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SDR42E1 M. murinus ADKGYIASGQPYFISDGRPVNNFEFFRPLVEGLGYTFPSTRLPLYLIYCFAFLTEMAHFL
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SDR42E1 H. sapiens LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEAVEWFKAHGHGRSSG
SDR42E1 P. troglodytes LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEAVEWEFKAHGHGRSSG
SDR42E1 P. paniscus LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEAVEWFKAHGHGRSSG
SDR42E1 N. leucogenys LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEAVEWFKAHGHGRSSG
SDR42E1 M. mulatta LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEAVEWFKAHGHGRSSG
SDR42E1 P. anubis LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEAVEWFKAHGHGRSSG
SDR42E1 C. jacchus LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYKAQPFDLQEVVEWFKAHGHGRSSG
SDR42E1 M. murinus LGRLYNFQPFLTRTEVYKTGVTHYFSLEKAKKELGYEAQPFDLQEVVEWFKAHGHGRSPG
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SDR42E1 H. sapiens SRDSECFVWDGLLVFLLIIAVLMWLPSSVILSL
SDR42E1 P. troglodytes SRDSECFVWDGLLVFLLIIAVLMWLPSSVILSL
SDR42E1 P. paniscus SRDSECFVWDGLLVFLLIIAVLMWLPSSVILSL
SDR42E1 N. leucogenys SSDLECFVWDGLLVFLLIIAVLMWLPPSVILSL
SDR42E1 M. mulatta SRDSECFIWDGLLVFLLIIAVLIWLPSSVILSL
SDR42E1 P. anubis SRDSECFIWDGLLVFLLIIAVLIWLPSSVILSL
SDR42E1 C. jacchus SRDSDCEFVWDGLLVFLLIIATLTWLLSVILLL-
SDR42E1 M. murinus SHGSEYHVWRGLLVFFLVIAVLTWLLPSVILLL
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Figure S49. Alignment of the primate SDR42E protein variants. For further details see Online Resources 2 Fig. S3.

* symbol marks the position of identical amino acid residues of the aligned SDR protein sequences.
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SDR42E2 P. troglodytes LLLFLGLLALALHFLGLQPLHAAVERL
SDR42E2 P. paniscus LLLFLGLLALALHFLGLOQPLHAAVERL
SDR42E2 N. leucogenys LLLFLGLLALALHFLGLOQPLHAAVERL
SDR42E2 M. mulatta LLLFLGLLALALHFLGLOQPLHSSVERL
SDR42E2 P. anubis LLLFLGLLALALHFLGLOQPLQASVERL
SDR42E2 C. jacchus LLLLLGLLALALHFLGLOQPLQAAMKRL
SDR42E2 M. murinus LL-LLGLLALALHYLCLOPLRAATERL
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Figure S50. Alignment of the primate SDR42E2 proteins variants. For further details see Online Resources 2 Fig. S3.

* symbol marks the position of identical amino acid residues of the aligned SDR protein sequences.



s , Gene Gene ch Enzyme [Exons Phases % aa Structure Catalysis
pecies symbol ID r symbol n. formula identity n. consensus Consensus
Homo sapiens 93517 16 100.00
Pan troglodytes 468047 16 98.98
GGSGYFG
Pan paniscus 100984124 16 98.73 393
Nomascus leucogenys 100588195 2 96.69 v
SRTK
Macaca mulatta SDR4ZEL 714229 20 SDR4ZEL 2 1 96.18
Papio anubis 101004680 20 95.93
YF
Callithrix jacchus 100393984 20 91.58 392 CEEEYEG
Microcebus murinus 105859480 20 87.50 393
Homo sapiens 100288072 16 11 100.00 626
Pan troglodytes 100615511 16 0020200020 97.84 602
P. i 1 71052 1 .
Tomacais Tee Toossr28T | 2 12 | 20020200020 | —o2rg— 422
omascus leucogenys SDRAZE? SDRA2E? . GGGGYLG YSRTK
Macaca mulatta 106994972 20 91.21 626
Papio anubis 101004328 20 11 0020200020 90.42 627
Callithrix jacchus 100895632 12 87.13 614
Microcebus murinus 105885292 17 80.00 555

Table S51la.

Genetic and molecular data of primate SDR42E family variants.

Enzyme Species identity Enzyme Species identity
Homo sapiens 100.00 Homo sapiens 100.00
Pan troglodytes 98.98 Pan troglodytes 97.84
Pan paniscus 98.73 Pan paniscus 95.50
SDR42F1 Nomascus leucogenys 96.69 SDR42E?2 Nomascus leucogenys 93.84
Macaca mulatta 96.18 Macaca mulatta 91.21
Papio anubis 95.93 Papio anubis 90.42
Callithrix jacchus 91.58 Callithrix jacchus 87.13
Microcebus murinus 87.50 Microcebus murinus 80.00
Homo sapiens 47.95 Homo sapiens 47.95
Pan troglodytes 48.21 Pan troglodytes 47.95
Pan paniscus 48.46 Pan paniscus 47.69
SDRA42E? Nomascus leucogenys 48.97 SDR42EL Nomascus leucogenys 47.69
Macaca mulatta 48.21 Macaca mulatta 47.69
Papio anubis 47 .44 Papio anubis 47.95
Callithrix jacchus 47.18 Callithrix jacchus 48.07
Microcebus murinus 48.84 Microcebus murinus 47.04

Table S51b. Relative percent identity of primate SDR42E family protein variants.

For further details see Online Resources Table S39a.






