
Supplementary Materials 

Figure S1: Pearson correlation table between all mammary gland genes expressions on row data 

 
Data analyzed were Log2(fold change)or –ΔΔCq calculated for all groups with CTL at L12 as reference group. Correlations were realized using Pearson’s test. Results were coloured function of 

the strength of the correlation from white boxes for a negative correlation to dark green for strong positive correlation. 
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Oxtr -0.12 -0.16 -0.12 0.06 -0.17 0.67 0.02 -0.45 -0.07 -0.38 -0.12 0.27 0.04 -0.27 -0.06 -0.10 -0.12 -0.30 -0.01 -0.14 0.55 0.66 -0.06 0.06 0.10 0.33 0.20 0.23 0.19 0.69 0.23 0.52 0.45 -0.20 0.17 -0.07 0.71 0.55 0.44 0.40 -0.04
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Figure S2: Pearson correlation table between all mammary gland genes expressions on data normalized by the period of lactation. 

 
Data analyzed were Log2(fold change)or –ΔΔCq calculated for each period with the CTL of the day as reference group. Correlations were realized using Pearson’s test. Results were coloured 

function of the strength of the correlation from white boxes for a negative correlation to dark green for strong positive correlation. 
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Figure S3 : PLS-DA score plot on non-normalized mammary gene expression separating 

groups according to the diet and the lactation period. 

 

The PLS-DA model presented a cumulative modeled variation (R2X) value of 71% and various predictive abilities 

for each [diet-lactation time] group according to cumulative variation (R2Y) and predicted variation (Q2Y) values 

i.e CTL – L21 : R2(Y) cum = 0.39, Q2 cum = 0.38 ; FEN – L21 : R2(Y) cum = 0.24, Q2 cum = 0.22 ; CTL-L18 : R2(Y) cum 

= 0.35, Q2 cum = 0.33 ; FEN–L18 : R2(Y) cum =  0.30, Q2 cum =  0.21 ; CTL–L12 : R2(Y) cum = 0.06, Q2 cum = -0.02 ; 

FEN–L12 : R2(Y) cum = 0.45, Q2 cum = 0.38.  Only one sample (FEN-L12) was identified as outlier according to the 

Hotelling’s T2 grey circle, corresponding to a multivariate generalization of the 95% confidence interval. 

  



Figure S4: Food intake of dams supplemented or not with 1g/kg/day fenugreek during 

lactation 

 

Values are mean ± SEM and n= 16-17 per group and per day. Data were analyzed with Two-way ANOVA with 

repeated measures for day effect followed by Sidak post-hoc test for diet effect. *, ** and *** p <0.05, p <0.01 

andp <0.01 for diet comparison. 
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Table S1: Validation of RNA extraction in quantity and quality and of primer design in 

efficiency and specificity. 

Tissues 

RNA extraction Primer design 

RNA concentration 

(µg/ mL) 

Ratio  

260/280 nm 

Ratio  

260/230 nm 

Amplicon size 

(bp) 

Efficiency 

(%) 
ΔCq(RT-) 

MG 593 ± 268 2.01 ± 0.02 2.25 ± 0.08 
124.7 ± 28.6 

94.8 ± 4.5 21.0 ± 5.0 

PG 627 ± 179 2.03 ± 0.01 2.20 ± 0.11          95.2 ± 5.6 16.8 ± 4.7 

Values are mean ± standard deviation. MG and PG: mammary and pituitary glands, respectively.  

ΔCq(RT-) = mean Cq(RT-) – mean Cq(sample) with a value of 50 assigned for unamplified samples for calculation.  


