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Supplementary Table 3 Genera in the abomasum between HE and Con groups

Genus Con HE Pvalue
Desulfovibrio 185.17 337.16 0.0209
Leptotrichia 11.16 3.05 0.0421
Tannerella 61.72 512.06 0.0433
Eubacterium 517.69 154.89 0.0433
Deinococcus 4.07 0.00 0.0472
Dehalococcoides 50.59 23.32 0.0833
Methylobacterium 5.34 33.21 0.0833
Streptomyces 1.63 0.00 0.1306
Rickettsia 4.77 2.61 0.1391
Helicobacter 12.61 5.19 0.1465
Clostridium 3540.71 9810.74 0.1489
Acinetobacter 3004.76 1729.05 0.1489
Hymenobacter 46.93 152.26 0.1489
Francisella 422.09 225.16 0.1489
Ruminiclostridium 176.41 63.17 0.1489
Capnocytophaga 129.22 87.64 0.1489
Hyphomicrobium 31.87 16.89 0.1489
Thermotoga 4.14 0.69 0.1663
Spirosoma 128.08 5.07 0.2367
Algoriphagus 41.32 39.16 0.2367
Chlamydia 0.89 6.97 0.2367
Kocuria 10.00 10.80 0.2454
Nitrosospira 3604.57 1956.52 0.2482
Sphaerochaeta 382.07 312.80 0.2482
Staphylococcus 252.72 495.23 0.2482
Mycoplasma 165.52 322.03 0.2482
Halanaerobium 21.17 43.15 0.2482
Thermoanaerobacterium 171.69 20.03 0.2482
Exiguobacterium 179.60 38.39 0.2482
Bartonella 8.25 665.97 0.2482
Synechococcus 107.39 82.34 0.2482
Ochrobactrum 181.69 115.53 0.2482
Pseudomonas 95.28 65.29 0.2482
Flavobacterium 10.92 117.24 0.2482
Kangiella 16.83 38.61 0.2482
Entomoplasma 0.98 0.00 0.3173
Rubrobacter 0.24 0.00 0.3173
Fervidobacterium 0.24 0.00 0.3173
Ruminococcus 2109.88 3084.00 0.3865
Parabacteroides 2190.15 2244.44 0.3865
Alistipes 155.96 244.54 0.3865
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