAB30, member RAS family [Source:HGNC
-0,402806143 0,000161734 0,000711221 RAB30 mem ;rymbolj);ﬁ%{egirézgog ource
-0,402728666 2,56E-12 2,64E-11 IPO7 importin 7 [Source:HGNC Symbol;Acc:HGNC:9852]
-0,402576357 3,37E-09 2,66E-08 RIPOR1 RHO[;TIIZEggé“;yggsgli’iznééz’g ;;g;;‘tor !
mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-
-0,401597698 4,89E-14 5,68E-13 MGATI acetylglucosaminyltransferase [Source: HGNC
Symbol; Acc:HGNC:7044]
RNA pseudouridylate synthase domain containing 2
-0,401186601 0,008547751 0,025938647 RPUSD2 [I;Zeu‘;;"glcﬁ’l g ;’;i‘;olf‘zemgg?\‘ggzgglng
-0,401150345 1,05E-11 1,02E-10 P3H1 prdylg?ﬁifﬁfé%ﬁ?;?rgrg:GNC
interleukin enh inding factor 2 H
-0,40101636 6,64E-14 7,63E-13 ILF2 Interleurin e Sy"’;fg&’;;;gcgcczos%s‘)“rce GNC
-0,400985316 6,51E-06 3,56E-05 ARMCE6 armadﬂlo;yiiﬁ}f?;ﬁgﬁ&fggce:HGNC
MHC class I polypeptide-related A
0400864515 L49E-06 886E-06 mica Souree NG Symmbol AceTONG7050]
-0,400862803 3,48E-08 2 49E-07 TSR1 TSR1, ribosome maturation factor [Source: HGNC

Symbol;Acc:HGNC:25542]
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DNA fragmentation factor subunit alpha [Source:HGNC
-0,40062121 1,08E- 15E- DFFA
0,4006 /0BE-08 8,15E-08 Symbol;Acc:HGNC:2772]
voltage dependent anion channel 1 [Source:HGNC
-0,40034408 5,05E-14 5,85E-13 VDAC1 Symbol;Acc:HGNC:12669]
coiled-coil domain containing 9 [Source:HGNC
-0,4 7 7E- 452 D
0,400309785 9,87E-05 0,000452835 CCDC9 Symbol; Acc:HGNC:24560]
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Figure S4. GO biological process of cellular miRNA targets.
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Table S2. miRNA Identified in astrocytes: cellular (groupl), EV-enriched (group2) and Proteinase
K Rnase A/T1 treated EVs (group 3). A: significantly different between at least 2 groups (order from
most abundant in cells). B: miRNA not significantly different between groups. Only miRNA repre-
sented in all samples with read count >5 are listed.

Group 3: EV/ProteinaseK/ RNase

p Value Groupl1 :Cellular Group 2: EV A/T1
A 1vs2 1vs3 2vs3 mean SD Mean SD Mean SD
hsa-let-7a-5p 5,83E-09 1,22E-08 7,30E-01 529093,3 79765,6 139857,4 38543,4 147506,1 16764,8
hsa-let-7b-5p 1,21E-02 3,17E-02 6,63E-01 472859,8 126401,0 212171,8 46930,1 241446,2 34655,4
hsa-miR-125b-5p 1,45E-06 1,73E-08 5,80E-02 319087,6 14680,1 94938,8 11305,9 64977,1 39435,5
hsa-let-7{-5p 3,06E-07 6,50E-08 4,95E-01 264282,2 49473,9 71993,5 28249,3 63320,4 7203,6
hsa-miR-125a-5p 1,21E-04 4,86E-06 1,83E-01 156748,4 40381,4 42697,6 6905,0 29103,6 17366,3
hsa-miR-21-5p 4,29E-02 6,01E-02 8,70E-01 124441,8 48925,7 68901,0 31859,7 72126,8 19283,1
hsa-let-7i-5p 2,63E-02 6,53E-04 1,33E-01 111401,0 13359,8 66078,8 23112,2 46871,5 16231,5
hsa-miR-9-5p 2,05E-03 9,43E-06 4,29E-02 75573,1 25632,3 39619,9 8592,5 26560,8 7953,5
hsa-let-7¢c-5p 1,41E-04 8,59E-05 8,43E-01 69692,5 27534,0 24635,8 5157,6 23533,6 3101,8
hsa-let-7e-5p 1,42E-04 1,34E-05 3,34E-01 64413,8 10642,7 19035,4 5293,4 14631,6 4079,7
hsa-miR-16-5p 2,10E-03 9,51E-03 5,34E-01 59081,0 9385,1 27564,5 11780,5 31688,8 5533,6
hsa-miR-30a-5p 2,57E-02 1,33E-02 7,69E-01 54005,7 21507,9 30566,2 9554,5 28467,3 11094,4
hsa-miR-221-3p 3,12E-01 4,54E-05 6,31E-04 38967,4 9867,9 32565,1 1863,6 16469,9 1647,0
hsa-miR-29a-3p 9,44E-01 1,52E-03 1,80E-03 27723,2 6760,4 27171,2 6834,6 9860,5 6266,4
hsa-miR-127-3p 4,78E-01 7,10E-03 3,51E-02 25280,3 6237,8 20770,9 12144 11263,9 5171,6
hsa-miR-5701 1,26E-03 1,03E-05 4,21E-02 24280,6 11388,8 5983,5 4906,1 2657,1 960,8
hsa-miR-99b-5p 3,60E-03 4,76E-04 4,21E-01 20894,3 4077,9 10705,0 2112,1 9030,7 3764,8
hsa-miR-191-5p 3,81E-02 1,50E-03 1,74E-01 19803,5 4049,2 11828,0 771,8 8503,3 4741,3
hsa-miR-31-5p 1,14E-01 6,65E-03 1,89E-01 19435,5 6663,5 11579,1 695,4 7556,1 5367,7
hsa-miR-432-5p 5,03E-02 3,76E-02 8,88E-01 18655,3 4168,3 10851,8 2684,8 10452,5 1212,2
hsa-miR-181a-5p 5,70E-02 7,21E-05 1,01E-02 18287,2 1595,9 12258,9 642,7 7009,5 2056,9
hsa-miR-26a-5p 4,16E-03 1,67E-03 7,08E-01 18210,9 5627,8 9024,0 2513,7 8292,4 2714,5
hsa-miR-10a-5p 5,25E-03 6,48E-05 8,66E-02 14036,5 4479,4 6903,2 1719,8 4567,8 1295,2
hsa-miR-34a-5p 6,21E-02 8,50E-05 8,73E-03 14017,5 4038,1 7588,1 616,6 3067,5 2179,7
hsa-miR-30d-5p 2,04E-03 3,01E-04 4,38E-01 12473,2 596,6 5033,3 2021,5 4092,6 2103,3
hsa-miR-151a-3p 1,32E-02 1,66E-02 9,22E-01 11823,7 2825,5 6597,2 2217,5 6739,2 1057,9
hsa-miR-409-3p 1,30E-01 8,38E-03 1,90E-01 11160,4 916,0 5990,6 871,8 3503,2 1113,7
hsa-miR-222-3p 2,55E-02 2,61E-03 3,33E-01 10942,3 1406,4 6227,5 2143,2 4934,5 1916,3
hsa-miR-27b-3p 3,56E-02 1,14E-01 5,61E-01 10782,0 970,9 5677,7 842,3 6720,4 3611,2
hsa-miR-103b 1,20E-01 1,28E-04 6,84E-03 10578,0 2875,0 7452,5 2397,0 3915,6 656,5
hsa-miR-103a-3p 1,13E-01 2,21E-04 1,22E-02 10515,6 2827,4 7346,5 2603,3 4064,0 591,1
hsa-let-7g-5p 2,32E-03 1,44E-03 8,36E-01 9579,6 1456,0 3019,6 372,8 2818,1 1059,7
hsa-miR-24-3p 1,84E-01 4,40E-03 8,62E-02 8299,5 1846,1 5844,5 1572,2 3692,0 1347,6
hsa-miR-99a-5p 5,14E-01 1,52E-02 3,39E-03 7256,5 1703,9 9036,5 2991,5 3023,3 774,1
hsa-miR-1248 6,95E-06 4,84E-08 6,54E-03 6444,3 4129,7 426,2 119,7 102,3 54,5
hsa-let-7d-5p 7,06E-02 9,57E-04 5,81E-02 5644,1 1107,1 2505,8 928,9 1062,5 802,1
hsa-miR-708-5p 1,88E-01 9,45E-03 1,47E-01 4905,9 1862,6 3006,7 947,6 1746,0 88,5
hsa-miR-206 7,40E-03 6,03E-01 2,32E-02 4433,0 1423,1 158344 10163,1 5544,3 1322,5
hsa-miR-320a-3p 2,51E-01 1,00E-02 1,16E-01 4043,8 195,3 2967,0 252,2 1925,5 478,5
hsa-miR-1291 2,48E-02 8,59E-04 1,38E-01 3965,5 2730,6 1428,3 864,4 746,4 430,7
hsa-miR-30e-5p 1,04E-02 3,07E-01 9,34E-02 3952,4 1608,1 1550,6 618,4 2789,4 881,0
hsa-miR-744-5p 3,26E-01 6,60E-03 5,66E-02 2936,8 563,1 2089,0 1083,7 1050,6 131,5
hsa-miR-128-3p 1,56E-02 1,67E-05 9,76E-03 2873,8 499,4 1607,3 245,9 851,3 282,5
hsa-miR-221-5p 3,01E-01 1,39E-02 1,08E-01 2873,2 609,1 1641,5 310,8 674,6 841,9
hsa-miR-29b-3p 7,60E-02 1,60E-02 4,29E-01 2836,7 2153,1 1002,4 576,4 638,5 399,5
hsa-miR-148b-3p 2,74E-03 1,35E-04 2,18E-01 2736,3 228,3 1089,2 277,6 767,1 458,7
hsa-miR-423-3p 5,72E-01 1,35E-02 4,66E-02 2730,1 140,2 2381,1 506,2 1440,1 539,3
hsa-miR-12136 2,21E-03 3,89E-03 8,00E-01 2674,0 799,1 13600,6 2087,0 12101,3 14566,1
hsa-miR-574-5p 4,22E-02 2,81E-02 8,30E-01 2536,9 493,5 765,6 518,9 678,3 577,3
hsa-miR-361-5p 7,71E-02 9,73E-04 6,02E-02 1955,3 319,9 1069,9 461,3 553,6 288,5
hsa-miR-149-5p 1,15E-01 3,17E-02 5,15E-01 1932,7 345,2 1147,1 225,2 928,9 132,7
hsa-miR-92b-5p 8,66E-01 3,12E-02 4,45E-02 1888,4 491,1 1779,5 273,6 843,6 291,9
hsa-miR-1246 8,35E-05 2,49E-03 1,51E-01 1836,4 581,3 12459,7 3800,9 6997,8 2801,1
hsa-miR-574-3p 1,76E-01 3,01E-02 3,27E-01 1806,8 837,4 672,1 47,5 328,6 428,5
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hsa-miR-4791 4,42E-02  1,50E-06  1,10E-04 1744,0 297,1 752,0 411,1 103,0 65,5
hsa-miR-4497 2,45E-05  3,45E-06  3,18E-01 1486,1 1445,9 17683,5 4737,7 27691,6 11979,7
hsa-miR-182-5p 2,58E-02  9,29E-02  5,46E-01 1440,5 202,0 732,8 241,8 8724 580,4
hsa-miR-4284 1,41E-01 3,28E-05  5,68E-04 1424,3 814,2 602,2 430,2 47,5 31,4
hsa-miR-106b-3p 4,54E-01 1,21E-02  6,08E-02 1389,9 346,6 1117,3 135,7 625,6 421,5
hsa-miR-197-3p 850E-02  9,59E-06  559E-04 935,3 183,6 513,7 131,4 125,1 14,7
hsa-miR-1275 2,87E-03  1,82E-04  1,85E-01 915,6 262,5 214,2 122,9 118,7 47,8
hsa-miR-183-5p 1,31E-01  4,49E-02  1,25E-03 904,3 168,4 636,8 156,3 1456,1 408,2
hsa-miR-532-5p 1,55E-01 7,28E-03  1,44E-01 789,5 125,3 465,0 134,5 259,5 262,8
hsa-miR-15b-5p 1,27E-02  747E-02  4,14E-01 757,4 40,3 214,0 145,8 316,0 377,9
hsa-miR-185-5p 1,35E-02  3,25E-03  4,96E-01 707,2 271,7 224,1 113,0 162,3 108,9
hsa-miR-130a-3p 3,35E-01 3,83E-02  2,22E-01 650,5 2954 376,8 29,7 182,4 171,3
hsa-miR-19b-3p 7,51E-01 550E-04  2,68E-04 628,1 279,3 697,5 194,7 156,6 41,8
hsa-miR-769-5p 9,17E-01 5,34E-04  4,35E-04 600,0 163,4 630,9 438,6 82,3 101,9
hsa-miR-625-3p 9,57E-03  4,11E-01 1,52E-03 569,8 80,5 182,5 22,0 795,8 728,3
hsa-miR-151a-5p 5,18E-01 3,37E-02  1,15E-01 566,3 214,8 396,2 49,0 153,3 202,0
hsa-miR-296-3p 2,20E-01 2,50E-02  2,47E-01 4254 29,4 237,1 173,6 126,2 179,8
hsa-miR-1180-3p 5,74E-01 2,47E-04  9,21E-04 409,4 41,8 335,7 48,4 76,9 58,9
hsa-miR-107 3,66E-01 3,90E-04  3,13E-03 403,2 183,9 287,1 70,8 78,7 18,5
hsa-miR-5585-3p 1,84E-01 1,20E-04  1,70E-03 376,4 82,1 866,4 46,1 8608,8 112294
hsa-miR-3195 3,08E-04  3,42E-05  2,99E-01 342,1 195,9 2659,3 705,8 4340,8 3783,2
hsa-miR-4485-3p 3,29E-02  2,15E-03  1,99E-01 335,0 210,3 1217,2 601,2 2554,6 3692,2
hsa-miR-760 3,88E-02  506E-02  9,53E-01 267,0 61,8 106,1 25,0 106,4 39,6
hsa-miR-25-5p 1,29E-02  1,47E-02  9,50E-01 253,5 88,4 83,2 69,9 80,2 49,4
hsa-miR-7704 6,39E-10  4,85E-11 4,96E-02 212,4 53,8 8732,5 2130,8 17263,6 6224,7
hsa-miR-4448 9,14E-01  4,65E-03  5,83E-03 187,7 29,8 175,6 144,2 17,4 6,2
hsa-miR-192-5p 564E-02  2,70E-02  6,43E-01 182,8 39,5 824 53,9 69,2 15,3
hsa-miR-339-3p 7,61E-01 9,72E-04  5,53E-04 147,5 21,7 175,6 88,0 11,5 54
hsa-miR-320b 3,78E-01 4,61E-02  2,33E-01 142,8 18,4 207,5 18,7 350,6 157,3
hsa-miR-4488 8,34E-08  7,06E-09  1,12E-01 126,9 44,7 3694,3 552,9 7084,3 5297,8
hsa-miR-10395-5p 2,58E-02  4,17E-01  5,53E-03 117,7 67,0 451,8 236,0 68,3 73,3
hsa-miR-320c 593E-02  1,47E-02  4,88E-01 90,7 44,5 217,7 50,6 299,5 56,7
hsa-miR-4516 1,78E-06  1,90E-07  1,55E-01 83,0 26,4 3167,3 102,0 6614,2 6458,7
hsa-miR-219a-2-3p 1,19E-02  9,17E-05  4,19E-02 79,2 37,6 243,6 15,1 593,8 345,5
hsa-miR-484 3,92E-01 1,28E-02  2,63E-03 73,3 7,3 119,5 102,1 11,5 54
hsa-miR-4508 1,71E-05 1,15E-05  8,10E-01 71,8 60,6 2086,3 377,8 2384,9 429,1
hsa-miR-122-5p 6,27E-06  3,03E-07  1,41E-01 68,6 4,8 565,8 197,9 962,9 235,3
hsa-miR-1304-3p 1,87E-01 6,78E-02  5,27E-03 66,4 30,4 118,4 32,0 28,5 19,4
hsa-miR-320d 2,80E-02  1,71E-03  2,07E-01 62,5 23,8 183,4 62,0 335,8 68,8
hsa-miR-122b-3p 7,43E-05 1,34E-06  6,79E-02 62,1 7,5 397,4 123,8 815,3 186,1
hsa-miR-3182 3,88E-03  2,75E-02  2,81E-01 58,1 49,5 1449,8 2038,1 541,5 843,3
hsa-miR-1307-5p 6,41E-02  1,01E-01  2,76E-03 51,5 24,3 156,6 71,3 17,4 6,2
hsa-miR-4492 6,94E-07  1,26E-06  7,02E-01 474 42,5 31359 1309,0 2561,7 518,3
hsa-miR-203a-3p 2,10E-03  1,25E-05  4,31E-03 35,5 26,2 942,3 173,7 17248,8 21195,2
hsa-miR-8485 2,13E-02  6,59E-03  5,44E-01 33,5 23,8 181,2 153,4 275,9 271,7
hsa-miR-219b-3p 3,46E-01  4,35E-02  2,32E-01 19,8 9,5 38,8 14,2 94,4 76,3
hsa-miR-196a-5p 7,10E-03  1,15E-04  8,24E-02 19,5 8,6 50,1 30,6 97,3 46,8
hsa-miR-219a-5p 1,10E-01 2,03E-02  3,69E-01 14,6 5.2 43,8 10,4 82,1 58,8
hsa-miR-203b-5p 3,68E-04  4,39E-06  5,23E-03 10,4 8,1 879,7 33,4 16387,7 20067,6
hsa-miR-205-5p 1,85E-04  2,22E-05  1,22E-01 7,2 7,9 1242,0 1463,1 5374,7 6033,5
hsa-miR-1269a 1,11E-01 6,22E-03  1,38E-01 5,2 14 19,8 12,3 69,9 54,4
miRNA not significanty different
p Value Cellular EV EV/ProteinaseK/Rnase A/T1
(b) 1vs2 1vs3 2vs3 mean SD mean SD mean SD
hsa-miR-100-5p 6,40E-01 3,27E-01 1,54E-01 42245,5 21385,5 47892,0 4389,6 32398,2 6672,9
hsa-miR-92a-3p 2,79E-01 8,79E-01  2,20E-01 14085,7 371,8 11360,0 2628,0 14518,7 8103,1
hsa-miR-155-5p 1,85E-01 8,49E-02  6,62E-01 20070,4 5918,6 11339,5 5008,2 9422,3 4966,9
hsa-miR-143-3p 9,56E-01 8,88E-01  9,32E-01 8451,9 37739 8247,2 3319,3 7945,2 975,7
hsa-miR-93-5p 2,41E-01 2,02E-01 9,13E-01 8733,2 2112,3 7057,9 1197,3 6921,5 439,4
hsa-miR-382-5p 3,04E-01 515E-01  6,99E-01 7187,5 177,8 4891,3 480,1 5639,1 4319,3
hsa-miR-23b-3p 1,87E-01 558E-01  4,50E-01 7441,2 1788,8 3905,6 387,8 5624,8 3615,9
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hsa-miR-23a-3p 8,33E-01 6,25E-01 7,80E-01 6942,6 1027,7 6248,3 902,5 5434,7 2752,6
hsa-miR-379-5p 6,86E-02 9,78E-02 8,54E-01 8810,9 1922,2 4027,4 2155,5 4346,7 545,9
hsa-miR-25-3p 1,40E-01 4,31E-01 4,78E-01 49449 1073,1 3731,8 349,6 42624 1820,7
hsa-miR-26b-5p 6,10E-02 6,78E-02 9,60E-01 7094,1 3075,3 4064,2 310,9 4121,8 2217,8
hsa-miR-486-5p 8,36E-01 2,50E-01 3,42E-01 2469,0 402,5 2678,9 704,3 3914,6 735,3
hsa-miR-342-3p 1,30E-01 7,38E-02 7,61E-01 6060,3 1468,5 4179,3 738,0 3887,9 1837,1
hsa-miR-1307-3p 7,29E-01 3,86E-01 5,99E-01 2915,4 345,9 3183,7 581,8 3647,7 2276,6
hsa-miR-654-3p 8,69E-01 9,85E-01 8,54E-01 3303,1 535,0 3076,7 1398,2 3324,2 2119,1
hsa-miR-10395-3p 6,06E-02 2,58E-01 4,22E-01 3985,4 2231,5 1817,4 1206,0 2508,8 1113,9
hsa-miR-181b-5p 9,63E-01 9,65E-02 1,05E-01 4113,9 67,6 4056,0 851,6 2437,1 1646,5
hsa-miR-92b-3p 1,38E-01 6,95E-02 7,13E-01 4031,7 162,6 2585,9 811,5 2328,8 1423,9
hsa-miR-328-3p 6,94E-01 7,05E-01 4,44E-01 1972,3 398,8 1662,7 1049,0 2328,0 1760,3
hsa-miR-370-3p 5,98E-01 5,25E-01 2,52E-01 2917,8 593,3 3821,4 1313,1 2098,8 2353,9
hsa-miR-28-3p 3,77E-01 5,17E-01 8,13E-01 2555,7 313,2 1924,1 336,2 2075,5 271,5
hsa-miR-146b-5p 8,15E-02 5,11E-01 2,62E-01 2368,6 601,5 1361,8 233,1 1935,2 452,0
hsa-miR-3184-3p 2,30E-01 7,56E-01 1,37E-01 1621,6 2434 1156,0 164,1 1772,6 699,3
hsa-miR-423-5p 2,67E-01 7,76E-01 1,70E-01 1607,5 219,4 1171,1 70,2 1746,1 762,8
hsa-miR-181a-2-3p 6,97E-02 3,42E-01 3,52E-01 2605,0 1532,0 920,4 252,1 1538,0 787,6
hsa-miR-140-3p 1,20E-01 8,35E-01 1,76E-01 1593,2 10,6 977,3 230,2 1500,3 756,4
hsa-miR-30c-5p 2,35E-01 2,40E-01 9,93E-01 2607,3 1092,6 1455,4 358,5 1459,2 1294,7
hsa-miR-101-3p 4,70E-02 9,42E-01 4,14E-02 1389,6 7874 573,5 386,8 1432,4 461,2
hsa-miR-148a-3p 1,79E-01 3,65E-01 3,08E-02 1130,3 119,6 801,4 60,9 1426,4 546,7
hsa-miR-22-3p 2,78E-01 3,01E-01 9,62E-01 2720,3 1356,7 1370,8 423,1 1422,4 2148,8
hsa-miR-425-5p 8,71E-01 2,01E-01 2,62E-01 2000,2 680,4 1889,0 1047,1 1264,6 881,7
hsa-miR-99b-3p 3,18E-01 7,15E-01 1,81E-01 1011,0 117,2 632,4 264,3 1198,7 549,4
hsa-miR-186-5p 9,61E-01 6,02E-01 5,69E-01 1358,5 303,7 1383,0 349,0 1116,0 1057,3
hsa-miR-27a-3p 3,08E-01 2,32E-01 8,48E-01 2344,7 260,9 1214,3 222,0 1075,0 897,4
hsa-miR-3615 6,62E-01 4,49E-01 7,44E-01 1281,5 523,1 1113,4 305,6 1003,4 568,6
hsa-miR-671-5p 6,72E-01 2,67E-01 4,80E-01 1770,1 645,8 1388,6 708,3 922,9 890,4
hsa-miR-7-5p 7,05E-01 1,79E-01 3,26E-01 573,4 68,1 638,0 252,5 858,4 397,8
hsa-miR-339-5p 2,17E-01 2,20E-01 9,99E-01 1210,6 288,0 812,5 97,4 807,2 452,4
hsa-miR-3529-3p 7,79E-01 2,44E-01 3,71E-01 553,4 65,1 600,7 281,8 797,7 384,6
hsa-miR-218-5p 8,75E-01 2,31E-01 2,96E-01 482,8 309,7 507,5 160,7 717,8 477,8
hsa-miR-199b-3p 6,02E-01 7,29E-01 8,61E-01 565,9 237,3 774,8 556,9 694,6 504,9
hsa-miR-135b-5p 1,18E-01 1,45E-01 9,11E-01 1608,6 751,6 647,9 273,3 689,9 503,8
hsa-miR-199a-3p 6,34E-01 7,84E-01 8,40E-01 555,8 241,6 772,0 520,5 669,5 408,4
hsa-miR-20a-5p 1,18E-01 8,17E-01 1,85E-01 698,6 312,6 393,4 90,8 650,6 544,8
hsa-miR-4454 6,82E-01 2,85E-01 1,49E-01 318,4 183,3 251,6 28,5 604,2 900,1
hsa-miR-941 3,39E-01 9,81E-01 3,57E-01 569,2 109,7 383,3 162,5 565,9 478,7
hsa-miR-126-3p 4,30E-01 3,99E-01 9,52E-01 844,5 464,1 593,4 58,3 565,1 752,7
hsa-miR-454-3p 3,23E-01 4,52E-01 8,14E-01 772,9 327,1 500,7 371,5 552,7 366,6
hsa-miR-500a-3p 7,38E-01 3,98E-01 6,03E-01 317,6 84,2 389,8 44,9 543,6 455,7
hsa-miR-340-5p 5,04E-01 4,18E-01 1,55E-01 290,6 217,9 178,8 115,2 529,7 811,9
hsa-miR-93-3p 9,67E-01 9,42E-02 1,04E-01 176,3 19,8 181,2 141,3 484,8 652,2
hsa-miR-374a-5p 1,20E-01 6,69E-01 2,48E-01 611,4 176,5 230,2 78,9 469,8 452,9
hsa-miR-34c-5p 7,44E-01 6,96E-01 4,80E-01 315,9 84,0 236,3 77,7 453,6 713,8
hsa-miR-361-3p 2,71E-01 1,17E-01 6,03E-01 1019,0 227,8 563,5 135,6 431,1 516,2
hsa-miR-501-3p 9,30E-01 9,35E-01 9,96E-01 408,3 263,2 383,4 228,2 385,4 613,4
hsa-miR-660-5p 9,73E-01 4,68E-01 4,49E-01 4484 120,8 455,8 49,4 303,6 405,9
hsa-miR-3184-5p 9,94E-01 9,37E-01 9,32E-01 275,8 52,5 274,3 176,3 288,3 416,9
hsa-miR-576-5p 7,20E-02 4,80E-01 2,64E-01 333,0 33,8 155,4 71,4 244,5 187,4
hsa-miR-1296-5p 9,89E-01 6,87E-01 6,78E-01 184,4 34,2 181,9 166,2 240,6 343,3
hsa-miR-598-3p 1,53E-01 2,86E-01 7,23E-01 387,3 138,0 195,7 73,6 237,7 268,4
hsa-miR-17-5p 2,12E-01 8,36E-01 1,57E-01 188,5 48,6 91,4 109,1 204,2 223,6
hsa-miR-345-5p 7,05E-01 6,19E-01 3,89E-01 264,5 117,6 322,1 53,6 200,3 183,2
hsa-miR-589-5p 3,02E-02 6,95E-01 7,15E-02 167,0 126,5 502,6 339,5 198,3 134,2
hsa-miR-378a-3p 3,59E-01 6,68E-01 6,47E-01 223,7 16,7 171,1 118,9 197,7 38,5
hsa-miR-125b-2-3p 5,68E-01 1,21E-01 3,02E-01 555,0 47,3 382,4 139,7 191,8 312,7
hsa-miR-363-3p 3,99E-01 3,72E-01 9,68E-02 96,6 49,6 55,6 26,1 173,7 22,4
hsa-miR-619-5p 4,34E-02 7,65E-01 8,43E-02 146,9 11,3 399,0 404,9 161,7 199,8
hsa-miR-629-5p 8,70E-01 4,39E-01 5,38E-01 188,4 121,2 176,5 140,1 138,8 14,0
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hsa-miR-20b-5p 7,37E-01 6,60E-02 1,24E-01 33,2 17,5 41,1 14,4 117,0 66,8
hsa-miR-10b-5p 3,40E-02 1,27E-01 5,92E-01 58,0 27,3 123,4 42,7 102,9 44,7
hsa-miR-324-3p 9,37E-02 5,83E-02 7,80E-01 277,9 82,2 122,7 13,1 100,9 136,0
hsa-miR-130b-3p 1,82E-01 4,18E-01 5,95E-01 175,8 18,4 73,7 70,9 100,8 100,4
hsa-miR-29¢-3p 3,14E-01 9,77E-02 4,66E-01 262,5 212,9 152,0 124,4 100,0 40,2
hsa-miR-1306-5p 7,52E-01 3,88E-01 5,76E-01 148,7 32,3 126,7 88,5 92,0 52,6
hsa-miR-1247-5p 4,88E-01 1,12E-01 3,38E-01 13,6 11,4 23,8 13,7 53,3 25,8
hsa-miR-425-3p 7,28E-01 8,69E-01 6,18E-01 62,7 10,3 81,5 22,3 52,6 46,6
hsa-miR-301a-3p 6,78E-02 3,74E-01 3,50E-01 85,3 66,3 19,8 22,4 45,1 47,5
hsa-miR-19a-3p 5,16E-01 5,34E-01 2,33E-01 60,8 39,0 88,9 14,5 44,1 33,3
hsa-miR-18a-3p 8,81E-01 2,21E-01 2,79E-01 76,9 18,2 72,2 87,4 40,0 24,6
hsa-miR-216a-5p 8,04E-01 3,16E-01 4,39E-01 85,7 63,6 69,5 70,7 35,5 41,0

Table S3. number of targets identified for miRNA target analysis for top 15 cellular miRNAs.

cellular miRNA Database Number of hits

hsa-let-7a-5p Tarbase v8 4923
hsa-let-7b-5p Tarbase v8 7981
hsa-let-7f-5p Tarbase v8 4005
hsa-let-7i-5p Tarbase v8 3912
hsa-mir-9-5p Tarbase v8 2091
hsa-mir-125a-5p Tarbase v8 1411
hsa-mir-125b-5p Tarbase v8 1517
hsa-let-7e-5p Tarbase v8 3432
hsa-let-7c-5p Tarbase v8 3390
hsa-mir-16-5p Tarbase v8 11381
hsa-mir-21-5p Tarbase v8 2318
hsa-mir-29a-3p Tarbase v8 2751
hsa-mir-30a-5p Tarbase v8 3431
hsa-mir-100-5p Tarbase v8 1198
hsa-mir-221-3p Tarbase v8 1297
Total number hits without duplicates 10280

Table S4. number of targets identified for miRNA target analysis for top 15 preferentially secreted

miRNAs.

secreted miRNA Database Number of hits

hsa-mir-203a-3p Tarbase v8 2075
hsa-mir-203b-5p Targetscan and mirDB 250
hsa-mir-205-5p Tarbase v8 1140
hsa-mir-4497 Targetscan and miRDB 67
hsa-mir-4516 Tarbase v8 23
hsa-mir-5585-3p Tarbase v8 32
hsa-mir-183-5p Tarbase v8 1078
hsa-mir-7704 Targetscan and miRDB 58
hsa-mir-12136 miRDB 2631
hsa-mir-1246 Tarbase 377
hsa-mir-3195 Targetscan 423
hsa-mir-4485-3p Tarbase v8 30
hsa-mir-4488 Tarbase v8 10
hsa-mir-4492 Targetscan 5621
hsa-mir-4508 Tarbase v8 6
Total number of hits without duplicates 9616
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Table S5. SNORD significantly different between at least 2 groups : cells (Group1), EV (Group2), EV
Proteinase K/ Rnase A/T1 (group3).

GeneName 1VS2 1VS3 2VS3  MeanGroupl SDGroupl MeanGroup2 SDGroup2 MeanGroup3 SDGroup3

SNORD113-6 1,19E-10 2,24E-18 2,03E-06 75803,46014 2762,667401 2702,299917  1043,029667 178,2800073 30,04840296
SNORD12B 7,46E-18 5,64E-23 0,000728 61179,44814 2229,693297 743,4438775 286,9533522 132,4908578 22,33081962
SNORD69 581E-08 2,18E-14 0,000152  45967,94573 1675,308025  4150,169759 1601,876296  529,9976832 89,32905148
SNORD113-8 4,04E-07 8,29E-17 9,19E-09 40174,50933  1464,165449 2616,812223 1010,033255 54,84998083 9,244751282
SNORD100 1,44E-08 5,86E-14 0,000983 40002,3507 1457,891104  2774,185409 1070,775922  429,8544184 72,45029307
SNORD114-22 1,03E-07 3,68E-14 2,74E-05 37838,53828 1379,030667 1851,195946 714,5218336 120,125224 20,24664005
SNORD114-12 1,79E-05 6,89E-13 5,01E-06 37775,13591 1376,719959  4410,134886 1702,217246  240,8845466 40,60015496
SNORD113-7 7,17E-10 9,34E-17  3,9E-06 35093,40369 1278,983864 743,5640885 286,9997511 33,60864406 5,664606451
SNORDS59A 1,43E-10 4,58E-16 0,000428 29734,8884 1083,692046 1017,823342  392,8579262 131,424927 22,15116111
SNORD113-9 1,73E-07 3,49E-12 0,001415 28282,14817 1030,746732 1385,573371  534,8015305 165,8422748 27,95207144
SNORD114-3 6,05E-05  4,8E-11 7,75E-05 26739,75238  974,5339072 3326,130414 1283,814826  243,5801637 41,05449076
SNORD3A 0,00041 3,58E-09  0,00111 23992,59065  874,413225 5036,611842  1944,023881 696,8800242 117,456422
SNORD114-20 4,56E-09 8,88E-16 3,89E-06 22824,08548 831,8268952  452,7123058 174,7372165 15,94813858 2,68799683
SNORD12C 2,18E-10 4,31E-17 2,29E-05 22315,22992  813,2815852 768,3471407 296,5654764  64,78028298 10,91846515
SNORD41 574E-07 4,56E-11 0,011107  21024,61637 766,2449991 2197,353393 848,1311653 486,0460016 81,92116622
SNORD114-25 6,09E-07 1,17E-13  7,42E-06 20830,80048 759,1813528 959,2004125 370,2307359 38,2136675 6,440765271
SNORA46 2,93E-09 1,07E-13 0,003382 18369,57099  669,4815095 725,059455 279,8573604 117,3537292 19,77951536
SNORD104 1,7E-06  9,05E-11  0,004766 17931,84562  653,5285492 1478,246247 570,5712684  239,0328523 40,28805906
SNORD6 5,08E-05 5,68E-09 0,008043 16568,08931  603,8262651 2203,937658  850,6725501 386,5958961 65,15923711
SNORD127 3,67E-07 4,65E-12 0,001776 16175,34434  589,5126216 1266,376604  488,7941415 187,2999824 31,56868473
SNORD114-21 1,62E-05 4,09E-11 0,000102 15485,14604 564,3582506 1063,121835 410,3421707  58,54606467 9,867711862
SNORD101 4,05E-13  2,81E-18 0,000573 15430,80473  562,3777741 270,5614693  104,4309099 36,94638774 6,227170188
SNORD114-9 1,65E-05 1,49E-10 0,000313 15018,65166 547,3567996 942,0563454 363,6134946  60,27530235 10,15916816
SNORD114-1 0,003929 4,99E-08 0,000476 13473,90149 491,0581698 2836,895033 1094,980488  218,3441741 36,8010627
SNORD19C 2,11E-08  7,2E-17 7,24E-07 13209,47133  481,4209766 920,9994941 355,4860027  54,95761119 9,262891961
SNORD99 2,29E-06 1,14E-09 0,026222 12851,58301 468,3776882 1086,689388  419,4387395 241,9129493 40,77348824
SNORD14E 4,51E-08 3,74E-10 0,149898 12218,19835 445,2938984  565,1735064 218,1448219 187,7948136 31,65208661
SNORD111B 6,21E-08 7,06E-18 1,47E-08 11069,54185 403,4309563 837,0633782 323,0884667  29,48255944 4,969170911
SNORDS2 4,54E-09  6,8E-13 0,008672 10298,2424  375,3208429 346,724347 133,8281432  61,58676311 10,38020978
SNORD3B-1 0,000104 5,21E-08 0,022472 10281,86329 374,7239041 1442,339181 556,7119127  300,4066157 50,63236857
SNORD71 9,82E-05 2,54E-08 0,010839 10266,8233  374,1757697 1186,638872  458,0170914 191,8576689 32,3368651
SNORD3C 0,004204 8,87E-07 0,008033 9484,630774  345,6686568 2451,827494  946,3526971 406,3586382 68,49017055
SNORD116-15 8,39E-06 1,55E-08 0,027088 8745,052681 318,7146327  321,7294523 124,1806512  48,95486707 8,251152749
SNORD113-5 2,17E-08 1,85E-13 7,94E-05 8661,064061 315,6536561 87,50545852  33,77522557  2,802893016 0,472416734
SNORD105B 6,43E-06  4,7E-10 0,003777  8557,369913 311,8745088 614,7756966  237,2902009 79,69194435 13,43176777
SNORD116-19 1,19E-05 3,66E-08 0,040766 8347,31117 304,2188893 324,1360762  125,1095563 55,2012119 9,303949915
SNORDS3A 2,06E-05 9,78E-10  0,00419 8314,516705  303,0236906 974,0344573  375,9563582 152,2651161 25,66369406
SNORD46 1,09E-08 1,16E-13 0,000897  8149,775948 297,0196913 321,3823098 124,0466617  38,55563345 6,498402304
SNORD114-17 0,000506 6,01E-09  0,00027 8052,34117 293,4686676 803,7060322 310,2132483  38,68672737 6,520497675
SNORD1B 7,13E-06 3,79E-13  3,3E-06 7904,094496  288,0657975 631,6625491  243,8081629 24,5838144 4,143506457
SNORA74B 2,95E-06  2,49E-10 0,003661 7650,336402  278,8175493 435,7176313  168,1776375 53,33402323 8,989242515
SNORD126 1,24E-05 3,08E-09 0,012514 7552,280152  275,2438759 686,0122517  264,7859795 120,9432382 20,38451316
SNORD116-8 0,001853 5,96E-05  0,19399 7362,250366 268,3182146 855,2313926  330,1009296  237,6643815 40,05740863
SNORD53B 9,89E-08 5,24E-09 0,374408 7215991311 262,9877834  368,0095939 142,0437908 161,0465811 27,14377589
SNORD3B-2 0,000313 3,98E-07 0,034777  6386,177453 232,7451047  904,3903475 349,0752293 189,7327503 31,97871832
SNORD116-17 4,8E-05 2,68E-07 0,053829 6094,809634 222,1261649 244,211509 94,26039179 40,81066937 6,878479851
SNORD9Y0 2,24E-06 8,71E-11 0,000877  5880,368737 214,3108373 201,6902419  77,84809693 13,9079535 2,344131556
SNORD114-13 9,75E-08 5,95E-11 0,005273 5805,291157 211,5746247  46,70193762  18,0259438  3,520187927 0,593314006
SNORD66 0,000981 9,19E-08 0,002926 5690,658686 207,3968287  819,8079039 316,4282246  84,54613623 14,24992296
SNORA20 9,59E-07  1,2E-10  0,00728 5118,328469 186,5381762 319,9586243 123,4971497  51,20053008 8,629650529
SNORA28 1,11E-05 3,18E-10 0,000703 5008,214493 182,5250574  239,6470346 92,49860282 15,67242556 2,641526472
SNORD117 9,53E-07 1,04E-12 3,14E-05 4772,309431 173,9274654 187,3970927 72,33124865 7,63989403 1,287674472
SNORDY1A 537E-08 2,31E-10 0,084471 4741,22336  172,7945293 159,3632138 61,51077412  42,35708333 7,139121919
SNORD?72 8,29E-09 5,24E-14 0,000138  4544,380032 165,6205475 77,95097028 30,08739854  4,245078572 0,715491509
SNORASOE 7,07E-07 2,03E-11  0,00089  4418,086272 161,0177543 157,7553328  60,89016665 12,6329588 2,129236152
SNORAG65 3,08E-05 9,53E-09 0,009553  4356,507154 158,7734949 325,8451446 125,76922  45,28728511 7,632996052

SNORD105 7,57E-06  3,21E-09 0,010018 4267,328733  155,5233753 203,7131861 78,62890991 26,32338934 4,436705057
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SNORD70 1,29E-08 3,02E-09 0,635315  4094,185899 149,2131612 105,2723557  40,6328659 55,45332274 9,346442218
SNORD114-28 0,004178  2,26E-07 0,000524 4057,769136  147,8859473  450,6062115 173,9243094 14,4072877 2,428292398
SNORD116-16 0,000434  1,6E-05  0,18321 4029,655415 146,8613389 206,1063715  79,55262801 49,39523825 8,325375601
SNORD121A 6,62E-08 5,69E-13 0,000178 3859,863515  140,6732501 80,10202143 30,91765804  4,117729343 0,694027291
SNORA13 7,19E-09  1,3E-11 0,033158 3712,026376 135,2853054  61,37849805 23,69078058 11,62216521 1,958870817
SNORD9Y3 0,006488 3,52E-09 2,91E-05 3676,972698 134,0077694  977,9058294 377,4506247 54,6316489 9,207952282
SNORD116-25 0,000913  6,12E-06  0,051663 3647,349497 132,9281478 250,500592  96,68784262  36,57845769 6,165157006
SNORD116-24 6,52E-05 3,55E-06 0,239503 3537,883999  128,9386629 105,6515431  40,77922409 28,94729759 4,878954605
SNORD116-29 0,017172  2,05E-06  0,000947  3535,761858 128,8613211 575,9069006 222,2876813 19,52024544 3,29006157
SNORD113-3 9,11E-05 2,39E-08 0,002131 3411,428136 124,3299618 108,0382526 41,70044262  4,814573333 0,81147764
SNORD116-5 0,003597 4,84E-05 0,080693 3242,767887 118,1831161 301,1425195 116,2345378  49,02512885 8,262995098
SNORD116-3 0,005365 5,65E-05 0,065293 3102,31317  113,0642248 329,8463812 127,3136113  49,23626669 8,298581562
SNORD116-9 0,006288 3,76E-05 0,040618 3083,507896 112,3788641 348,4638917 134,49957  43,32969878 7,303052477
SNORD15B 3,46E-06 4,14E-09 0,027138 3055,968952  111,3752035 144,3379101  55,71132994  25,44915151 4,289355665
SNORA73B 0,003601 2,03E-09 2,21E-05 3029,053346  110,3942606 623,2499712  240,5610886  25,82737361 4,353103532
SNORD114-15 0,009893  3,32E-05 0,024701 2715,312375  98,95992829 369,5493593 142,6381072  39,03226371 6,578736483
SNORD114-14 0,001783  0,000481 0,571846 2375,496036  86,57527569 155,5756446  60,04885384  66,75938849 11,2520357
SNORD116-2 0,016465 0,001684 0,312033 2083,542019  75,93497188 296,9888782 114,6313216  87,27399681 14,70969327
SNORA71D 0,001769 2,21E-06  0,028341 2080,611568 75,82817118 382,1865329 147,5157845 72,94033005 12,2938094
SNORAG66 0,001276  1,74E-09 5,78E-05 2061,092979  75,11681356 338,5274544 130,6643189 16,50967998 2,782642453
SNORA71B 0,000452 2,41E-08 0,001535 2038,146356  74,28052078 227,4477477  87,78994037 18,43338887 3,106876116
SNORD62A 0,004765 5,57E-06  0,021431 2027,796748  73,9033279  412,4957135 159,2144765 67,88149274 11,44116201
SNORD62B 0,00433  7,6E-06 0,029701 2002,726347 72,98963374  397,9753163 153,6099154 71,19147167 11,99904611
SNORD123 0,001564  6,62E-09 1,91E-05 1922,629389  70,0704892 109,1037803  42,1117134  0,348920007 0,058809112
SNORD116-7 0,005533 0,000146  0,12262 1894,422627  69,04248993 173,5011951 66,96773094  31,26037377 5,268814612
SNORDY% 0,001865 2,59E-07 0,002214 1888,32677  68,82032562 219,9313614 84,88877685 14,75523824 2,48693811
SNORD9Y1B 9,27E-06 2,92E-08  0,04649 1861,928816 67,85824858 80,32083199  31,00211421 14,73583568 2,483667883
SNORA74A 0,002015 1,96E-06 0,014913 1833,794679  66,83289613 238,6258494  92,10444729 29,60044324 4,989039768
SNORA3B 0,002515 3,55E-06  0,017557 1828,612065 66,64401508 223,6371448 86,31912958 26,6657801 4,494413691
SNORA23 0,002427 3,65E-06 0,022448 1821,358364 66,37965294  260,7812511  100,655956  37,67592913 6,350131556
SNORA?77 0,000263  3,62E-05  0,40201 1750,477878  63,79640402 64,63528784  24,94783141 22,319658 3,761891686
SNORD17 1,33E-05 6,15E-09 0,005747 1746,696885  63,65860521 52,05539869  20,09226468 4,06811499 0,685664985
SNORD116-6 0,020473  0,001861 0,272522 1653,630401  60,26678458 221,8488309 85,62887886  57,09281927 9,622772993
SNORD116-14 0,001893  8,06E-05 0,165732 1637,229501 59,66905154  86,08555072 33,22717169 16,87339287 2,843944847
SNORD116-1 0,012859 0,000832 0,215372 1626,878532  59,29180906 173,3041377 66,89167102  38,46672445 6,483417037
SNORAS58 5,62E-05 1,33E-09 0,000279 1608,379439  58,6176071 67,02030299  25,86839598  2,025150204 0,341331203
SNORD38A 0,021724 7,91E-05 0,040922 1554,10318 56,63950146  451,2428504 174,1700383 87,3677201 14,72548997
SNORAS53 0,000548 3,31E-09 5,23E-05 1391,008319  50,6954871 86,34712074  33,32813209 1,082595019 0,182467187
SNORD114-23 0,008407 2,12E-05 0,012189 1376,499275 50,16670304 115,1115148 44,43056974  6,049673231 1,019648932
SNORA26 0,009363  5,92E-07 0,000683 1211,407277  44,14990275 187,4570906  72,35440654 7,03734206 1,186116678
SNORD67 0,000946 3,61E-07 0,004257 1177,270706  42,90579079 90,75502013  35,02948649 5,824308812 0,981664634
SNORA54 0,132252  8,43E-08  4,2E-06 1175,768494 42,85104246  476,9010741  184,073561 4,78878954 0,807131882
SNORA11 0,005998 2,19E-05 0,018134 1170,859178  42,67212179 88,22343268  34,05234816 5,66478828 0,954778068
SNORD111 4,32E-07 1,76E-11 0,001172 1159,093938 42,24333602 37,05136215 14,30102916  2,795427956 0,471158527
SNORD14A 1,41E-05 2,79E-06 0,537433 1140,561099 41,56790417  40,54071611 15,64784477 18,12025388 3,054098429
SNORA14B 0,024817  0,00095 0,176799 1096,861191  39,97525507  242,1495441 93,46451766  61,47321313 10,36107137
SNORD109B 0,067134 0,001125 0,058507 1077,592174  39,27299315 209,5633026  80,88692909 21,25746455 3,582863105
SNORAS55 0,000158 5,48E-08 0,004126 1006,144304  36,66906582 50,88101321 19,63897713 3,269086451 0,550991827
SNORD11 7,98E-07 6,96E-11 0,001295 962,5446065  35,08006892 21,10895159  8,147601461 1,063608834 0,179267139
SNORD116-23 0,013803 7,96E-05 0,021821 931,889491  33,96283907 76,55566174 29,54883944  4,140941129 0,697939548
SNORA7B 0,007873 1,57E-05  0,01538 927,3746215  33,79829404 114,8456469 44,32795044  9,843710595 1,659119197
SNORDSSA 0,001809  0,000887 0,784993 914,376089  33,32456076 127,6643587  49,2756976 73,00453315 12,30463058
SNORD114-11 0,001198 1,26E-06 0,003592 859,020938 31,30713476 23,87859719  9,216625112 0,34169169 0,057590808
SNORD53 0,01574 4,12E-07 0,000301 788,8796588  28,75082631 152,535885 58,87557199 4,883206229 0,823045448
SNORA37 0,006607 0,000457  0,22761 781,5242198 28,48275634  62,48592477 24,11822348 14,09531008 2,375709781
SNORD?92 0,005194 5,32E-05 0,071778 725,4550737  26,43930869 89,64097942  34,59949073 15,00414985 2,528891194
SNORA2A 0,004231 0,000122 0,140004 713,464369 26,00230583 67,61090275 26,09635479 13,56153768 2,285744516
SNORD124 0,015384 4,58E-07 0,000237 652,739151  23,78916701 103,7336645 40,03896417 1,986897526 0,334883863
SNORD48 0,015015 1,92E-05 0,004268 543,8825952  19,82187505  42,37173595 16,35457906  0,705648954 0,118934391
SNORD63 0,000168 2,04E-05 0,343916 518,8798698 18,91064733 12,2957477  4,745894247  3,568141817 0,601396448

SNORD30 0,038911  0,001303 0,129861 499,010115 18,18649142  95,83840637 36,99156428  17,44180469 2,939748452
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SNORAG60 0,026668 0,002796 0,285081 449,9847027 16,39975361 59,89002398 23,11626159 14,94152275 2,51833564
SNORD116-13 0,006119 0,020495 0,523282  436,8319822 15,92040092 14,85415382  5,733384004  20,38795725 3,436311027
SNORAS0B 0,030936  0,000515  0,07143 391,0892161  14,2532996 62,98723237 24,31171743 8,049209607 1,356663023
SNORA5C 0,024179 0,001647 0,226487  358,1857799  13,0541294  55,97389668 21,60472065 13,3262216 2,246082905
SNORA2B 0,138227 3,33E-06  9,41E-05 353,4520663 12,88160856 113,0750467 43,64453684  0,702791277 0,118452741
SNORD20 0,012526  3,6E-05 0,019124 339,824851 12,38496285  45,46113434 17,54702042  3,731776447 0,628976429
SNORA79B 0,108896 0,000399 0,016617  328,6102122 11,97624382 99,86876696  38,54719681 7,549326855 1,272409727
SNORD115-17 0,029871 0,002141 0,169378 322,4195202  11,75062321 25,92451853 10,00630676  3,388570751 0,571130442
SNORD115-19 0,041218  0,00243  0,13952 317,2543834  11,56237909 30,21507079  11,66236769 3,388677972 0,571148514
SNORDS89 0,143661 1,51E-07 5,08E-06 289,1185035 10,53696313 108,8535521  42,01513069 0,348144968 0,058678483
SNORA71A 0,110468 0,000966  0,04437  263,8201019 9,614959448 98,72438424  38,10548969 14,75900777 2,487573449
SNORD115-18 0,033397 0,005785 0,331099 247,6717239  9,026429619 18,29241185 7,060477679 3,77476949 0,63622274
SNORD115-32 0,044839  0,00497 0,225013 239,7771085  8,738709287 20,6276045 7,961811833  3,009650955 0,507264982
SNORA74D 0,001125  3,5E-05 0,104171 213,407585 7,777668421 6,556883327 2,530815987  0,690016469 0,116299596
SNORA12 0,005574 0,002577 0,691932 188,8899542  6,884120035 10,64908785  4,11031895 4,882140811 0,822865876
SNORD115-15 0,123211 0,001435  0,02318 148,9448672  5,428315915 22,68550681 8,756117877  0,355378982 0,059897747
SNORAZ75 6,12E-05 1,84E-07 0,023628 145,4960283  5,302622512 4,960693958  1,91472121 0,318486616 0,053679682
SNORD115-39 0,060323  0,002057 0,064084 141,8234233 5,168773924 11,36367256  4,386133282  0,355812434 0,059970804
SNORA30 0,01273  0,000777 0,223397 132,2602589  4,820243101 18,53722562 7,154970528  4,506343034 0,75952662
SNORA38B 0,001144 9,31E-05 0,189825 131,6458456 4,797850724  2,968137751 1,145637355 0,351055642 0,059169065
SNORA63C 0,057338  0,000787 0,038327 123,1487807  4,488174039 16,15108708 6,233972356  0,706938914 0,119151809
SNORA49 0,01587  0,00767  0,66003 86,14916972  3,139718191 4,651805494 1,795496904 1,859890736 0,313477361
SNORAS84 0,310498 0,000251 2,39E-05 33,10222798 1,206415195 92,73655902  35,7943179 0,340683235 0,057420836
SNORA9B 0,174369 0,001167 0,020018 30,08125733  1,096315509 9,68013305  3,736323229 0,341369681 0,057536534
SNORD73B 0,00079 0,008462 0,221879 23,1242673  0,842767063 0 0 0,342628299 0,057748669

SNORA22 0,003696 0,027598 0,240913 21,9493498 0,799947035 0 0 0,357239118 0,060211266




