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Supplementary Figure S1: A) Likelihood of carrying PVs in BRCA1 positive patients evaluated by 
BOADICEA for BRCA1 and BRCA2 and other susceptibility genes. B) Likelihood of carrying pathogenic 
variants in BRCA2 positive patients evaluated by the BOADICEA for BRCA1 and BRCA2 and other 
susceptibility genes.


