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Figure S2a. The MS network used in Figure 3, showing the distribution of haplotypes in North Thailand

Figure S2: The MS network used in Figure 3, showing the distribution of haplotypes in sub-regions of 
Southern East Asia. 
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Figure S2b. The MS network used in Figure 3, showing the distribution of haplotypes in Central Thailand
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Figure S2c. The MS network used in Figure 3, showing the distribution of haplotypes in Northeast Thailand
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Figure S2d. The MS network used in Figure 3, showing the distribution of haplotypes in South Thailand
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Figure S2e. The MS network used in Figure 3, showing the distribution of haplotypes in Guizhou&Guangxi
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Figure S2f. The MS network used in Figure 3, showing the distribution of haplotypes in Hunan&Jiangxi
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Figure S2g. The MS network used in Figure 3, showing the distribution of haplotypes in Yunnan
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Figure S2h. The MS network used in Figure 3, showing the distribution of haplotypes in Thai ridgeback dogs
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