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(2) Genes associated with melanocyte development, differentiation, or migration

(3) Genes associated with pigmention

log2FC
-1.40
-1.07
-1.29
-1.63
-2.28
-2.00
-1.10
-1.29
-1.46
-1.24
-1.22
-3.05
-1.68
-1.29 
-1.24
-1.30
-1.04
-1.07
-1.33
-2.04
-1.64
-8.63
-3.96
-7.32
-2.67
-1.34
-2.01
-2.04
-1.24
-1.15
-1.31

(1) Transcription factor genes that regulate melanocyte development


