Table S3. Validation of differential expressed genes of TNRG vs TNRC and TNSG vs TNSC in
RNA-seq analysis with RT-qPCR. Tubulin gene was used as an internal control for
normalization for RT-qPCR data analysis. The ratio of relative gene expression (R.E.) was
determined by 224 equation. For RT-qPCR, three technical replicates of three glyphosate- or
water sprayed horseweed leaves were used for analysis (* p-value <0.05 , ** p-value <0.01).

The significance of F.C. of RNA-seq indicated FDR (** FDR < 0.01).

TNRG vs TNRC TNSG vs TNSC
Contig ID FCof RNA- RE of RT-  FCofRNA-  REof RT-
seq (log2) qPCR(log2) seq(log2) qPCR(log2)
TRINITY DN310 c0 g2 4.3% 5.0%% 4.2% 3.5%%
TRINITY DN4460 c0 gl 1.9%* 1.1% ] 4% 7%
TRINITY DN9863 c0 gl ] 2% 1.3 DL 1.7
TRINITY DN7231 c0 gl L0.7* 1.0 BRES 0.4
TRINITY DN1752 c0 gl BWES 0.2 BRES 0.6
TRINITY DN17441 c0 gl 17 2.8% (17 (1.8%
TRINITY DN672_c0 gl (7R J1.9% L0.7#% 0.8

TRINITY DN11995 ¢0 gl 2.0%* 0.2 -1.3%x 0.7







