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Figure S1: Flow chart of the ESCAFLOR Study.
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Figure S2: Genome-wide representation of the 12 studied S. aureus strains isolated from pressure

ulcers at DO and D28.
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Table S1: Summary of the Whole Genome Sequencing bio-informatic analysis.

Reference sequence used for GenBank
. Number Number .
Feature Genome size (bp) conties G+C Content (%) CDS consensus Accession
5 (GenBank Accession Number) Number
P5 DO 2,709,192 75 32.81 2585
P5 D28 2,710,927 69 32.81 2585 NC_017673.1 CP076568
P7 DO 2,800,844 68 32.62 2710 CP076719-
P7 D28 2,800,339 78 32.62 2707 CP007657.1 CP076720
P32 DO 2,676,228 63 32.78 2524
P32 D28 2,679,349 69 32.77 2533 NZ_CP040230.2 CP076567
P37 DO 2,754,646 42 32.73 2625 CP077199-
P37 D28 2,754,500 46 32.73 2625 CP007657.1 CP077200
P41 DO 2,695,301 102 32.66 2540
P41 D28 2,695,171 116 32.66 2560 CP026068.1 CP076565
P50 DO 2,816,720 67 32.75 2732 CP030547 1 CPO76564

P50 D28 2,803,529 63 32.75 2704




Table S2: Growth profiles of S. aureus strains isolated from pressures ulcers at DO and D28.
Ym (maximum absorbance), YO (initial absorbance), K (lag time, h-1), 1/K (inflection point, h), and the extrapolated linear equation of the exponential phase.

Y0 Ym K (h) 1/K (h) Y=ax+b (2

P5DO (0.10041;401.181) (1.3815;4;11%440) (0.19032;1(5240) (4.1742.6;45?175) y =0106x+0.115 (1)
P> D28 (0.10061;3;172) (1.35153;?409) (0.19052;1(;1.237) (4.2142.6;755.186) y =0104x+0.106 (1)

P7DO (0.090§1;303.171) (1.3517.3;91(?426) (0.14051;65184) (5.4364(2761.792) y =0.082x+0.087 (1)
P7D28 (0.10061,-4()%200) (1.3519.4;011.446) (0.15061,-705.203) (4.92557;362.676) y =0.086x+0.122. (1)
P32D0 (0.09061;207.161) (1.28163;012.325) (0.19052;109.242) (4.1:65,-655031) y =0.099x+0.103 (1)
P32 D28 (0.08081;107.149) (1.25122;713.295) (0.19052;109.241) (4.141‘155:65?021) y =0097x+0.086 (1)
P37D0 (0.10021;2053.156) (1.3818'4;01?430) (0.18052;0;221) (4.55169;055.314) y =0103x+0.079 (1)
P37D28 (0.10051;301.158) (1.38144;014.425) (0.1807.2;0(5218) (4.5;1.9;559348) y =0.100x+0.085 (1)
P41 DO (0.08851;23.160) (1.311;417.378) (0.1608;1;808.210) (4.7656.?:251.941) y =0.081x+0.092 (1)
P41 D28 (0.08041;2(;1.169) (1.3511-?;8137418) (0.180i2;006.236) (4.24;15%?518) y =0102x+0.077 (1)
P30 DO (0.1302.1;707.226) (1.3712'4;019.450) (0.1502.1,-70%199) (5.03547,-55595) y =0.084x+0.175 (1)
P30 D28 (0.14061,-906.257) (1.46145;016.552) (0.150é1,-8(;1.215) (4.66564,-262.314) y =0.092x+0.241 (1)




