Table S1. Genotype of wild females at SNPs inheritd from father to sons in the df108 family
Y-alleles in females are highlighted with green background

genotype in females

genename SNP pos Y-alleleX-allele  fSa526b fSa615 fSa758d fSa833d. £Sa985
Contig697 1131 T C C/C C/C C/C Cc/C C/C
Contig697 1257 A G G/G G/G G/G G/G G/G
Contig697 1268 T C C/C C/C C/C c/C C/C
Contig697 1269 G A A/A A/A A/A A/A A/A
Contig697 1797 C T T/T T/T T/T T/T T/T
Contig15301 240 A G G/G G/G G/G G/G G/G
Contigl2513 459 C T T/T T/T T/T T/T T/T
Contig12513 489 T G G/G G/G G/G G/G G/G
Contig12513 492 T C C/C C/C C/C C/C c/C
Contig14349 318 C T T/T T/T T/T T/T T/T
Contig14349 319 A C C/C C/C C/C c/C C/C
Contig14349 334 A G G/G G/G G/G G/G G/G
Contig14349 337 G T T/T T/T T/T T/T T/T
Contig14349 349 C T T/T T/T T/T T/T T/T
Contig14349 351 T A A/A A/A A/A A/A A/A
Contig14349 445 C T T/T T/T T/T T/T T/T
Contig14349 1009 C T T/T T/T T/T T/T T/T
Contig14349 1023 C A A/A A/A A/A A/A A/A
Contig14349 1126 T G G/G G/G G/G G/G G/G
Contig14349 1142 T G G/G G/G G/G G/G G/G
Contig14349 1150 A G G/G G/G G/G G/G G/G
Contig14349 1169 C A A/A A/A A/A A/A A/A
Contig14349 1225 A G G/G G/G G/G G/G G/G
Contig14349 1264 T G G/G G/G G/G G/G G/G
Contig14349 1271 G A A/A A/A A/A A/A A/A
Contig14349 1301 T C C/C C/C C/C c/C C/C
Contigl7773 203 T C C/C C/C C/C c/C C/C
Contigl7773 251 A G G/G G/G G/G G/G G/G
Contigl7773 350 G C C/C C/C C/C C/C c/C
Contigl7773 398 G A A/A A/A A/A A/A A/A
Contigl7773 424 C G G/G G/G G/G G/G G/G
Contigl7773 435 T C C/C C/C C/C Cc/C c/C
Contigl7773 446 T C C/C C/C C/C c/C C/C
Contigl7773 485 G A A/A A/A A/A A/A A/A
Contigl7773 524 T C C/C C/C C/C C/C C/C
Contigl7773 553 G C C/C C/C C/C c/C C/C
Contigl7773 569 T G G/G G/G G/G G/G G/G
Contigl7773 582 A G G/G G/G G/G G/G G/G
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