
Supplementary Figure 1: The Principal Component Analysis plot for GTEX RNA-seq data of immune 
tissues/cells, including whole blood, spleen, and lymphocytes. Each dot corresponds to an individual. 
The cause of death is indicated in the label. a Whole blood. PCA shows that the samples labeled as 
“ventilator case” strongly clustered apart from the rest of the first PC samples. These samples were, 
therefore, excluded from the DeCovid app. b Spleen. No bias is observed and all samples were included 
in the DeCovid app. c Lymphocytes. No bias is observed and all samples were included in the DeCovid 
app. 
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Supplementary Figure 2: Heatmap with average sex and age significant expression differences for 
selected COVID-19 genes. Results for different immune system tissues and cell types and shown. 

 


