Table S2. Location of genes adjacent to PAR-boundary in the S. latifolia genomic scaffolds published in ref [47].
The scafolds containing >1 gene are shown in bold.

Gene Genomic scaffold % Pos. in scaffold
# cDNA  mappos PAR? name length  identity  start end
1 Contig675 62.6 X QBIE01001963.1 371,899 99.73 26,286 34,629
2 Contig697 62.6 X QBIE01030564.1 8,309 99.27 3,502 7,879
3 Contig804 62.6 X QBIE01000326.1 49,350 100.00 15,301 26,640
4  Contig867 62.6 X QBIE01041289.1 8,602 100.00 73 7,460
5 Contig8509 62.6 X QBIE01003146.1 25,308 99.06 7,192 24,889
6 Contig8598 62.6 X QBIE01004030.1 68,990 98.45 10,741 19,409
7 Contig8660 62.6 X QBIE01001396.1 44,622 99.32 44,029 44,471
8 Contigl2513  62.6 X QBIE01018774.1 13,172 100.00 6,441 10,995
9 Contigl5301  62.6 X QBIE01001029.1 89,827 99.70 38,483 38,810
10 Contigl564 62.6 X QBIE01031006.1 10,699 98.91 217 2,802
11 Contig1740 62.6 X QBIE01001590.1 90,538 99.85 75,360 76,034
12 Contigl7645  62.6 X QBIE01000680.1 93,542 99.80 72,262 73,770
13 Contigl8491  62.6 X QBIE01144983.1 1,447 100.00 1,176 1,447
14 Contig1290 62.6 X QBIE01011154.1 16,893 99.64 4,608 15,121
15 Contigl4349  62.6 X QBIE01002388.1 24,242 98.71 16,380 19,502
16 Contig1436 62.6 X QBIE01011960.1 24,831 100.00 7,258 23,580
17 Contigl5401  62.6 X QBIE01013336.1 14,174 99.77 1,555 2,872
18 Contigl7773  62.6 X QBIE01010323.1 14,859 100.00 949 14,767
19 Contigl1804 62.6 X QBIE01000292.1 26,470 100.00 8110 13,415
20 Contigl8911  62.6 X QBIE01017539.1 9,926 99.79 8,154 8,638
21 Contig2431 62.6 X QBIE01010644.1 21,309 98.84 2,333 5,379
22 Contig2761 62.6 X QBIE01017837.1 16,917 100.00 9,535 10,775
23 Contig2802 62.6 X QBIE01000937.1 11,560 100.00 8,533 8,849
24 Contig3835 62.6 X QBIE01005015.1 5,732 100.00 214 1,487
25 Contig3846 62.6 X QBIE01009689.1 18,878 100.00 5,346 8,424
26 Contig4210 62.6 X QBIE01019453.1 22,311 100.00 681 2,170
27 Contig4518 62.6 X QBIE01015231.1 19,373 100.00 16,481 18,191
28 Contig5724 62.6 X QBIE01004766.1 13,815 98.28 2,108 9,654
29 Contig8488 62.6 X QBIE01004664.1 63,618 99.84 9,888 17,210
30 Contigl798 62.7 fuzzyB QBIE01001315.1 25,370 100.00 7,566 24,910
31 Contig9505 62.7 fuzzyB QBIE01003253.1 2,953 99.18 86 449
32 Contigl8786  62.7 fuzzyB QBIE01000061.1 129,341 99.84 115,905 116,525
33 Contig255 62.7 fuzzyB QBIE01013388.1 15,062 99.54 7,850 10,195
34 Contigl2476  62.8 fuzzyB QBIE01000862.1 7,785 100.00 1,812 7,760
35 Contig2117 62.9 fuzzyB QBIE01022098.1 15,253 99.73 3,974 12,150
36 Contigl858 62.9 fuzzyB QBIE01018657.1 7,401 100.00 4,209 4,893
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