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Figure S1. Pearson correlations of all samples under diverse Cd-stress conditions. L
represents low-Cd condition, H represents high-Cd condition, Mutant represents
genotype zmhma3, Cd represents cadmium, and the number indicates the replicates.
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Figure S2. The significant GO terms of molecular function involved by DEPs in B73.
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Figure S3. The significant GO terms of cellular component involved by DEPs in B73.
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Figure S4. The significant GO terms of molecular function involved by DEPs in mutant.
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Figure S5. The significant GO terms of cellular component involved by DEPs in mutant.






