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Supplemental figure 1. The foundational analysis of the data. (A) The repeatability of the
three repeats of samples. Samples in Oh and 3h could cluster well. One replicate in 6h and
12h had one outline, respectively. (B) Two component analysis could not completely separate
samples with different hourly responses. Different colors present different response time

points. Different shapes present three replicates.
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Supplemental figure 2. Mapman can map the metabolism related genes in the related
pathways. A. Metabolism pathway. B. Secondary metabolism pathway. The genes present
dynamic expression in 3h/0h. Blue was for down regulated. Red was for up regulated.



