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Supplementary Figure S1: miRNA-gene interaction network exacerbation vs. controls. The significant miRNAs and genes of the first contrast (exacerbation vs. controls) were used. In this version of the network, we expanded the initial network of just differentially expressed genes and miRNAs with transcription factors (represented as squares with white filling and blue border), to potentially increase the connectivity of the resulting network.
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Supplementary Figure S3: miRNA-gene interaction network with transcription factors (exacerbation vs. remission). The significant miRNAs and genes of the third contrast (exacerbation vs. remission) were used. In this version of the network, we expanded the initial network of just differentially expressed genes and miRNAs with transcription factors (represented as squares with white filling  and blue border), to potentially increase the connectivity of the resulting network.Supplementary Figure S2: miRNA-gene interaction network exacerbation vs. controls with pathways. The significant miRNAs and genes of the first contrast (exacerbation vs. controls) were used. In this version of the network, we expanded it not only with transcription factors but also pathways, to potentially assist with biological interpretation of the results.
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Supplementary Figure S4: miRNA-gene interaction network with pathways (exacerbation vs. remission). The significant miRNAs and genes of the third contrast (exacerbation vs. remission) were used. In this version of the network, we expanded the network with pathways, to potentially assist with biological interpretation of the results.
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