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Figure S2: Excision of IME_SsalL.25_oriT and its hosting ICESt3 in S. thermophilus LMG18311. (a) Diagram showing the localization of PCR
primers (numbered chevrons) used to detect (i) integrated forms of elements (attR and attL for right and left junctions, respectively) and excised
forms (att! for circular form of the integrative elements and attB for the bacterial empty site) if (ii) the ICE/IME composite element excises, (iii)
only the IME excises or (iv) both elements excise separately; (b) PCR products obtained with the primer pairs (numbers indicated at the bottom
of the gel) when analyzing excision of IME_SsalL.25_oriT and of its hosting ICE (ICE_SsalL25_fda). The sizes of the PCR fragments were confirmed
by parallel migration of a DNA ladder (M for marker on the figure). The primers pairs used for these amplifications and expected sequence
lengths are listed in Table S1.



