Fig S2

225p/689 EDCKC-KERTSSPFVMDQDT----- EFWNRNTMLRLNIFK 221
225p_Mj/436 PNCKCDRQLRNSVFVSNIDV----- NYWSDDSK-RYNIFR 58
GBG35515.1/1080 QECLSLAEEMGSPF----- NLNGLDTFWVQDKR--KTYLQ 354
GCBG35474.1/1113 WDTETASNKFGHPYLPDEESVAIVEKFWNKDNR-KIKYLA 173
AKS10608.1/996 WLFE IAADEFGAPY IPDQKSVAAVENFWAKDNR-KKKYLS 130
GBG35591.1/1081 SLFRVAADEFGAPYLPDQKS INSVENFWGVDDR-KKKYLS 194
SCV_077+078/988 ADHET-AREFGHPYLPDIEKLETVENFWCQE-R-KQRYLG 122
AIX03672.1/936 GICEEAAAN-GRPYLPTLEMRNEVDHFWSQDNR-KLKLLG 72
YF-NNLVLAEFACGKLELFETVDRL MLREILTPLLYKI 260 IWDTSYP 294

YFTKNTVFDSF IK-DGDLVNTVEKL
HLDNNVVIKSF INGD I CAVQF IGLL
HLVGNYS IKCFIEGTIDTKTCVGFL
HLRGNHF IECF INGS IDARTCVGML
HLRGNSFIGYFIDGI IDAKTCVGML
HLKGNSVIADF INGDIDVIVFVGLL
HF CGNILYVEAF I AGS IDAETCVGFL

336 LKCVIALLITPS-NISEVYDLSP
171 IKSTIALLITPS-NFEQVYRPSP
486 LQSLICAIVIPC-I1VDEVLDLGP
307 LTNLICALIMPAYTLKEMLSLGG
264 LNNIICAI IMPAYTFDEMMALNG
330 LTNLICAI IMPAYTFDEVMALSG
255 ITNLLYAILIPAYSILELLDLGF
198 LQNL IVAILIPAYTETFVLDTGN

AIRAmMmwUOOUR

MLRELLVPFFYQM 97 EWDTAYP 133
MATE ILRPTMYRL 394 RPHSLHS 444
MATAHGCGT I FKL 213 RPESLHP 265
IATEYGYGS VHNV 170 KPDSLHP 221
IATEYGYRS I YNV 234 KPDSLHP 287
YATEFGYTTLKNL 162 RPNSLHP 213
QATGLGYPLLKKL 112 RPSS IQN 153
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KLAITILCGIYGNLKI IAGNSSKLESYFLN
KYFIALCGKYENLKFIPGNCSKIENFFLY
RAFISIVGSYGRLHLVTGRINRVYTAFMD
RAILTISGSYGWFSLVVGYTSTSDTLEFAE
RNVLILSGNYGWFGLTLGHILSPDIFFVE
RNVLILSGNYGWFGLTLGHTPSPDILFAE
RSILPLSGSYGWFGLVTGNVQGPDVLESE
RGVLTVSGDYGWFSVIVGSTIMPSVLEYG

AFFTKGLSSKSYIHNSREA-11GI--VFMHNFACLFNDTLHHFKFNDD 568
AFFTSGVSCQSYIGNSREH-11GV--VHMNDFVQLFNDTLN IFKMYKK 398
VFFTREDNANIFHCKGLCR-VFGL--VPESRHMDLFRNSRHLFQRMIN 817
LFYTQLGYPCWYEADSLSG-VFGN--VELSKHVEVFDGS IQNFYHFLD 646
PEFVTRMGYPQWYNSESLSA-IFGE--VDLTDHVAALDHTMDKFVKLVE 600
PFVTRMGYPQWYNSKGLGD-IFEK--VDLKDHVAALDYTMDKFVKLME 659
PFFTRSGTPSWYNPDGLEQ-VFGR--VEYKDHVKVYDDTIHLFKHLAE 626
PFF IRHTEP KWYNKNAMCGEVLENVGVTLEQHVRVSDEYMDRFEGSLLL 489

EEKLRDNASYLLRLILKNTGRVLYSTGYVWG 604
EQRKRKSCSELLKLILKNSARVLTQRGYVWS 432
MADMRRQAASL IAHLHKIS IRQHIRTGRIRG 911
EAE IRLTAQDLYRYMCRMSARLYFSCMLLRG 812
EGECR I AAHDLYKY I YRNSARQYIRSSLIRG 767
DGECR I AAHDLYKYMYRNSARQYIRSSLIRG 826
EGECRIVVSHDLLRHLYKSSAKNLIRHTIMRG 785
EAE IRECANELVRELYRASARSYVHDLVLKR 667



