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Supplementary table 1 - Median values of ∆CT genes according with time periods 

and outcome groups 

 
∆CT = (CT target gene  – CThousekeepings genes mean). T0 = initial time before pharmacological treatment, T2 

= two weeks after pharmacological treatment, T4 = four weeks after pharmacological treatment. 

95% CI = 95% confidence interval. 
 

 

 

 

 

 

 

 

 

 

 

 

  

 Resistant T0 Resistant T2 Resistant T4 

 ∆CT IC 95% ∆CT IC 95% ∆CT IC 95% 

CHRNA5 8.18 (7.32 – 8.70) 8.45  (7.48 – 8.87) 7.67 (7.27 – 9.05) 

CHRNA7 6.62 (6.17 – 6.97) 8.02 (7.07 – 8.48) 7.19 (6.96 – 7.86) 

CHRNG 6.20 (5.79 – 6.95) 6.47 (6.01 – 6.68) 6.63 (6.02 – 7.02) 

COMT 4.67 (4.40– 5.01) 4.80 (4.43 – 5.03) 4.87 (4.52 – 5.24) 

 Success T0 Success T2 Success T4 

 ∆CT IC 95% ∆CT IC 95% ∆CT IC 95% 

CHRNA5 8.32 (7.38 – 9.17) 7.07 (6.53 – 8.96) 8.37 (7.54 – 8.82) 

CHRNA7 7.26 (6.11 – 8.42) 7.04 (6.40 – 7.79) 7.38 (6.76 – 8.20) 

CHRNG 6.82 (6.19 – 7.74) 6.83 (6.56 – 7.33) 6.59 (6.25 – 7.03) 

COMT 4.88 (4.30 – 5.11) 4.58 (4.33 -5.15) 4.81 (4.48 – 5.16) 



 
 

 

 

 

 

 

 

 

 

 

 

 

Supplementary figure 1 - Heat map of gene expression. The figure shows the magnitude of gene expression between the groups. The 

lighter color (green) indicates less expression and the darker color (red) indicates greater expression. T0 = initial time before 

pharmacological treatment, T2 = two weeks after initiation of pharmacological treatment, T4 = four weeks after initiation of pharmacological 

treatment. 

 

 

 

 

 

 

 

 

 

 

 

  

 



 
 

Supplementary panel 1 - Housekeeping genes. 

Genes Encoded protein 

B2M Beta-2-microglobulin  

GAPDH Glyceraldehyde-3-phosphate dehydrogenase 

HPRT1 Hypoxanthine phosphoribosyltransferase 1 

ACTB Actin beta  

 

 

Supplementary panel 2 - Genes chosen for expression assay 

Genes Encoded protein 

CHRNA3 Neuronal acetylcholine receptor subunit alpha-3 

CHRNA4 Neuronal acetylcholine receptor subunit alpha-4 

CHRNA5 Neuronal acetylcholine receptor subunit alpha-5 

CHRNA6 Neuronal acetylcholine receptor subunit alpha-6 

CHRNA7 Neuronal acetylcholine receptor subunit alpha-7 

CHRNB2 Neuronal acetylcholine receptor subunit beta-2 

CHRNB3 Neuronal acetylcholine receptor subunit beta-3 

CHRNB4 Neuronal acetylcholine receptor subunit beta-4 

CHRNG Acetylcholine receptor subunit gamma 

DRD1 Dopamine receptor D1 

DRD2 Dopamine receptor D2 

DRD3 Dopamine receptor D3 

DRD4 Dopamine receptor D4 

HTR3A 5-hydroxytryptamine receptor 3ª 

HTR3B 5-hydroxytryptamine receptor 3B 

COMT Catechol-O-methyltransferase 

SLC6A3 Solute carrier family 6 member 3 (DAT protein) 

 

 

 


