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Figure S1. Phylogenetic tree based on the 16S rDNA sequences of the species and subspecies type strains
under study. A) P. fluorescens lineage, B) P. aeruginosa and P. pertucinogena lineages. Bootstrap values higher

than 50 % are indicated on the nodes.
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Figure S3. Maximum likelihood phylogenetic tree based on the 4-genes MLSA for the 241 species and
subspecies type strains under study. A) P. aeruginosa and P. pertucinogena lineages. B) P. fluorescens lineage.
Bootstrap values higher than 70% are indicated on the nodes. Bars indicate sequence divergence.




P chicroraphis UFB2 {GGA_001023535.1)
| P fluorescens UM270 (GCA_000838415.1)
;Pseudwnonassp. P97.38 (GCA_001269745.1)
— P chiororaphis 14B11 (GCA_D03731795.1)
L P chiororaphis 48G9 (GCA_003732375.1)
P chiororaphis 189 (GCA_0D1602135.1)
P. chiororaphis ATCC 17415 (GCA_003851145.1)
P. chiororaphis HAMBI_19877 {GCA_003350145.1)
P chiororaphis subsp. aureofaciens 30-84 (GCA_000281915.1)
Pseudomenas sp. NFPPO7 (GCA_900115645.1)
P chiororaphis 4BB8 (GCA_003731785.1)
Pssudomonas sp. MFACC41-3 {GCA_900109505.1)
Pssudomonas sp. NFIX51 (GCA 900177395.1)
Pseudomanas sp. LAMO17WHK12:19 (GCA_D03202055.1)
Pssudomonas sp. LAMO17TWK12:110 {(GCA_900215185.1}
P. chlororaphis subsp. chiororaphis DSM 50083T (GCA_003945765.1)
1 P chiororaphis subsp. chiororaphis LMG 5004 (GCA_001269625.1)
P. chlororaphis subsp. chlororaphis DSM 50083T (GCA_900625015.1)
P chlororaphis subsp. chlororaphis ATCC 9448 (GCA_002095925 1)
ul P. chfororaphis subsp. chlororaphis NBRC 3904 (GCA_002081535.1)
P, chioreraphis JV497 (GCA_D08830565.1)
F. chlororaphis FW3(5-25 (GCA_900095245.1)
Psoudomonas sp. FW305-25 (GCA 002883455.1)
Pseudomonas sp. GW247-5R2A (GCA_D02884075.1)
Pseudomonas sp. FW128-L8 {GCA_002883425.1)
Pseudomonas sp. GW456-L14 (GCA_002863395.1)
Pseudomonas sp. GW456-L12 (GCA_002883415.1)
Pseudomonas sp, 08C 128 (GCA_002843625.1)
Pseudomonas sp. GM17 (GCA 000282175.1)
P chlororaphis TAMOaka1 (GCA_003850605.1)
P chiororaphis B25 (GCA_D03861086.1)
4{ P ehioraraphis subsp. piscium ATCC 17411 (GCA_0D3850385.1)

P chiororaphis subsp. pisciurn ATCC 17809 (GCA_003850385.1)

P, chlororaphis NCTC 7357 (GCA 800636995.1)

P chioraraphis subsp. piscium ToZa? (GCA_003850585.1)

P chicroraphis subsp. piscium ChPhzS140 (GCA_DO3850505.1)

P, chiororaphis sUbsp. piscium PCL1391 (GCA_D03850445.1)

P. chiororaphis subsp. piseium PCL1321 (GCA_DD1630695.1)

P ehlororaghis subsp. piscium PCL1807 {GCA 003850465.1)

P. chicroraphis subsp. piscium ChPhzS135 (GCA_003850485.1)

P ehiororaphts subsp. piscium SLPH10 (GCA_003850405.1)

1 P chiororaphis subsp. pisciurm DTR133 (GCA_003850425.1)

F. ehlororaphis subsp. piseium ChPhzTR44 (GCA_003850525.1)

R, chlororaphis | Bs-160603 (GCA 003205435.1)

[ P chiororaphis HT66 (GCA 000597925.1}

| P chiororaphis subsp. piscium ZJUEO (GCA_003008835.1)

P chiororaphis |19 (GCA_002469505 1)

P: chlororaphis subsp. piscium DSM 21509T (GCA_003850345.1)
P. chlororaphis subsp. pisciunt DSM 21509T (GCA_001269555.1)
F. chiororaphis ATGC 13985 (GCA_S00104715.1}

P chlororaphis subsp. aureofaciens LMG 1245 (GCA_001269575 1)
F. chiororaphis subsp, aureofaciens DSM 6698 (GCA_DO3851905.1)
P chioraraphis NCTC 10686 (GCA_900455495 1)

P. chiororaphis subsp. aureofaciens CCUG 712T (GCA_008801625.1)
P chlororaphis subsp. aureofaciens NBRC 3521 (GCA_000813225.1)
P. chlororaphis subsp. aureofaciens ChPhzTR36 (GCA_003851865.1)
P chiororaphis subsp. aureofaciens C50 (GCA_003851385.1)

F. chiororaphis JV3958 (GCA_008630545.1)

P, chiororaphis subsp. aureofaciens ChPhzTR39 (GCA_003851925.1)
P chiororaphis subsp. aureofaciens ChPhzTR18 (GCA_D03851955.1)
A chiororaphis subsp. aureofaciens ChPhzS24 (GCA_(03851445.1)
P, chlororaphis subsp. aureofacions ChPhzTR38 {GCA_003852005.1)
H L P. chiororaphis PAZ23 (GCA 000898865.1)

P. chiororapfis Lzh-T5 (GCA_002844145.1)

— d P chiororaphis subsp. aureofaciens 66 (GCA_DD3851405.1)

P chlororaphis subsp. aurecfaciens ChPhzS23 (GCA_003851425.1)
A P. chiororaphis subsp. chiororaphis GP72 (GCA_D00237045.2)

P chiororaghis YL-1 (GCA_000512485.1)

[ is subsp, au CD {GCA_D01269595.1)

L F chiororaphis 06 (GCA_000264555.1)

P, chlororaphis subsp. aureofaciens P2 (GCA_003851365.1)

P chlororaphis 449 (GCA_003851205 1)

£ chiororaphis 464 (GCA_DO3851806.1)

P. chlororaphis Q16 {GCA_003851345.1)

F chiororaphis CW2 (GCA_003851225.1)

t—— P chiororaphis M12 (GCA_003851165.1)

Ij P. chiororaphis subsp. aurantiaca DSM 19603T (GCA_003851835.1)

P. chlororaphis LNG 21630T (GCA_900104985.1)
P shiororaphis PCM 2210 {GGA_003851305.1)

P. chlororaphis K27 (GCA 003851285.1)

P, Ghiororaphis M71{GCA_003851265.1)

P chiororaphis StFRB508 (GCA_002355875.1)
— P chiororaphis JD37 (GCA_000761185.1)

P chiororaphis PB-St2 (GCA 000508385.1)

P PCL1601 (GGA_001921865.1)
P chiororaphis PCL1606 {GCA_000963835.1)
P is 14D6 (GCA_D03731765.1)
P EA105 (GCA_0DO7833095.1)

Figure S4. UPGMA dendrogram of the ANIb similarities among the P. chlororaphis strains studied.



