Supplementary Table S3

Table S3. Summarize of reference gene stability in studies that assessed reference gene stability in post-mortem brain of neurodegenerative diseases.
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Abbreviation: RG, reference gene; PMI, post-mortem interval; RIN, RNA integrity number; NC, non-demented control; AD, Alzheimer's disease; PD,
Parkinson’s disease; ALS, Amyotrophic lateral sclerosis; HTD, Huntington’s disease; MS, Multiple sclerosis; SCZ, Schizophrenia; DLB, Dementia with Lewy

bodies; MSA, Multiple System Atrophy; PSP, Progressive Supranuclear Palsy.
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