
0 2 4 6 8 10 12
-log10(P)

M167: PID AP1 PATHWAY
GO:0001817: regulation of cytokine production
GO:0048015: phosphatidylinositol-mediated signaling
GO:0035196: production of miRNAs involved in gene silencing by miRNA
GO:0051129: negative regulation of cellular component organization
GO:0010812: negative regulation of cell-substrate adhesion
M105: PID TELOMERASE PATHWAY
GO:1900006: positive regulation of dendrite development
R-HSA-8939247: RUNX1 regulates transcription of genes involved in interleukin signaling
GO:0060612: adipose tissue development
hsa04510: Focal adhesion
hsa04910: Insulin signaling pathway
GO:0070482: response to oxygen levels
GO:0051090: regulation of DNA-binding transcription factor activity
GO:0030224: monocyte differentiation
M255: PID HIF1 TFPATHWAY
GO:0030326: embryonic limb morphogenesis
GO:0010638: positive regulation of organelle organization
GO:0009896: positive regulation of catabolic process
GO:1903053: regulation of extracellular matrix organization
GO:1903313: positive regulation of mRNA metabolic process
GO:0060485: mesenchyme development
hsa04915: Estrogen signaling pathway
CORUM:725: P2X7 receptor signalling complex
GO:0019221: cytokine-mediated signaling pathway
GO:0007163: establishment or maintenance of cell polarity
hsa05205: Proteoglycans in cancer
GO:0060487: lung epithelial cell differentiation
GO:0003382: epithelial cell morphogenesis
hsa05215: Prostate cancer
GO:0043484: regulation of RNA splicing
GO:0007009: plasma membrane organization
GO:0071496: cellular response to external stimulus
GO:0001101: response to acid chemical
GO:0007423: sensory organ development
M58: PID AR PATHWAY
R-HSA-9031628: NGF-stimulated transcription
GO:0080135: regulation of cellular response to stress
GO:0044262: cellular carbohydrate metabolic process
GO:0035966: response to topologically incorrect protein
GO:0007169: transmembrane receptor protein tyrosine kinase signaling pathway
GO:0045165: cell fate commitment
GO:0045216: cell-cell junction organization
GO:0045931: positive regulation of mitotic cell cycle
GO:0071417: cellular response to organonitrogen compound
GO:1905475: regulation of protein localization to membrane
hsa04520: Adherens junction
R-HSA-3371571: HSF1-dependent transactivation
M19: PID P73PATHWAY
hsa05206: MicroRNAs in cancer
GO:0030198: extracellular matrix organization
GO:0048469: cell maturation
GO:0002065: columnar/cuboidal epithelial cell differentiation
GO:0051098: regulation of binding
GO:1990845: adaptive thermogenesis
GO:0033598: mammary gland epithelial cell proliferation
CORUM:642: CtBP complex
GO:2001185: regulation of CD8-positive, alpha-beta T cell activation
GO:0070848: response to growth factor
GO:0060322: head development
M285: PID HNF3A PATHWAY
GO:0045746: negative regulation of Notch signaling pathway
GO:0042593: glucose homeostasis
GO:0030111: regulation of Wnt signaling pathway
GO:0071364: cellular response to epidermal growth factor stimulus
GO:0030850: prostate gland development
GO:1903827: regulation of cellular protein localization
GO:0040015: negative regulation of multicellular organism growth
GO:0048608: reproductive structure development
GO:0040008: regulation of growth
GO:0016338: calcium-independent cell-cell adhesion via plasma membrane cell-adhesion molecules
GO:0060541: respiratory system development
GO:0051271: negative regulation of cellular component movement
R-HSA-400253: Circadian Clock
GO:0050673: epithelial cell proliferation
GO:1902532: negative regulation of intracellular signal transduction
GO:0010942: positive regulation of cell death
GO:0001655: urogenital system development
GO:0097190: apoptotic signaling pathway
GO:0030029: actin filament-based process
R-HSA-9006931: Signaling by Nuclear Receptors
GO:0030856: regulation of epithelial cell differentiation
GO:0061448: connective tissue development
GO:0001503: ossification
GO:0008285: negative regulation of cell proliferation
GO:0071383: cellular response to steroid hormone stimulus
GO:0030099: myeloid cell differentiation
GO:0034248: regulation of cellular amide metabolic process
GO:0045664: regulation of neuron differentiation
GO:0061061: muscle structure development
hsa05202: Transcriptional misregulation in cancer
GO:0034329: cell junction assembly
GO:0045596: negative regulation of cell differentiation
GO:0009611: response to wounding
GO:0045444: fat cell differentiation
GO:0002521: leukocyte differentiation
GO:0030855: epithelial cell differentiation
GO:0048732: gland development
GO:0001568: blood vessel development
GO:0043009: chordate embryonic development


