
Supplementary Figure 

Supplementary Figure S1

Supplementary Figure S2
(A) The Distribution of GATA family transcription factor binding sites

Supplementary Figure S3
(A-E) Peaks across the promoter regions of PGTIS , SERINC2, PCMTD2, TNFRSF6B and PRR25

(A) The heatmap of distribution of transcription factor binding loci relative to TSS
(B) The Distribution of transcription factor binding loci relative to TSS
(C) Volcano plot of differential expressed genes
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