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Supplementary Table S9. Correlations between the genomic estimated breeding values (GEBV) used in the
single-step GWAS (ssGWAS) and weighted ssGWAS in the second (WssGWAS 2) and third
(WssGWAS 3) iterations with haplotypes and non-clustered SNPs for yearling temperament in American

Angus.
Marker Information LD! WssGWAS 2 WssGWAS 3
0.15 0.988 0.982
Haplotypes 0.50 0.990 0.984
0.80 0.987 0.981
0.15 0.992 0.989
If{(;s}jg;‘e‘;i 0.50 0.994 0.991
0.80 0.989 0.985

! Linkage disequilibrium.

Genes 2022, 13, 17. https://doi.org/10.3390/genes13010017 www.mdpi.com/journal/genes



