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	Gene target
	Slope
	Y-inter
	R2
	Efficiencies (E=10-1/m)

	Zm18s
	-2.895
	11.384
	0.993
	2.215252

	ZmSWEET4c
	-2.988
	25.795
	0.985
	2.161086

	ZmSWEET6b
	-2.923
	21.756
	0.908
	2.198438

	ZmSWEET11
	-4.78
	23.09
	0.983
	1.618844

	ZmSWEET 12a
	-3.053
	23.63
	0.989
	2.125919

	ZmSWEET 13a
	-2.82
	23.01
	0.937
	2.262611

	ZmSWEET 13b
	-3.78
	21.297
	0.997
	1.838867

	ZmSWEET 14b
	-2.957
	24.611
	0.957
	2.178615

	ZmSWEET 15a
	-2.957
	26.655
	0.987
	2.178615

	ZmSUT1
	-3.297
	15.852
	0.956
	2.010509

	ZmSPS1
	-3.146
	15.225
	0.993
	2.079045

	ZmMAS1
	-3.489
	18.299
	0.999
	1.934706



