Figure S1. Gene interaction network of the A5 events that were found to be more effective for distinguishing the survival outcome of LUAD patients.
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Figure S2. Identify of AS events with integrative genomics viewer. A representative example is a ABHD14A (ENST00000637025 and ENST00000635937). 
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Figure S3. Kaplan–Meier curves of the SRSF1. Blue line indicates the high-expression group; red line indicates the low-expression group (based on median values).
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Export your current network: Open or install latest Cytoscape to send network % Send network to Gytoscape
.. as & bitmap image: download e format is PNG" portable network graphic
.. as a high-resolution bitmap: download same PNG format, but resolution at 400 dpi
.. as a vector graphic: download SVG: scatable vector graphic - can be opened and edited in Hustrator, CorelDraw; Dia, efc
.. as simple tabular text output: download TSV tab separated values - can be opened in Excel
.. a8 an XML summary: download structured XML interaction data, according to the ‘PSHMI'data standard
.. network coordinates: download & flat-fie format describing the coordinates and cofors of nodes in the network
protein sequences: download MFA: multifasta format - containing the aminoacid sequences in the network
protein annotations: download = tab-deimited fle describing the names, domains and annotated functions of the network proteins

Browse interactions in tabular form:

“nodel node? nodel accession node? accession nodel anngtation node2 anngtation score
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