Supplementary Tables

Supplementary Table S1. The genes significantly up- or downregulated in Het PKCy-A24E mice. Bold
highlighted genes are differentially expressed in both Homo and Hetero PKCg-A24E mice.

Genes | log2FC  p-value FDR | Regulation

Stk17b 0.3006  3.81E-05  0.04781 uP

Mrfapl 0.2246  5.13E-05  0.04781 ur
Wdfy3 -0.2266  3.11E-05  0.04781 DOWN
Ranbp2 | -0.2276  3.57E-05  0.04781 DOWN
Bdp1 -0.2777  490E-06  0.03873 DOWN
Prex2 -0.2839  4.85E-05  0.04781 DOWN
Kcnal -0.304 8.91E-06  0.03873 DOWN
Fam126b | -0.3262 2.61E-05  0.04781 DOWN
Zbed6 -0.349 1.32E-05  0.03873 DOWN
Hipk2 -0.351 3.80E-05  0.04781 DOWN
Cpeb3 -0.3512  3.25E-06  0.03873 DOWN
Stxbp51 | -0.4039  1.75E-05  0.03991 DOWN
Dgkg -0.4091 5.11E-05  0.04781 DOWN
Ntngl -0.4608  4.47E-05  0.04781 DOWN
Ncam2 | -0.5396 5.13E-05  0.04781 DOWN
Midl-psl | -2.6683  1.04E-05  0.03873 DOWN

Supplementary Table S2. The genes significantly up- or downregulated in Homo PKCy-A24E mice. Bold
highlighted genes are differentially expressed in both Homo and Hetero PKCg-A24E mice.

Genes log2FC P.Value FDR Regulation
Psrcl 1.1505 1.75E-04 0.04000 UP
Mfap4 0.9363 3.81E-04 0.04689 up
Anapcl5-ps 0.7787 4.11E-04 0.04715 UP
Pcsk9 0.7576 2.31E-04 0.04563 upP
Igfbpll 0.7405 4.17E-04 0.04744 UpP
Igsf9 0.7026 3.31E-04 0.04640 upP
Ptch2 0.6584 2.37E-05 0.02360 UP
Eln 0.4881 4.04E-06 0.01884 up
Nfatc4 0.4807 1.59E-04 0.03986 UpP
Serinc2 0.4542 1.80E-05 0.02360 up
Pledl 0.3695 1.28E-04 0.03921 upP
Nadsynl 0.3471 5.06E-04 0.04876 uP
Tmem?265 0.3341 4.73E-04 0.04744 UP
Slcla6b 0.3273 2.55E-04 0.04640 uP
Dynlt1f 0.3252 2.95E-04 0.04640 UP
Lhpp 0.3181 1.49E-04 0.03986 upP
Cirbp 0.3160 8.06E-05 0.03612 UP
Mir9-3hg 0.2947 3.78E-04 0.04689 up
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Supplementary Table S3. The genes significantly regulated in Homo PKCy-A24E mice related to
developmental neural cells with IPA analysis.

Genes FDR p-value
Kenj10 0.000485
Ptprzl 0.00048
Zeb2 0.00047
Hipk2 0.000437
Plp1 0.000431
Nfia 0.000411
Ret 0.00041
Sparcll 0.000397
Prkgl 0.00037
Cx3cll 0.000343
Znf365 0.000335
Igsf9 0.000331
Dgkg 0.000319
Gabrb2 0.000314
Slit1 0.000303
Tspan2 0.000274
Zbtb18 0.000264
Fgfr3 0.000263
Alcam 0.000251
Cntnap2 0.000239
Adamts4 0.000202
Slitrk4 0.000167
Gpr37 0.000165
Nfatc4 0.000159
Adgrl3 0.000158
Raphl 0.000138
Otx2 0.000106
Mid1 0.0000834
Utrn 0.0000749
Ugt8 0.0000733
Dock10 0.000033
Prex2 0.0000319
Id2 0.00003
Rasgrfl 0.0000178
Myrf 0.0000163
Tppp 0.0000107
Ntngl 0.00000993
Ncam?2 0.00000459

Cpeb3 0.00000371



